
Table S1: Acceptable ranges and chosen parameter values for PDE and stochastic simulations.

Parameter Range
Value for PDE Value for Stochastic

Simulation Simulation
(Parameter Set 1) (Parameter Set 2)

γC

γx ≤ 1× 10−2 s−1 [s12]

2.89× 10−4 s−1 2.89× 10−3 s−1

γT 2.89× 10−4 s−1 2.89× 10−3 s−1

γL 2.89× 10−4 s−1 2.89× 10−3 s−1

γI 1.16× 10−3 s−1 2.89× 10−2 s−1

γA γA ∼ 2× 10−3 s−1 [s13] 7.70× 10−4 s−1 2.89× 10−2 s−1

γmO 3.5× 10−4 ≤ γm ≤ 2.3× 10−2 s−1 [s14]
5.78× 10−4 s−1 5.78× 10−3 s−1

γmQ 5.78× 10−3 s−1 5.78× 10−2 s−1

VPLtetO−1

Vx ≤ 4 s−1 [s15]

0.3s−1 [s16] 4 s−1

VPLlacO−1
0.23 s−1 [s16] 4 s−1

VPR
0.06 s−1 [s17] 4 s−1

VPLuxI
0.26 s−1 [s18] 4 s−1

NC

1 ≤ Nx ≤ 30

5 4
NTO 5 4
NL 5 4
NI 5 4
NTQ 5 4

C 1.5× 10−9 M [s19] 1.5× 10−9 M

KC

1× 10−13 ≤ Kx ≤ 1× 10−7 M [s20,21]

2.5× 10−8 M [s21] 3× 10−9 M
KT 1.786× 10−10 M [s22] 3× 10−9 M
KL 1× 10−13 M [s20] 3× 10−9 M
KRA 1.5× 10−9 M [s18] 6.75× 10−9 M

nC 2 [s21,23] 2
nT 2 [s23] 2
nL 2 [s23] 2
nRA 2 [s18] 2

ℓPLtetO−1
1/5050 [s16] 1/1000

ℓPLlacO−1
1/620 [s16] 1/1000

ℓPR
1/131 [s24] 1/1000

ℓPLuxI
1/167 [s18] 1/1000

ǫC

ǫx ≤ 5.78× 10−3 s−1 [s25]

4.470× 10−4 s−1 3.712× 10−4 s−1

ǫTO 2.269× 10−6 s−1 1.856× 10−4 s−1

ǫL 2.113× 10−9 s−1 3.712× 10−4 s−1

ǫI 2.655× 10−5 s−1 3.815× 10−2 s−1

ǫTQ 6.224× 10−6 s−1 1.856× 10−3 s−1

v3 0.01335 s−1 [s26] 0.01 s−1

kf 1× 104 ≤ kf ≤ 5× 109 M [s27] 1× 109 M−1s−1 [s27] 5× 109 M−1s−1

kr
kr ≥ 5× 10−4 s−1 50 s−1

15 s−1

(est. from [s18,27,28]) (est. from [s18,27,28])

pR 1× 10−8 M 1.8× 10−8 M

dAHL
1.667× 10−12 m2s−1

1.667× 10−12 m2s−1

(est. from [s29])
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