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MVPDVLREAXXLXXDAKLVAPQAEPWK FQJSYTNVVIFGYLHJXGIYGLXFCVSKAHWATJFFS FILLXASVIGVTAGAHRLWSHRS YKANLPLQ IILMLXXSLSG

+ intron 1 (1)
ER HE I LA L L Y FH
DP QA T LS F L I MQ
ER QD L IS L I \ FH
ER QD L IS L I Y FH
110 120 130 140 150 160 170 180 190 200 210
QYTAFNWARDHRLHHKYSDTDADPHNATRGFFYSHIGWLLVVKHPEVXXRGEXIDLSDLLRNPVLTFQRKNVVLILXLXCYIMPTXVPMXFWGETFHXAWHIMALR
+ intron 2 (2) + intron 3 (2)
KR A SV T F T
RK A AV A Y N
RK A A L A Y N
RK T SV A Y N
220 230 240 250 260 270 280 290 300 310

FVLCLNFXSLINSAAHXFGXKPYDKXIMPTONMSVTLATLGEGFHNYHHVFPFDYRAAELGNNTFNLTTKFIDFFAXIGWAXXLKTVGXESIXRRAZRTGDGS XXW

Y T T N L SD Q Y E GS
I T N S M TA H L Q LT
I T N S M TA H A Q LT
Y A N N M TD R L Q LS

320 330 333
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