
Gray et al. supplementary Figure S3
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MO302G1; GU996572   
MO302B5; GU996533   

MO302G11; GU996574  

MO302B6; GU996545   

MO302H9; GU996559   

Uncultured Chloroflexi bacterium clone D25_46; EU266919 (Tar oil contaminated sediments)  
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MO302H5; GU996586   

MO302C1; GU996591   

MO302B8; GU996587   

MO302D1; GU996569   
MO302G6; GU996535   

MO302F4; GU996570   

MO302E1; GU996564   
MO302H10; GU996539  

MO302C6; GU996581   
MO302A9; GU996584   

MO302F8; GU996571   

MO302A11; GU996567  

MO302B7; GU996565   

Uncultured bacterium clone 5C38; DQ663957 (petroleum contaminated aquifer)  

Uncultured clone E449-5; EU037963  (residual oil to natural gas) 
uncultured eubacterium WCHB1-31; AF050569 (hydrocarbon contaminated aquifer)  

Eubacterium WCHB1-57;  AF050570 (hydrocarbon contaminated aquifer)  
Uncultured bacterium clone Er-MLAYS-59; EU542479  (sediment PCB degradation)

Uncultured Chloroflexi bacterium clone Ctrl1-8D; EU522649 (methanogenic HC degradation) 

Uncultured bacterium clone lg1e04; EU037975 (residual oil to natural gas consortium

Anaerobic filamentous bacterium KIBI-1; AB109439 (isolated from methanogenic sludge granules)
Uncultured Chloroflexi bacterium clone GoM GC185 523E; AY211661 (gas hydrate sediment)

Saltmarsh clone LCP-5; AF286040 
Uncultured candidate division OP11  clone 062DZ46; DQ329875 (hypersaline microbial mat) 

Pirellula staleyi ; M34126 

Uncultured bacterium clone TfP20L32; EU362270 (methanogenic marine sediment microcosm   

Uncultured bacterium clone 655077; DQ404737 (metal contaminated sediment)

Uncultured bacterium clone MSB-2F12; EF125448  (mangrove soil)

Marinobacter excellens (T); KMM 3809; AY180101

Clostridium ultunense (T); BS; Z69293

Prolixibacter bellariavorans strain F2; AY918928
Tenacibaculum discolor strain LL0411.1.1T (T) ; AM411030|

Clostridium lituseburense (T); M59107 

Uncultured bacterium clone Amsterdam-2B-48; AY592406 (deep-sea mud volcanoes) 

Uncultured candidate division OP10 bacterium clone D15_25;EU266864  (tar oil-impacted aquifer, anaerobic)
Uncultured candidate division OP10 bacterium clone X9Ba12, AY607161 (methanogenic soil syntrophic propionate ox)

Uncultured bacterium clone lg1c05; EU037971 (residual oil to natural gas consortium)

Bacillus longiquaesitum partial 16S rRNA gene, strain LMG 23783; AM747042

Clostridium methoxybenzovorans (T); SR3; DSM 12182; AF067965
Clostridium algidicarnis (T); NCFB 2931; X77676

Uncultured bacterium clone ORSPEP_h05; EF393547 (anaerobic PCB dechlorinating consortium)

Uncultured bacterium clone BARB_aaa04a02; EU475578 (gut microbe) 
Uncultured bacterium clone EAC_1aaa04b04; EU774695 (gut microbe)

Uncultured bacterium clone: SRRT27; AB240473 (rhizosphere biofilm )

Uncultured Bacteroidetes bacterium clone 131828; AY922244 (whale bone from muddy seafloor)

Uncultured bacterium  clone:LS4-147; AB234243 (semi-anaerobic PC-dioxin degrading microcosms)  
Uncultured bacterium clone 681_B17; EU644353 

Uncultured bacterium clone 258b3; EF460089 (anaerobic Eh -355, Baltic sediment)  
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