Supplemental Table 1: NTHI 86-028NP OMYV proteins identified by LC-MS/MS.

Accession Molecular Protein
Identified Proteins Gene Number Number Weight Hits *
Outer membrane protein P2 precursor NTHI0225 68056946 40 kDa 135
Outer membrane protein P5 NTHI1332 68057911 38 kDa 46
Probable amino-acid ABC transporter binding protein NTHI1243 68057836 28 kDa 34
HMW 1B, OMP-85-like protein required for secretion of HMW1A and HMW2A NTHI1984 68058015 61 kDa 34
IgA-specific serine endopeptidase NTHI1164 68057774 197 kDa 32
L-lactate dehydrogenase NTHI2049 68058536 42 kDa 30
HMW2B, OMP-85-like protein required for HMW1A and HMW2A secretion NTHI1449 68058015 61 kDa 27
NAD nucleotidase NTHI0303 68057010 66 kDa 26
Phosphate-binding periplasmic protein precursor PstS NTHI1774 68058299 37 kDa 26
Conserved protein NTHI1208 68057809 41 kDa 26
Probable periplasmic serine protease do/HhoA-like precursor NTHI1905 68058410 49 kDa 25
TRAP-type C4-dicarboxylate transport system, periplasmic component NTHI0232 68056953 36 kDa 25
Hemoglobin-haptoglobin binding protein B NTHI0782 68057439 114 kDa 25
Heme utilization protein NTHI1390 68057962 103 kDa 24
Putative periplasmic chelated iron binding protein NTHI0481 68057164 32 kDa 23
2',3'-cyclic-nucleotide 2'-phosphodiesterase NTHI0741 68057402 73 kDa 22
Periplasmic oligopeptide-binding protein NTHI1292 68057874 61 kDa 22
Probable D-methionine-binding lipoprotein MetQ NTHIO877 68057518 30 kDa 18
Thiamine-binding periplasmic protein NTHI1185 68057791 37 kDa 17
High-affinity zinc uptake system protein ZnuA NTHI0208 68056931 37 kDa 16
HMW1A, high molecular weight adhesin 1 NTHI1983 68058480 154 kDa 16
Heme-binding protein A NTHI1021 68057646 61 kDa 15
Ribose-binding periplasmic protein NTHI0632 68057302 30 kDa 15
Spermidine/putrescine-binding periplasmic protein 1 precursor NTHI1823 68058340 43 kDa 14
Spermidine/putrescine-binding periplasmic protein 2 precursor NTHI0626 68057296 40 kDa 14
D-galactose-binding periplasmic protein precursor NTHI0987 68057616 38 kDa 10
Iron-utilization periplasmic protein hFbpA NTHIO177 68056907 36 kDa 10
Predicted ABC-type transport system protein, periplasmic component NTHI1707 68058243 31 kDa 10
Conserved protein NTHIO576 68057248 20 kDa 10
Outer membrane protein P4, NADP phosphatase NTHIO816 209447614 29 kDa 10
Outer membrane protein P1 precursor NTHI0522 68057203 50 kDa 9
Putative ABC-type Co2+ transport system, periplasmic component NTHI1418 68057985 26 kDa 8
Probable FKBP-type peptidyl-prolyl cis-trans isomerase NTHIO707 68057373 26 kDa 8
Elongation factor Ts NTHI1081 68057699 30 kDa 8
Putative lipoprotein NTHI1957 68058456 63 kDa 7
Glycerophosphoryl diester phosphodiesterase precursor NTHI0811 68057465 42 kDa 7
Outer membrane protein 26 NTHI1083 68057701 22 kDa 6
Thiol:disulfide interchange protein DsbA NTHI1012 68057639 23 kDa 6
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Putative L-lactate permease NTHI1391 68057963 57 kDa 2
Pyruvate kinase NTHI1479 68058040 51 kDa 2
30S ribosomal protein S15 NTHI1652 68058196 10 kDa 2
Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase

complex NTHI1934 68058434 59 kDa 2
Tail-specific protease precursor NTHI1969 68058468 79 kDa 2
50S ribosomal protein L1 NTHI0642 68057312 24 kDa 2
Protein-export membrane protein SecD NTHIO0346 68057047 67 kDa 1
Probable cytochrome oxidase subunit | NTHI1236 68057831 58 kDa 0
Conserved protein NTHI1667 68058207 20 kDa 0
Thiol:disulfide interchange protein DsbC NTHI1384 68057958 25 kDa 0
Predicted nucleoside permease NTHI0645 68057315 43 kDa 0
Conserved protein NTHI1930 68058431 53 kDa 0
N-acetylneuraminate epimerase NTHI0235 189030826 40 kDa 0
60 kDa chaperonin NTHI0669 68057339 57 kDa 0
Membrane-bound lytic murein transglycosylase C precursor NTHI0921 68057556 40 kDa 0
Conserved protein NTHI1317 68057897 19 kDa 0
Conserved protein NTHI1441 68058008 9 kDa 0
Outer-membrane lipoproteins carrier protein precursor NTHI1456 68058021 23 kDa 0
Outer membrane lipoprotein PCP precursor NTHI1473 68058035 15 kDa 0
10 kDa chaperonin NTHI0668 68057338 10 kDa 0
Predicted 5-formyltetrahydrofolate cyclo-ligase NTHI1027 68057651 22 kDa 0

"Purified OMVs isolated from 86-028NP were analyzed using LC-MS/MS and were matched with the NCBI H. Influenzae 86-028NP
database. All proteins indentified are listed proteins and sorted by protein hits.



