Supplemental Tables: Table S1 (numbers In the second column refer to the SNP ID)

PRIMER A SET

name label | sequence Annealing T | Expecting
(°C) size

Primer set Al 6458307-F1 | AIF | TCTTTAATACAGATTGGGAAGAGG 59 | 150 bp
6458307-R1 | A1IR | AACTTTCAACTGCCAGGACA o8
99472138- | A2F | ACAGTTGTGCAACCATCAGC 59.8 | 165 bp

Primer set A2 F1
9472138-R2 | A2R | GACTTTCTGGAAAAGGCAAAA 28.5

Primer set A3 6596075-F1 | A3F | TTGTGTTCAAGCCTCCTTCC 60 | 171 bp
6596075-R1 | A3R | TCTGAGCTTAGCCTCCCTGA 60.2

Primer set Ad 2544677-F1 | A4F | GGAAAACACTGGGAGGGAAT 60 | 178 bp
2544677-R1 | AdR | CCTGGGTGACAGAGGAAGAC o9

Primer set A5 6983561-F1 | ASF | GGTTCTGTGAAGCGGGTAAA 60.1 | 177 bp
6983561-R1 | ASR | TCATGGACCACAAATTICCA 59.8

Primer set A6 16901979-F | A6F | GTGGGGTCTTTGTTGTGGAG 60 | 188 bp
16901979-R | A6R | TGTTCAGAGCGGTTGAATGA 60

Primer set A7 672888-F | A7F | GCCATGTCTAACTGGGCATT 60 | 153 bp
b72888-R ATR | GCTGAGTGATGCTGGCAATA 60

Primer set A8 13281615-F | A8F | GACACGTGGAATTTACTCTTTTGA 59.6 | 168 bp
13281615-R | ABR | GCCAAGCCTACACTTCCTCTT 59.7

Primer set A9 10505477-F | AOF CCGTGGGAAACAAAGTCTTC 59.6 | 185 bp
10505477-R | A9R | TTCCAACCTGAAACACACACA 60
10808556- A10F | CTCCATAGAGCCTGCAGAGG 60 | 150 bp

Primer set A10 F1
10808556- | A10R | TTATTCGTCCCTCTGTTITATGG 59.4
R1

Primer set A11 | 6983267-F | A11F | TCCTTTGAGCTCAGCAGATG 59.6 | 154 bp
b6983267-R All1R | TGAGAAACTTGCTGGGTTCC 60

Primer set A12 | 7014346-F | A12F | GCTTGCAGCTTCTGCCTAAT 59.8 | 160 bp
7014346-R | A12R | AACTTTTGGGGAGGCTGTTT 60

Primer set A13 | 7000448F | A13F | AGGCTCCTTAGGGAAGGTGA 60 | 165 bp
7000448-R A13R | GAGATTGTGCCACTGCACTC 9.4

Primer set Al4 | 1447295-F | A14F | GAGTTGCACGCCAGACACTA 60 | 173 bp
1447295-R Al4R | AGGGGTTCCTGTTGCTTTIT 60

Primer set A15 | 2820037-F | A15F | AGTGATTGCTCTAATTGCCAAG 58 | 191 bp
2820037-R | A15R | GCGCATGAGGTCTATGTTGA 59




Primer set A16 | 889312-F | A16F | GGCCATCTGTTTTACCAACC 59 | 151 bp
889312-R | A16R | TGGGAAGGAGTCGTTGAGTT 59
primer set A17 | 1937506-F | A17F | CGGGAAAGTAAAAATTGTTATCTCATT 61 | 156 bp
1937506-F | A17R | GAGGACCAATCCTTTGGACA 60
primer set A18 | 1937506-F | A18F | AAAGAGGTAACCCAGGGAACA 59 | 151 bp
1937506-F | A18R | CATAAGCCTTCGCTGACTCC 60
primer set A19 | 1937506-F | A19F | TGAGCCAGGACATCAGAAAG 59 | 189 bp
1937506-F | A19R | CCATCCCTGTGAGTCATCCT 59
Primer set A20 | 1937506-F | A20F | TTCTCTCCAGATTGATACACAGC 58.5 | 166 bp
1937506-F | A20R | AATGCCTCTGCCAATACCAC 59
Primer set A21 | 1937506-F | A21F | TCACAGGAAAATTGAGCAGAAA 59.9 | 178 bp
1937506-F | A21R | ATGTGCAATGCCAAGAATGA 60
Primer set A22 | 1937506-F | A22F | GTAGCCCCACTTCGCCAAT 62 | 116 bp
1937506-F | A22R | TCCCTATCGCAGAGGAAAAA 59.8
Primer set A23 | 1937506-F | A23F | AACGGTCAGACGCAAACAGT 60 | 196 bp
1937506-F | A23R | GGCAGCTCCTCATTCCTAAA 60
Primer set A24 | 1937506-F | A24F | GACCAAATTGAAGAATTGGTTTG 59 [ 174 bp
1937506-F | A24R | ACTTGAGCTCGATCCACAGC 60
Primer set A25 | 1937506-F | A25F | TCAATCCCCATATGCACAGA 59 | 153 bp
1937506-F | A25R | ATGACATGCTCTCACGATGG 59
Primer set A26 | 1937506-F | A26F | TGGCAGTCCAAGCTACTAAGAA 59 | 177 bp
1937506-F | A26R | TGCTGCATGGTAAATTTTTG 57
Primer set A27 | 1937506-F | A27F | GGGAAACGAAGGATGAAAGA 59 | 123 bp
1937506-F | A27R | TTCCTGGTTGATTTCCCTTC 59
Primer set A28 | 1937506-F | A28F | CCATGAGCCTATCACACTCG 59 | 154 bp
1937506-F | A28R | TGCCGATATTTCCGATTTTC 59.9
Primer set A29 | 1937506-F | A29F | ATGTTCATCAGTGGTCACAAATA 57 | 123 bp
1937506-F | A29R | GGCTCATGGTAGGTCGTCAT 60




Supplemental Tables: Table S2 (numbers in the first column refer to the SNP ID)

Primers S5et B

Primer sequence Expecting Annealing T
sl17e
Prmerset B1 | Forward F | AGCTCTGACTCCCAACTCCA 236 bp 60
10186922 Reverse R | CGACAGATGGCTACAAAGCA 60
Primer set B2 | Forward F | GCTCACTACCTGGGTGCAAT 166 bp 60
11159647 Reverse R | TTGTCAGCATTTTTCAGATTIC 57
Primer set B3 | Forward F | TGTGCACAAGAGCATTGTTTT 203 bp 59 4
2609653 Reverse R | CCAGGATCATCCATGTIGTG 598
Primer set B4 | Forward F | GAGTGATGGAGTGGCATAGG 213 bp 58
7570682 Reverse R | AACCCCCTACATGCTTCCTT 592
PrimersetB5 | Forward F | CCCTGTTTTGTTGCAGTGAA 172 bp 59 7
13387042 Reverse R | ACGGAGCACTCTCAACATCC 60
Primer set B6 | Forward F | CAGAAGCAGCAGCAGGTACA 158 bp 59
2291533 Reverse R | AAGCTACTGGCCCAAAGACA 60.1
Primer set B7 | Forward F | TATCGACAAAAGTTTTCCACTG 157 bp 50 4
2822558 Reverse R | CCCTGCTAACACTGCTGGAC 60
Primer set B8 | Forward E | GGCATIGCGTICATICTGA 215 bp 59
10795668 Reverse R | AGCGAGACTCCGTCTGAAAA 60
Primer set BO | Forward F | AGCTGCTATAAGATGGGCTGA 181 bp 59
A779584 Reverse R | TGCCACTGCTAAAAGCCATT 60
Primer set B10 | Forward E | GTTTCTGCACATGGTGATGG 250 bp 60
10757274 Reverse R | CTGCCTCACTCTCCAGTTCC 60
Primer set B11 | Forward F | CAAACAGCCAATTTIGTGGAG 182 bp 592
10757278 Reverse R | GGCGTTACAATTAAAGAGAGAGAGA 59 5
Primer setB12 | Forward F | TCTGCTTCATATTCCAACTTGTG 182 bp 59
1333049 Reverse R | TGCTICTGCATACTITIGICAAC 59
Primer set B13 | Forward F | GGCCCGATGATTTTCAGTTA 170 bp 59
2383206 Reverse R | GACATAGCTCTACAGCTGGGAAT 59
Primer set B14 | Forward F | ACTTAGCCCTTGGGACCATT 156 bp 59.8
2383207 Reverse R | AAGAAGCTAAGAGAATGTTGAGCA 580
Primer set B15 | Forward F | GACCCCTGATGTAAACTACTCTTIG | 193 bp 592
383830 Reverse R | GCTGGTGGGTTTICTGTAGGA 60




Primers Set_C

Supplemental Tables: Table S3 (rs numbers in the first column refer to the SNP ID)

Primer sequence Expecting Annealing T
size
Primerset C1 | Forward F | CTCCAAAAGCCAGGAGAATG 214 bp 59.8
rs7 250581 Reverse R | CCCGTGTGGCTGCATATTA 60
Prmerset C 2 | Forward F CACAGTCTGTTACAAGGGTGGA 187 bp 60
rs10733113 Reverse R | TACTTICTTGCGGCCTGTCTT 60
Primerset C3 | Forward F | GGATTCTTCGCATGATGAGG 244 bp 60
rs10761659 Reverse R | AGTCAAAGAGGAGGGCGTTT 60
Primerset C4 | Forward F | GAAGGCCGCATAAGACGTTA 235 bp 60
rs10883365 Reverse R | CGTGTCTCTTCCAGCGCTAT 60.6
Prmerset C5 | Forward F | AGTGCTGAAGCGGAATTGAG 215 bp 60
rs17234657 Reverse R | ATGAGCAGCAATGGTCACAG 59.7
Primerset C6 | Forward F | AGAGTCCTCAGCCTCGTCAG 243 bp 60
rsh5646866 Reverse R | CGAGAAAGCAAGCTICAGGT 59.8
Primerset C7 | Forward F | AGGGTTICCTGGCTCCTACAG 190 bp 60
rs6672995 Reverse R | CAGAGGGTTGGGTTCCAGTA 60.1
Primerset C8 | Forward F | GCGTGGTGAGGTGATTACTG 165 bp 59
55107635144 | Reverse R | AAGAAAACACAAGTGAGGCACA 60
Primerset C9 | Forward F | CTGGCAGAGGATTTGAGACA 173 bp 59
rs12037606 Reverse R | AGGTAGCTCAGCTGTICATGG 59.3
Primerset C10 | Forward F | ACCAGTGGTCCAACCCACTA 221 bp 60
rs6601764 Reverse R | TCACCATCTGGAAGGCTITT 59.2
Primerset C11 | Forward F | GGAGGACAGGTTGGAGAACA 190 bp 59.8
rs7807268 Reverse R | AAGGGACTGGAAGGGTGATT 594
Primer setC12 | Forward F | CTAGGCGTTTGCATTCATCC 223 bp 59.6
rs6957669 Reverse R | TGACGCAAAGACTGAAAGGA 60
Primer set C13 | Forward F GGTGGTGATTACTGCCCTIG 203 bp 594
rs12970134 Reverse R | CAGTGTGGAGACATGCTIGC 60.3
Primer set C14 | Forward F | CTTGGAAGCAGGAAAACCAG 180 bp 59.7
rs17782313 Reverse R | GCTACCTCAATCCCAGATGC 59.2
Primerset C15 | Forward F | CCCGGAAGGCAAATAACAAT 166 bp 60.1
rs1859962 Reverse R | TTGGGAAATTTAGCCCCATT 595
Primerset C16 | Forward F | GGAATTGTACACCATCACCAAA 154 bp 59.6
rs983085 Reverse R | TTTGTCAAATGCTITITCTCCA 59.7

Primer set for C13 did not generate the expected product




Supplemental Tables: Table S4 (rs numbers in the second column refer to the SNP ID)

PRIMER SETD
PRIMER D SET
name LABEL Expecting Annealing | total total
: slze T U937 | B
SEQUENCE
Primer set D1 rs10490072-F | DIF | TGCAAGCTCCAAGAGAGTGA 174 509
rs10490072R | DIR | AGGCCCGTGTCCTGTAATAA 505
Primer set D2 s1153188-F | D2F | GAAGATGGTCTGAATGGCAAA 150 601
1s1153188-R | D2R | TGTTTCGTCCACTGGATCIG 507
Primer set D3 rs13071168-F | D3F | CCCACATCCAGACTICTGCT 217 603
rs13071168-R | D3R | AGCTGTTTGGCTTTGGTGAT 507
Primer set D4 1s17036101-F | DAF | ATTAGGGGCCAGGAAAGAAA 213 509
rs17036101-R | DAR | TGCCTGGCATTTAAAAATCT 574
Primer set D5 rs17705177-F | D5F | TCAGTTTCCTTCCCCAGAAA 170 506
rs17705177-R | D5R | GCACGTTCTGCACGTTGTAT 508
Primer set D6 1s358806-F | D6F | ACTTTCTGGAGGGCAGTTIG 183 503
rs358806-R | D6R ECT CATCATTTTAAAGTGGTACGA 607
Primer set D7 rs5015480-F | DIF | GCTCACCCTAGGGAAGTGTTC 172 601
rs5015480-R | D7TR | GCCACATIGTAGGTGCTCAA 597
Primer set D8 rs7020996-F | D8F | CATTGTGGGGGAAAGTCIGT 171 508
rs7020996-R | DBR | TCCTCAATGTTCAACCCCTTA 504
Primer set D9 [S7659604-F | DOF ECAAAT GTGTTAGGGTAGAGAAC 203 506
1s7659604-R | DR | TGAACAGCCTCTCTTGGAGAA 601
PrimersetD10 | rs2716914-F | D10F | CGAACCAGAGGGCATAAGAG 150 508
1s2716014-R | DIOR | CAAGATCATGGGCTTCACAA 506
PrimersetD11 | rs2733359-F | D11F | GAGGGTTGTGACGGTCAACT 165 60
1s2733350-R | D11R | CCAGCTTGGAATACATGCAA 597
PrimersetD12 | 1s35658367-F | D12F | GAAGAATTTGGGCAGTGAGC 199 508
1535658367-R | D12R | ATCCATGGCCATTCATTCAT 60
Primerset D13 | 1s3926687-F | D13F | oo AAGGAGGCAGAACAGT 150 604
1s3026687-R | D13R | GGGGGAAATGAATTG TCAAA 506
PrimersetD14 | rs4790796-F | D14F | AGGTGGTGATGGTTTIGTCC 205 507
1s4790796-R | D14R iAGACTF CAGCCTCTAAAACAAGA 502
PrimersetD15 | rs4790797-F | D15F | GGAGCICTTTGCAAACTGIG 151 586
1s4790797-R | D15R iAGACTF CAGCCTCTAAAACAAGA 502
PrimersetD16 | rs7223628-F | D16F | TCATCAGGGAAGAAGAGAGAGAA 167 506




rs7223628-R | D16R | TGGAGCAGTTAAGGGAAACTGT 60.2
Primerset D17 | 1s8182352.F | D17F | AACCGIGCTGICTCAGCATA 158 505
rs8182352R | D17R | CAGTGIGTTTGACGGAGGAG 593
Primerset D18 [ 1s8182354F | D18F | TGCAAATGAGATTTGGCIGT 187 593
rs8182354R | D18R | GAGATGTGGCCTTACAAGGTG 506
Primerset D19 | rs878329 D19F | TCCACTCAACTCCCTCAACC 150 601
rs878329 DT9R | AGCCAAGTTCTIGGATCTGC 504
Primerset D20 [1s11761231 | D20F | AAGGCATGCAGAGCTTTIGT 215 60
rs11761231 | D20R | CAGCCCTGCCAATTACAGAC 607
Primerset D21 | 11162922 | D21F | TTIGTIGATATCTICTIGTTTGGTA 213 571
rs11162922 | D21R | CATGGGGAGAGAAAATACTCTGA 596
Primerset D22 | rs2837960 D22F | TGTTGCTGAGACCCTCAGTG 177 60
rs2837960 DZ2R | AGTCAAGCAGTAGCCCAGGA 60
Primerset D23 [ 156920220 D23F | TGCTACGGCAGCGTAACATA 193 604
rs6920220 D23R | GAAGCATAAATTTGCCTCATCA 502
Primerset D24 | rs743777 D24F | GCCTCCTGIGCTTTCTCACT 170 506
743777 D24R | GCCTCAGAGAGAATCGGATG 509
Primerset D25 [r1s6679677 | D25F | ATTTTICAGGIGCCCIGITG 188 60
rs6679677 | D25R | GGGTTTCTCATTTAATCCTCACA 504
Primerset D26 [ rs12141187 | D26F | TCAGCATCAGTCACCTCAGC 179 601
rs12141187 [ D26R | TCTTGGGGACATTGCTG 60.7
Primerset D27 | s2644577 | D27F | AATCTGGGCATAGCCAACAG 166 601
rs2644577 | D27R | AGGCAAGGAGGGTIGTICTT 60.1
Primerset D28 | 154132958 | D2BF | 1aGACACAGGCCTGCACAAR 222 604
rs4132058 | D28R | GAGCTGGTATGCCCATCTACA 601
Primerset D29 | 1s4950437 | D29F | TTTTTAATGCCCCATGAATATG 103 587
rs4950437 | D29R | GGTTTCTGAGGTTGCACACA 507
Primerset D30 | rs6684174 D30F | CCAGAGTGGAATCAGCAGGT 234 603
rs6684174 D30R | CGGCGCAGACTTTCTTTTAT 595
Primerset D31 | rs8029320 D31F | TGCATAAGCCAATICCTTGC 209 611
rs8029320 D31R | AAATCGTTTGCTIGGGTGAG 601
Primerset D32 [ 15952477 D32F | GCCTTCATGCCCTGACTIC 151 60.8
052477 D32R | GGCTTAAGGCAAATGGAATC 586
Primerset D33 | rs10798260 | D33F | TGGACCATTTGAGGIGATGA 227 599
rs10798269 | D33R | GAGAGACCTCCAGGGAAACC 60
Primerset D34 | 512537284 | D34F | AGGTTGCAGTGAGCCAAGAT 243 509
rs12537284 | D34R | AATACGIAAGCGTGGGGTTG 59.9
Primer set D35 [ 15729302 D35F | TGAAGCCCTGCTGAGAAAGT 155 60.1




rs729302 D35R | TCCTACTGGGTGGACTCTGG 60.1
PrimersetD36 | rs11171739 | D36F | GGAGGGACCAATCAACAGTC 163 594
rs11171739 | D36R | CTACCTACCCTCCCCCACAT 601
Primerset D37 | rs11052552 | D37F | TCCCTTAAGGCATAAGACAGC 241 585
rs11052552 | D3TR | 1GAGGCTGCAGTGAGCTATG 60.3

Supplemental Tables: Table S5 (rs numbers in the second column refer to the SNP ID)

PRIMER SETE
name LABEL Expected | Annealing
SEQUENCE size T
Primer set E1 RS7716600F | ETF | TGTGAACTIGTATGGCAACCA 223 60
Rs7716600R | ETR | TCTTICCTTTICACCATCTICC 582
Primer set E2 Rs11240433 [E2F | TTGGAAACATGGAATCCAAAA 150 602
Rs11240433 [E2R | ATATCIGTIGGAAAACCTTTAGCC 59
Primer set E3 Rs3803662 | E3F | TTGICATCCAAAGCACCAAC 227 505
Rs3803662 | E3R | CCTGGTGTTGICCACAAAGA 596
Primer set E4 Rs393152 [E4F | CCTACTGCCTIGGAATCIGC 237 508
Rs393152 | EAR | GICTCCGCTGACCTAACAGC 60
Primer set E5 Rs1491923 [ESF | CIGCACCTTIGGCTTTTIAGG 197 599
Rs1401923 [ESR | CCCICTTICCCAACACACAT 508
Primer set E6 Rs2736098 | E6F | CGIGGTTTCIGIGIGGIGIC 190 594
Rs2736098 [EBR | CCTTGTCGCCIGAGGAGTAG 509
Primer set E7 Rs801114 [E7/F | CTCCCCAGTGCATCATTTIC 152 605
Rs801114 | E/R | AGCCACTTTCTCCACAGAGG 595
Primer set E8 Rs2151280 | EBF | ACTCGATGGCCCTCAAAAG 150 602
Rs2151280 | EBR | CCCATTTICTCAGAATTICATCA 59
Primer set EO Rsd4636204 | EOF | GGGITGAGCCAGATCTICAA 173 602
Rs4636294 [E9R | GGGATGTAACAGGGAAACGA 598
Primerset E10 | Rs823128 [ET0F | ACTGGCITIGGGITGITCAC 190 60
Rs823128 | E10R | AGATGCCAAATAATTCCACCA 593
PrimersetE11 | Rs947211 | E11F | AAAGGCCAGGGAAAGAAGAC 224 507
Rs947211  [ETIR | ATGGCCIATGGGTGCAATAA 602
Primer set E12 | Rs27360990 | E12F | ATGTCTGCCTTIGCATCAGA 214 60
Rs27360990 | D12R | CTGTCAACTCTGCCAATGTGA 60
PimersetE13 ) 517418451  E13F | GTaAGGGAGTGCTGCTCCTG 236 60
rs12418451  D13R | ACACACACACATCGCTGGAT 60
Primer set E14 rs10896449 E14F agcagaatgtggaaggatgg 205 60.1
rs10896449 D14R ccaaggttcagcctcatctc 59.8




Supplemental Tables: Table S6 (rs numbers refer to the SNP ID)

A26: rs8469220

ATAAATTACCATTCAAACTGCCIAG]GTAGAAATATAAAATTGTAAGGAATAAATTCCACAAAAMAATACAGTG AATTACAAAAATTTACCATG
CAGCA

TGGCAGTCCAAGCTACTAAGAAGCACAAATAAAATATATAGTAGCAGGGGGAGATGGGAAGGGTGAGAGAATGTAGGATAAATTACCATTCAAA
CTGCCIA/GIGTAGAAATATA

TGGCAGTCCAAGCTACTAAGAAGCACAAATAAAATATATAGTAGCAGGGGGAGATGEGAAGGGT GAGAGAATGTAGGATAAATTACCATTCAAA
CTGCCAGIGTAGAAATATAAAATTGTAAGGAATAAATTCCACAAAAAAATACAGTGTTTTAATTACAAAAATTTACCATGCAGCA

A2 rs8270986

ATGTTCATCAGTGGTCACAAATATAATGTATCTAAAATAGGGACAGTAAGAAATTACTGGGCATAACTAGIA/CIAGGTGCCATGGGATGTGCCTG
GAAAGCTTCTCATGACGACCTACCATGAGCC

ATGTTCATCAGTGGTCACAAATATAATGTATCTAAAATAGGGACAGTAAGAAATTACTGGGCATAACTAG [AC]

A25: rs6457617

TAGTCA[CTIATCTGCT CATGGACTCAACAAACAGTAATTGAGT CCACTGACTGCATT TCGGAAATCCACACTCATGATCTTCCTCTG
A28 rsf15672
GTGGTTAGGAAAAICIGJAGAAATAAGAACAACAGCAGAATGCACCGTCAGGTACTTTGGAAGTCACAGAAGGGAAAAGGGCAGG
A18: rs4242382

CCCAGGGAACATTTTGTCCCTCTAGT TATCTTCCCIA/G]CAGGCCCATCAAGAATCAGGCAGTAGGTGAAAAAGAAACACAGAGAACCTAGGAA
CACAATAG

A13:rs7000448

GAGCAGAGGAGCAGICMIATTTTTGAGAATCT GGCCAATATGGAAAGATT TGCTGACATATTCAGATTTGAGACTTTI TTAGACGGAGTT
TTGCTCTTGCCACTCAGGCTGGAGTGCAGTGGCACAATCTC

Al4: rs1447295

TGAGTTGCACGCCAGACACTATACTAGATGATGGGACAACTAAAGGGTAATGAACAGTTCTGTCTCTATG TAAAAATAATAATGATGATGATGAT
GAGATGGGACTTCAATTGAGGAAGTGCCATTGGGGAGGTAT GTAAAAAICIGTGCTATGGAAAAAAAGCAACAGGAACCCCT



A1z rs6458307

TCTTTAATACAGATT GGGAAGAGGATTAC TCTGTCTCAGGTTCTTCAGGATAAAGGATAAAGATTTGGAGATCGTTTAAAAGCTTTTATATAA
ATGCTCATTCAICTITGAGT TCAAATACTT TTAAAATGTCCTGGCAGTTGAAAGTTA

AZ rs9472138
gaacacttcigtiaccetaageacgticiceicata CiT]cgtitgtcgicaatc cotaccacggctaccagictcaggoag clactaaictatctge tittittctototaattitgoctiticcagaaagic
AR rsG983561

ATAGAACATATAGCACIACIAAATGATTATATCAATAGAATGCTAATTGCATATCAAGGATATT TGGTATAATACAAATTATTCTACCTTAAACATAT
GGAAATTTGTGGTCCATGA

AT: rsG72888

GGGCATTTTCTGTGCTACTATTCTTAAGAGAATTATCTCACTCAATCCTCACTGCAGCTCTAGGAGCTAGATACTGTTATTG[CTICACTTTCTTAA
AGGTAAAGAAACACAGATATTAGGCCTATTGCCAGCATCACTCAGCA

Ad: rs2544877

TAATCTTTGTCT T TATGAACIGIGTCTAGAGGATT CTACCATAAAATTAGGAAAGATAAGT TAGAAATGTTGAAACATAGAAAGTATTATAACTAGA
ACGCATTTAATACTTGTAIlt aatitttgagacaotcttcctototcacceaog

AT1T: rs1937506

CEGGAAAGTAAMAATTGT TATCTCATTCATATTCAAAAATT TGATAAMATCAGGCTTGGAAAATGTGATTTATTAGGTGTCAAMATAATGAAGTTATA
CCTGTGGAGAIAIGITATTAGAAGT GGAACATTGTAATGGATATGTCCAAAGGATTGGTCCTC

A19:rs7017300

GAGCCAGGACATCAGAAAGAAAATTAAAAACAAAGTGGAATACAGTGTGAAGATTGATTTGGGGCAAAAGATTTGAAACTAAGACCATGAACAAT
GAGATTCGTTAATGGAGT TTCCCTTTGTATGATGCCTAGA[AICICCAGCAACAGGGCAGT TGCAGTGAT TTAAGGATGACTCACAGGGATGE

A rs659607T5

TTGTGTTCAAGCCTCCTTCCATGGGAAGAACCAGCGGTGLACCTGAAGAGCTCTGCCTTCAAACAGATGATTCACTCAICIGIAACAGGTTGCTG
GTGACTGAACCTCAGTGA

AGD r316901979

AGTGTGGGGETCTTTGTTGTGGAGCAGTGT TAATGAT T TAGCATTACTTATIA/CITCTGGCAAATGGTAT GAGATAACATGTTATGGAAGAAA
GTGAACTGAACTTGGAAGTTTGAAGATCTCGATTGAAGTATC



A23: rs16892766

ACGGTCAGACGCAAACAGTTTCAAGACTATITIA/CIGCTGTTAAAGGT TATGCCT TATGTCACCCAAAAGGGT CCCCTAGATTTATAGCACAAA
CTCATGGAAGATTTATTGCCGTCTTAATTI CCCCAATTTTAACTTTAMGAACAGTCAGCCTG

A21: rs7837688

ticacaggaaaatigagcagaaagtacazagagciceigiatatceociacceocacacaticacagecice cicattaccaacatiicecac tagagtootocatti{ G/Tlgtacaattogotctatotiogacacgtc
att

A22: r32542151
TGCTCCTGTCTCCCARARCTCTAGATGCCACGTGEGCGC TG TAGCCOCACTTCGUCAA TGCCTTGETTCGEEC

GGGCIGMCTTCCTGAGACTCTCAT CCTAATTTCACTAACTTCACACCTTCTTGCTAATTCTGATTA CCTCTGCGATAGGGA

A24: rs6997T09

TTGACCAAATTGAAGAATTGGTTTGTTCTCACCTAAGT TCTATCAAGCCAAATAAGTIGITIATGGGACAGGATGAAAAAGATTTTTCCTGACGTGA
AAGGATTTGGGTAGTCACCCATTGAATGTTCTCATGGAGATCAAGTCT

AB: rs13281615

GACACGTGGAATTTACTCTITTGATAAATTGGTAACTATGAATCTCATCAAAAGAAAIG]GCAGAACGCAGATATTCTGAGTAGGGGGTTTGGGE
CAGAAATAAGAGTGATTCCTCCTATCTGCTGCTAGGGCCATAAAGACACTACACCAAGAGGAAGTGTAGGCTTGGLCAGGET

A10: rs10808556

CTCCATAGAGCCTGCAGAGGGCACTAGACTGGGAATTAGAAAACCTGATTTCCCTTCCAGCTCCA[CTICTCTGACCAATTGCCTGACCCTGGTC
AAATTGCTTAACCTCTTCCTATCTCAGCTCCCTATCCATAAAACAGAGGGACGAATAAA

A11: rsB983267

TCCTTTGAGCTCAGCAGATGAAACIGTICACTGAGAAAAGTACAAAGAATTTTTATGTGCTATTGACTTTATTITATTITATGTGGGGGAGGGAGC
CGGCCCCAGCTGGAAGCTGCTTTCTCTGAATCAAAGGGCAGGAACCCAGCAAGTTTCTCA

A12: rs7014346

GCTTGCAGCTTCTGCCTAATGTTGACTTACAGTTCAAGATGGCTTCTGGAGTGCTACCIAGITTACATCCATGT TGTAGGCTAGAAGGAAAAGGG
CAATGGCCTGAAGAGGAAGGGAGAGTTCCTGTTA

A15: rs2820037

GTGATTGCTCTAATTGCCAAGT ACAGAAAAAGTTACTGGGETGTGTTCATAGATCTAGTAGCTCTATTGTGAGGTGAATT T TAGTCAGGACTTCAAT
TATCACATAGTTTTCTTGAGCCTCCAATITCTAAAAGAGAGCCTGTGATTACTCTTTTGTTCTTTAGGTAT TAACATCAACATAGACCTCATGCGC

A20: r310090154

tictctccagatigatacacagetitaatgeaattcttataaaaatctetgeaagattittitgtaaal CiIT atAGC TAAAACAATAT TGGAAAAAAAATAGTGAAGTGGTATTCCAAGGCT
TACTATATGGCCAGAGTAGTCCAGACTGTGGTATTGGCAGAGGCATL

AZT: rs660895

CTGTCTGATGGGAGTGAAGATTCTTCCTTCAGGAATGGAAGGGGATGCACAGAGTGAAGCCACCCAACAAAAACAAGACTTGTATIAGIGCTAT
AGATGGAAGGGAAATCAACCAGGAAATTATTTTGG

A16: rs889312
ATGCCCCTGCTGGAGAAAGGIA/CIATGTGCAAATTAAGAGACTACAAATCAGTTTGAAAACTCAACGACTCCTTCCCA
A 510505477

CCGTGGGAAACARAGTCTTCCACTGGGCTTATTCTGTGTCATGTGTCACCACTTGTCTATCAAACAGGAAGCCTTAAICITITGGAGATGAAGATIT
AGAAAAGGGGCAAAGTCAGTATTGA

rs2670650

CACGCACAAGTGATCTACCAGTC AAAIAGITTCTATTATTAAAACCCAAACATGCTCTTTCATTTCCACAGAACACTGGGTCTAAATT TAGAC
TGGTGCATCCTGATGCT
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B1: rs10186922
CAGCTCTGACTCCCAACTCCACACCCCCATGTACTTCTTCCTCTCCAACCTGTGCTGGGCTGACATCGGTTTCACCTCGCCCATGGTTCCCAAG
ATGATC[A/GITGGACATGCAGTCGCATAGCAGAGTCATCTCTCATGCGGGCTGCCTGACACGGATGTCTTTCTTGGTCCTTTTTGCATGTATAGA
AGACATGCTCCTGACTG

B2: rs11158647

tgctcactacctggotgCAATATACTCATATAGCAAAGCTGCACATIA/GI TATCTAACATAACATTGAAATTT TAAAAATAGGACA aatacaaaatiagaittaa
aagtaattactattagegaaaataagtcacaaccatitagasatetgaaaaatgetgacaa

B3: rs2609653

TGTGCACAAGAGCATTGT CTAGCATATACTTATTTTAAC st itagaagea[CiMitcocatittgaaaagigaaaataacciaagigitcatcaatgoatgaatggaaaaagaa
actotgotacotatatac aatggaatattatacggcictaaaaaagaatggoatectgocatcigtcacaacatggatgatoct

B4: rsTE70682

AGTCGATGGAGTGGCATAGGTAATTTCTGGAATGACTGAAGTAAATATAATCAGCTCACT TTAAAATGAATT CAGTATAAAGTAACTCTCTGG
AAIAGITTGACATGAAGTTTGATCAGAAATT AAGGCAGAAGGTATGTGAAACAGTAGAAACTCTAGATATGAGTATAAAAAAAGTGGGTGGCAAG
GGATAAGGAAGCATGTAGGG

B5:rs13387042

CAGAAAGAAGGCAAATGGA[AGIGCTACAGAAACCAAGGATTTCCTTGTTGAATCGAATCTTCCTTCAATCTTCCTTCACCACACTAGTGGATCTC
CCTGTGGGAGGGATGTTGAGAGTGCTCCGTGTTTT

B6: rs2291533

TTTTTAATTTATACTTCCTCATGGTTCTCTTGGATATCCTCTGGAACTGTT TAGAAGACTGAAGAATTTCATCCCCCAGAAACTCACA[CIGITGTT
GAAGCTCAGCATGTCTTTGGGCCAGTAGCTT

B7: rs2822558

TTCTCGACAAAAGTTTTCCACTGGGGAAATTATTAACT TGATGT CAGCAACTCATGGACTTGACAIAGICAAACCTCAATCTCCTCTGGTCTGCCC
CT CAAATCCTAATGGCCGTATATCTCCTT TGGCAAGAGCTGGGTCCAGCAGTGTTAGCAGGG

B&: rs10795668

TTGTTTTCAGGAG CATCTATGAGCAGCAGCAGAAAGAGAAAAAGTTAGATTCTTA[A/GIATTCCATGA ATATTTCCCACCAAGGTACAA
GTATTTCTACTTTTCTACCTGATTGTCTCTACTTTCCTCCATGTGTAMcttetitictittcttiT Caoacagaatctcact

B9 rs4779584

AGCTGCTATAAGATGGGCTGAGT TAGAAAAACCTAACAGCCCATCCTAATAGACTGAATGTTCTATTGTTTGATGAATGTTATGTGCCAGTAGAA
CTTGTTGATAAGCCATTCTTC[CT]GAACAGAAACCATAACTATAYACACAGGAAACAAAAATATTTGTAATGGCTTTTAGCAGTGGCAA

B10: rs10757274

AGCTTCTCCCCCGTGGGTCAAATCTAAGCTGAGTGTTGA/G]GACATAATTGAAAT TCACTAGATAGATAGGAGATAGGGGTAGGGAATTCTAAT
CAGAGGGAATAGCACATGTAAGGCAAACAATACAGTGCATCTGGGAAAGCTATACAA ATTGTTATAGGACAAATGTTGGGGAATGTTGAGA
GATGGAACTGGAGAGTGAGGCAG

B11:rs10757276

GTTAAGTTAGTTGGAACTGAACTGAGGCCAGACAGGGCTGTGGGACAAGTCAGGGTGTGGTCATTCCGGTA[AGIGCAGCGATGCAGAATCAA
GACAGAGTAGTTTCTCCTTCTCTCTCTCTCTTTAATTGTAACG

B12:rs1333049

TCTGCTTCATATTCCAACTTGTGTATGACACTTCTTAGGCTATCATT TCATTCCAAATT TATGGTCACTACCCTACTGTCATTCCTCATACTAACCA
TATGATCAACAGTTIC/GJAAAAGCAGCCACTCGCAGAGGTAAGCAAGATATATGGTAAATACTGTGTTGACAAAAGTATGCAGAAGCA

B13: rs2383206

TGGCCCGATGA CAGTTAACCAAATTCTCCCTTACTATCCTGGTTGCCCCTTCTGTC CCTTAGAAATGTTATTGTAGTIA/GITTTGCAAG
ATGGCCTGAATCCTGAACCCCCCATCTTCAATGAGCACCAAATGGTAATTATAGATTCCCAGCTGTAGAGCTATGTCAG

B14:rs2383207

ATACTTAGCCCTTGGGACCA ACTCCTGTTCGGATCCCTTCIA/GIGCTAAGCATGATTATTTACTA CAGCTATTAGTTATGTCTTGTT
GAAAAAGTATGAAAAGAGCTGCCCAATAAATTAGAGTGTATGCTCAACATTCTCTTAGCTTCTT

B15:rs383830

cctgATGTAAACTACTCTTTGT TCAACCCTTAGTAGTACAAATATGATACTTTATI ACTGTTACTCATGTTGCCTTGAAAACTCCTGTGTTCTGTT
ATCTTTGAATGTGAGCTAGTIATIACTTTA TAA TGGAAGTCCTGTGGGTGTAAATTG



C1: rs7250581

CTCCAAAAGCCAGGAGAATGGGAGGGAAGTGAGGGTTGAAAAATTACCTATCAGGTAGAGTGTTCACTGTTCGGGAGGTGGGTTTGCTAGAAG
CTCAATCCCAACCATTACIA/GICTATATGCCTATGTAACAAACACACACATATACTTAAAATTTGTTT TAAAAACCCAAATTTCTGGCTTCTCCTGAA
AAAAATATAATATGCAGCCACACGGG

C2:rs10733113

CACAGTCTGTTACAAGGGTGGAATGAATTGTTTCTTGTAAAGCACTCAGAACAATGAGTGGCACAGAGTGATACATGTTGAGGGCTTTITGTTGT
TGTTGTTGT TGATIAGITATTGTCTCAGCACCCTATTATATI CACATGGAGGGGATAAAAAAAATCTTTCTTAAGACAGGCCGCAAGAAGTA

C3:rs10761659

ACTGAAAGTGCTCCTTCACAAATGAACACTTAAATTCAGGAGCACTT TCAGTTAAAGCAAAGGAGTTAAAGCAAAGACTTTGGGAGTCAGTATCA
AATAAAGATCATCTCTCAAACTIAIGITAACAGAAGGAAAACAGGAATTAATTTATTTCAGAC AGAAMACGCCCTCCTCTTTGACT

C4: rs10883365
GCCGCATAAGACGTTACTTAAACATGT TACTTAAACAAGACTGCAGTAAACGTTTCTTTCCAAGTGAGAAAGGTCT CGTTCTCAGACGGTTT

GAAGGTIAG]TTTGTGCCAACGTGACCCCCGGGGAGATTTGGAGGAAGCTTTCTACGTCCTAGGAGGCTGAGATCCCACGGAGCCGGTITACG
GTTGAGAGCAGACAGTTTCGAGTAGATAGCGCTGGAAGAGACACGAA

Ch: rs17234657

AGTGCTGAAGCGGAATTGAGCTCCTTAAGTTTTGTACATCATG TTTAGGTTCCCACTGAGCTGA GGCCATGATTCACACATATCTCT
CCTCCAAGGCTCCTCTCACAAAGCATTTCCTCCCAGTCACGTTGTITCAAATAGCTTCTCATTCCCTGTATGCCTGTGTGTGCATGGCCTCATCT
CACTTTCGCTGTGACCATTGCTGCTCAT

Ch: rsb5646866

AGAGTCCTCAGCCTCGTCAGTTATTCCTICTAGTGCTGGGEGACGAAGGGAAGAGGAGGAGAAGGAGCTGGGACCCAGCAGTGATGGGCCTAT
GGGAGGGAGGATAICT]GGCTGCACAGCCCTCAGCGCGTGGCTCAGGCAGGGTCAGCCCCTCTGCACATGCCTCCCCCTACCACCACCACAC
GTCATCGCC TATGTGGTCTGAC TTCAGATTTTTCAACCTGAAGCTTGCTTTCTC

CT: rsG672995
AGGGTTCCTGGCTCCTACAGAAGACTTGCTTTAGGACTGAAGGCTATATTGCAGTCTGTGTTGGCCTTAGTCGCGGAGGGACATTTAAIAIG]GAT

GGACTTACTAGAAATGCTCTTCATATTCCAGGAACACACAGCACATTTCCTCTGATGGGCTGCTGEEACCTTACCATTTACTGGAACCCAACCCT
CTGA



C8: 55107635144

ACTAGAGTGTGTGATTCAGGTAAAGCATGAGACCTGAACTGGCTTCAACACCAGGCTICTIGGTCACTCATGCCATGTGTCTTTGAGCAGGTTAC
TTAACCTATCTGTGCCTCACTTGTGTTTITICTT

C9: rs12037606

TCTTAGTACATACGTTCCAAATIAGITGAATCAGCTGTGATAAAGCTTGTCAAAACACTAACTTAGTCTTAGACTGGGAACAGTACTAAAATAAAG
GGAATGTTAGATGTTGCATACCATGAACAGCTGAGCTACCT

C10: rs6601764

ATGGTTTTGAGCT TTCAGAGGTGACAGGAGT[CITIAAGTAAGT GAGT TTATGATGTAAGCACACTTGAATGCTCCTTITAATCT TTAGAGCGGGGG
CCACTGATCTTTGTTAATT TCCACAAAATCTCTGCAAAGCCGCGTTCTTCCTGGATTACTCAGAAAAGCCTTCCAGATGGTGA

C11: rs7807268

CTCTCTCTCTAAATGCCTTGGGACCATCATGTCTAACCCTTCGCTACAGACATTGGTGAGIC/IGIACAGCTTAGGCCATGGTGATGTTCATACTGT
AGTGTCCAAACAGGAGGAAATCACCCTTCCAGTCCCTT

C12: rs6957669
TGGETGGTGATTACTGCCCTTGCTGGGEGTCACACAGATGCATCTGGGAGGATCTGGAAGGGGCCTGCCCCTCTTGAGCTTGGAGCTCCCTCAT
ATGAGIGTTCACCAGTGAGGACACAGTCATTGTTGGT TAGAGACTGGGACTCAAGTTGTAGGCTCCTTTCAGTCTTTGCGTCA

C13: rs12970134

ACTGACTCTTACCAAACAAAGCATGAJAIGICAAACAAAGATTTATCAGAAGGGTG

C14: rs17782313
CTTGGAAGCAGGAAAACCAGAATATATGTGAGCATCTTTAATGACTACAACATTATAGAAGTTTAAAGCAGGAGAGATTGTATCC[CIT]GATGGAA
ATGACAAGAARAGCTTCAGGGGGAAGGTGACAT TTAAGT TGGAATATTATTGAGGAGTATCATTTITAGCATCTGGGATTGAGGTAGC

C157 rs1859962

TCACAAAGAACACCTTGGACCAGTTCTTGATATAAATAAGAGGCTGCAGACTTTICCAAATCCCTGCCCGTH GITIGATGAACACT TTAAAGGTCC
CAAGATTTCTAATAATGGGGCTAAATTTCCCAAAMATGTG

C16: rs983085

goaattgtacaccatcaccaaatatggoatataccaggiatgigagoctooticaatatitgaaaaccagicactgtaatacacoct[A/Glitaacaaactaaggatgaaaaatgtacatgatcataacaaicaalg
gagaaaaageatitgacaaaa
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D1:rs10490072

TTTGAAATGCAAGCTCCAAGAGAGTGAAGCCCCAGCCTGCACTGCCTTACTTTGT

GCAGAGAATGCTTCTTTGGTTATGTATATACATGCICITITGCTTATTCTAATCCATGC
CTTTATTACGAAATTCATCTAATGTTGTGGCCAAATGGCAATAAAATAATATTATTAC
AGGACACGGGCCT

D2:rs1153188

GAAGATGGTCTGAATGGCAAAATGGATAAAATTAAAATCAAAACTAGTGAACTGAA
ATAGCAAGGTGAGAAGTTCTTCTGAA[ATITGCAGTATAAAAGATAAAAAGAAATAC
AAAGAAAAAGTCATGAAGGACAGATCCAGTGGACGAAACA

D3:rs13071168

CCCACATCCAGACTTCTGCTCTGATTCTCACTTCCACTCACCACACGTACCCATCT
GTTCACCAAAATCACACTGCTGTTCACACCAGAAGTCCCTCCTCTACGATCAJA/IGIA
TTCCTAATCCCAATTTCTACTCACACACCTCGTGGGAGGCCAACACCTTCTTCTGG
TTCTTCATTCTCTTCCTCCCCAGGGCTGACCATCACCAAAGCCAAACAGCT

D5: rs177056177

TCAGTTTCCTTCCCCAGAAAATTGTATATCTTGTAGGGTTATTGTGAAGATTAAAGT
GGAATGTGCATGCAAAAGTACTTTGCAAACCACAAAGCTCTAGGTTGGIAIT]GTAAA

TAACTGAACTTTTAAAAAAAATTTACTTTAAGTTCTGGGATACAACGTGCAGAACGT
GC

D6: rs358806

actttctggagggcagtttggcaatATTTGTCAAATTTTTGAATGTGCGTGGGCTTTGACCGAA
TAACTCTACTCACAAGGATATGTTCTAAAAAGAAAAACACACACGTACATGTGCAGT
ACAAACAGCAAAACTCAATATTCAA[A/C]GTTCAATAAAATTCGTACCACTTTAAAAT
GATGAGC



D7:rs5015480

GCTCACCCTAGGGAAGTGTTCTTAGGGAAGCATTTCTAATATTTCCAGCTGTCCAT
ATATTTTCAAACAAATAATAGGGTATTGAAGTAAACTCGAATGTTGATTATA[CTIGTT
TTCTATCAAATTATTCAAGTattcatticagaaaatatttattgagcacctacaatgtggc

D8: rs7020996

CATTGTGGGGGAAAGTCTGTCTTTAGAAAAGAAATGTAAACTGGGCAAGTAGTCTC
ATCAGTTAAATGATTTCCTTGTTGACATAAGGTGAGGAAAAGAAGAAICITIAACTTTT
GGGAAAAGTAACTGTGAGAATACAAGGGAAGAAGAAAAATAAGGGGTTGAACATT
GAGGA

D9: rs7659604

GCAAATGTGTTAGGGTAGAGAACATTTTAATGTTATTATCCTAAAAGGAATCTTTAG
ACTGATAAAAGCTATGGTATTTAACTGTCATGGCTATAATGGCCTTAGCTATAACTT]
CITITGAATCTCAGTGGGAATGGTAGGGGAATAACTGTATTGCACAACTGGTAACTT
ACCTTTTCTGATATTTCTCCAAGAGAGGCTGTTCA

D11: rs2733359

GAGGGTTGTGACGGTCAACTGTTTTTGTACACATCTTCGATTATTCI[CIT]TCCTGTTT
TCAGCCTCATTCTCTCGTTCTAGGCCATCCTAAAGTACCTGTCATCTCTACGTCTGT
GGCCTTCTCTGGGCTCCACTAGGCATGTCCCCTTTGCATGTATTCCAAGCTGG

D15: rs4790797

GGAGCTCTTTGCAAACTGTGAAATTCTGTGTACTTTGAGGGAGAATAATTGTTAATA
TTTATTAAACATT[AIG]TATTGTATGATTTAACCTTCATAATAATGGTTTTCTATACAG
AACCATTTTTTTATTCTTGTTTTAGAGGCTGAAGTCTT



D16: rs7223628

fcatcagggaagaagagagagaaagaaatgaaaataaacacagcttgcagcacatttggcattaacatgagatcag
ctgctctetgaccea[ClTlttcctcatagttgtitggtgectatigicttagaatcacactgaccctagattacagtttcccttaa
ctgctcca

D17: rs8182352

aaccgtgctgtctcagcatatiggtctgttcctgcacaACCAAAAGCTGTAACACTTCTGCTTTCTCT
GGGTTCAGCCCAGCAGAACCATAATGTGGAAATTTCAACTGGGCTGCCTCTGTC
[CITITTGGGCATATGCCTCCTCCTCCGTCAAACACACTG

D18: rs8182354

TGCAAATGAGATTTGGCTGTAAACCTCTAAACTCATCTCCTTCTGTTCCTTACCTTC
TACCTTGCTCTTTACTTCTTATCATTCTAAGATAAATTCCCI[CIT]TTTAGAGTTTCTGG
TCTTGAAATTACCCTTCTATTTTTGCTATATTGCCTGTGGTCTCCCTTTTTAACACCT
TGTAAGGCCACATCTC

D20: rs11761231

AAGGCATGCAGAGCTTTTGTGTTCAAAGAATTCTGTCTTTTTCCTCCCTAAAGCCAT
TGCATTTGTTTCAAATCTACGTGTGACTACATTTGGAGATAAGTAGCCICITITTTTCA
GACCTTCTTGATTTCAAAACACAGATTTGGTCTGCACGTTCTCATGATAAGACAGAG
AAGGAGACCATGGAAATATTTTGCCTGTCTGTAATTGGCAGGGCTG

D23: rs6920220

TGCTACGGCAGCGTAACATAGTAGGTGAAGTACCCATTGATAAATTATATTTTATCT
GCTTCCATCTGTTAGCAGGTAACTTCTCCACTAAAAIAIG]GATATGGTTCTGTAGAA
CAATGGCATATGCAGACAGTGATCTGTTATTCCACTATTCTCTTAAGCTATCAATCA
GATTGATGAGGCAAATTTATGCTTC



D25: rsB679677

ATTTTTCAGGTGCCCTGTTGGAAACTATTCAGTGCTTCCTGCGGCTACCAGCGAAC
AAGGTCTGAATCCTTGCTCCCAA[A/CICAATAATCTGTGATCTTAAGCAATTTATTCA
ACTAACAAgcctgttttctcacctgtattatggagatagtcaccticttaaggatgtgaggattaaatgagaaaccc

D26: rs12141187

TCAGCATCAGTCACCTCAGCCAGGTCCCTGAATCACAGCCAAGCCTAGATGAGTG
GTATTATTGACCATGATAATGGGAGGATGAATGGTGGCTATGACTGICITICTGCTGC
AATCAACCTTTAGGATGGCCAGAAATTCTGATTTGGCCAGCCCTTGGCCCAGACAG
CAATGTCCCCAAGA

D28: rs4132958

TAGACACAGGCCTGCACAAAGAGCTTGCAATCTATAGATGGATCAGTTGTCATTAT
ATAAAGCTCCATATCTTCATTATCAAAAGCAGCTATGCTGAATGCICITICTTCTCTGA
AAGATTGTAAGCAAGCTCTGCAGAACCTGGGCAGGCCAGGGTGAGCCTTGCTCTG
TGGAGATTATAACAGAAAATAAAAAATAAAGGAAATGTAGATGGGCATACCAGCTC

D32: rs952477

GCCTTCATGCCCTGACTTCAGTGGGAGAGAATTAGGCATGGTTGGTAGTGGATTC
CCTCTCCTTTTCTCCTGTCC[A/GITGGAGGCTATTGTTCCAAGCCCACCACAAGAGT
TCTTAAGCCTGGGATCCCAGAAGATTCCATTTGCCTTAAGCC

D33: rs10798269

TGGACCATTTGAGGTGATGAGCCTGACCCTCTAAAAAAAGGTTAAGCAATTTAATG
GGTGAGGAAGTTTTTTTGAAGCCTATATCCCCAACCAGTTCCCCAGGGCAGIA/IG]T
AGATTTGTAAGGAGAAAAGGAGGAGAGATTGGTCGACCTCAAGAAATCTAGATATT
CTTCAGGTAACAAACAAGAAAGCAGACACAGGTGAATGCTTTGGTTTCCCTGGAG
GTCTCTC



D35: rs729302

TGAAGCCCTGCTGAGAAAGTACTGGGTCCCTATTGGAACCCACTCTCTGCACATC
TGGAAATCTTTGGAAATAGACCAGAGACCAGGGTGCAGGTGTGCCATGGGACAAG
GTGAAGAC[A/C]ICAGGATCACCTACACACCAGAGTCCACCCAGTAGGA

D36: rs11171739

GGAGGGACCAATCAACAGTCTTATAAGTAGATACAACAGTGTATAAACAAGGAAA
CCAAGGAAGATTTTTCTC[CIT]TTCAGAACTCGGACCCTGAATACCAGGTTGAGCTG
GAGCTGAGTGAGTAATAAAATGAAAGGCCCTTTAATGTGGGGGAGGGTAGGTAG
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E1 rs7716600

TGTGAACTTGTATGGCAACCAAAATGATCAATATATGAAGTGAAGTAGGCATAACACTAAGAAGA
AACTAAAAAACTTATAATGATAGTTGAGTGTGTTAACCCATCTCTTTTGGAAACAGAGTAGCAGACAAGAAT
ATTATAGGAAGatgtgcacatgtacc[A/CcaaagcttaaagtacaattaaaaaaaaagaaTATTATAGGAAGATGGTGA

AAAGGAAGAG

E2 rs11249433

TTGGAAACATGGATCCAAAACTGTGAAAGAAAAAGCAGAGAAAGCAGGGCTGGGTTTAAICITIT
TTGGAGTTCCTTGGTTGCTTCTCCTTAGCACAGTGACTCATTTGATATCATCTTTAATTTCTCTGGCTAA
AGGTTTTCCAACAGATAT

E3 rs3803662

TTGTCATCCAAAGCACCAACTATGAGAGATATCTATGTGCAATGGTATATAGATCTGTCATAGAA

GGGTTTAATTATATCTGCCTAATGATTTTCTCTCCTTAATGCCTCTATAGCTGTCIC/TICTTAGCGAAGAAT
ARAACTGTGGACTGACCCCCACCCATTTGCGAAGAAAGTACTGGGTCTTCAGCTTTCATTGTTCAGCCGG

TGGTCTTTGTGGACAACACCAGG

E4 rs393152

CCTACTGCCTTGGAATCTGCTGAAGACCAAGCCCCTGCCCCCAAGCCATGGCAAAGAAGGAGG
GAAGGAAGCAAAGGTGCCCAGCGGGGACAACTCGGGGAGGGGCGAGGTGCCCAGGGCCCAGGAAGGT
CAAGCAGCATGTGGCAGGGCAGCATCAGGTGACTCCCAAGAAGGAATGAGGAGAGGATIA/GITGAGGAA

AGAGCCACAGCACAGAGGCCTGCTGTTAGGTCAGCGGAGAC

E5 rs1491923

TCTGCACCTTTGGCTTTTAGGAATCIC/TIACTTITGCTCTGGCATTCTCCTAATTTTCTAGAAAATTA
TTGGTCTATTTCATAATTTTATCTTCATTTCCTTAAATCCCAAATATTGATATTTCCCAAGGGTTTATTTTTGA
CACTTTTCCCTTCTTGCTTGAGATCAATGATTCTTAATTAATGTGTGTTGGGAAAGAGGG



E6 rs2736098

CGTGGTTTCTGTGTGGTGTCACCTGCCAGACCCGCCGAAGAAGCCACCTCTTTGGAGGGTGCGC
TCTCTGGCACGCGCCACTCCCACCCATCCGTGGGCCGCCAGCACCACGCIA/GIGGCCCCCCATCCACAT

CGCGGCCACCACGTCCCTGGGACACGCCTTGTCCCCCGGTGTACGCCGAGACCAAGCACTTCCTCTAC
TCCTCAGGCGACAAGG

E7 rs801114

CTCCCCAGTGCATCATTTTCAGTTTITGTCTTITTACTTTCAAAGAAAGCTGTCTTTCTGACACTGCAT

TCTGCCCTTTCTGACCCA[G/TIGTCCCATATTTAAAGGCTTCACATAGACTATATAATCCAAGTTATCCCT
CTGTGGAGAAAGTGGCT

E8 rs2151280

actcgatggccctcaaaag|[C/T]gaaacaagctactatcaggaccictatagaaaaagtttgecaacctct ACACTGTAGTATGCC
TTAAGGATTTTTAGAAGATTGAGTATGATAAACACTTTCAAAGAATGATGAAATTCTGAGAAATG
GG

E9 rs4636294

GGGTTGAGCCAGATCTTCAAGACTTAAAAGGATTTAAGTCCIA/GIATAGTAAAAGGAGCGAAGG
GAATTCTAGTAAAAGGGAACAGCTTGAGGAATGACCTAGAGACATGACAGTGATCTTTGGAGAAATGGCA

GTTAGACAGACATTCTGTCTACTCGTTTCCCTGTTACATCCC

E10 rs823128

ACTGGCTTTGGGTTGTTCACAGTIA/GIGGATACAAATTCCTGCTTCATCTCTTAATAGTTAGGTGA
ACTGTGTAGTTACTTTTTTTATCCTAACCTCAGGCCTAACATATGAAATGAGGATAACATATGCCTTTAAGA

GTTGTGCATGATTTTGAAATATGTATAAAGTACCTGGTGGAATTATTTGGCATCT

E11 rs947211

AAAGGCCAGGGAAAGAAGACAGGAAAAAAGTGAAAACTAAAGAGAAAATTTTGCTTCAIA/GIAG
AACTGGTTGTGTGGTTCCCAACTGTCCATATGGCACAGGAAAGTCTCATCTGTGAAACAAAATAAAGTTCC
CTTCCAACACAGACATGACTGTTCTAATTTCCTATGTTATTTCAACTCTCTAGGAGGTGAGAAAAGCAGAAA

TTATTGCACCCTAGGCCAT



E12 rs2736990

ATGTCTGCCTTTGCATCAGATAATGGCTTACAAGTTAATCTCCTCTTGCTCCCTGTTACACACATA
TACA[C/TICTTCTTCCTAAACAGCTCATAAGGTGAAAGAAAGACTCAGATTTCTGACTATGTAATTGATAAT
ATCACACGGACTGCCTGCTCATCATCTGCTAGTCACATTGGCAGAGTTGACAG

E13 rs12418451

GTAAGGGAGTGCTGCTCCTGGACCTGCTCCTGAGAATGGCTCCTGGGAGTGATGTAGGTGACT
GATTGATGGGGTGGGACGAAGCTGGGCAGAGGCTTGGGTAGCTGGGACTGTAACAGTTATGTGAGAGGA

AGCGGGAATCTGAGAGAGTTGCCIA/G)GGGCAAAATGTAGGCCCCCAGCCCCTGGTTCAGGGGACAGC
CCAGGGATAGTCACCAGGGATCCAGCGATGTGTGTGTGT

E14 rs10896449

dgcag aatgtg gaaggatgggcaggagllgtctaag agaagagtgtggeaatagaagggeaccctgggecacagggaacaaaccatage
tgaaagatgaggagtcaagaaatattctggcacocatggggtactattag[:agtttaactttacaggagctgaaa[N G]ttlaagaagggg aatgtcaa(
agatgaggctgaaccttgg
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Table 1. Chromatin state maps of 43 IDAGL

Diseases

Trats oL

Map  LDL HOL HDL TC LOL TS RA PC

Feares TG TG TG T8 HOL TG HOL CAD CAD T20 720 T2D TID T TID RA RA UL CD CD ©D CD ©O CRC FC Mall BC FO FD PD 303
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ransANA 11 11 111 11 LI | LI 11 11 LI B | 101 1
Enhancer
Fumcion 1 1 1

HIKAMET 1 11 11 0 1 101 101 1 101 101 1 LI | 11 11 101 1 1 1 1
HIKAMEZ 1 1 1T 1 11 1.0 1 1 0 @ o 1 1 1 14 9 © @ 1 41 @ O @ 1 1 @ 1 @ 1
HIKIZEMe: 1 1 LI DR T N | 10 0 8 O © O 1 © O O @ 1 @ O 1 @ O @ B 1 1 101 1
HWikZTmMEI 1 1 @ 10 1 1 11 11 0 1 @ 11 LI | 1T 1 0 8 @ 1 1 @B 1 1 10 1

Folycomb 1 1 11 ¢ 1 @0 1 o @ @ ©o 1 4o o 1 1T 1 0 1 1 11 11 LI B | 101 1

NFKE 11 1 11 1 1 1 1 1
3TAT1 1 1 1 1 1 1 1 101 1
HET1 101 1 1 1 1 1 1
JUND 101 1 1 1 11 1 1
o-JuUN 1 1 1 1 1 101 1
2308 101 1 1 1 1
BAFIEE 1 1 1 1 1 1
FosLz 1 1 1 11 1 1
TAF1 1 1 104 11
cEER 11 1 19
o-FOR 1 1 1 11
Rag21 1 101
oToF 1 101
FU1 1 1 1 1
BATF 1 1 1 1
IRFS 1 P
EBF 1 1
HNF£& 1 1 101
RERA 1 1 101
o-MYC 1 1
MAK 1 1
BAFITD 1 1
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nll 1 1
@R 1 1 1
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ra2g
54T 5336 reES0re380 298 reLEIITIE 12273 rET2E Featue
1764 3662 1562 6238 O

1

TID G0 €0 BC BC MEL RA HT HDL

1

TID o D BC BC MEL RA HT HDL

6098 5436 score

32

DizeazaTrazas
Feature
Percant
NP Coverage
TansANA  TE41%
Enhancer
Functon  5.5787
HINAME]  STETY
HINAMED  SD.4ES
HIKIEMe3 53458
HIKITMEI §5.787
Folycomb  72.083
NFKE  27.507
aTAT1 25531
HET1 20,93
JUND 20,93
o-JUN 18505
p30g 165.272
BAFIEE 15278
FOELZ 16273
TAF1 13883
CEEF 1153
o-FOE 11628
Ram2i 1162%
eTeF 1152
FU1 53023
BATF 3023
IRF4 5.5787
EBF 25512
HNFEA 23023
FXRA 93023
o-MYC  GSTET
MK 5.5767
BAFITE  6.57ET
Ergl 48512
nld Lg812
@R 5.3787

Legend: LDL, low density lipoproteins; TC, total cholesteraol; HDL, high density lipoproteins: TG, triglycerids; CAD, coronary artery
disease, T2D, type 2 diabetes; T1D, type 1 diabetes; RA, rheumatoid arthritis; UC, ulcerative colitis; CD, Crohn’s disease; PC, prostate

cancer, CRC, colorectal cancer; SCZH, schizophrenia; BC, breast cancer; PD, Parkinson's disease; MEL, melanoma; HT,

hypertension.



