
Figure S5: Comparison of the gene expression fold change (A) between training and testing datasets of lung cancer, and 
(B-I) between different types of cancer. The distributions of the fold-changes (FC) of individual genes across all genes 
between cancer and the corresponding control tissues for the seven types of cancers were checked and found to be 
similar. (J) Comparison of the gene expression fold changes between paired and unpaired breast cancer. (PC: Pearson 
Correlation, P-value <0.005)) 
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