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MPXNS EETXL XEXEXXXKLVAPQAAXRXHELAIXP XSLEFTYWHXXGLYGLXL IFXXAKWQTXVFTJ FXYNAGILGITAGXHRLWAHKTYKAKRPLEXLLMXFHSXT
+ intron 1 (1)
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SOQONTVRHWARDHRFHHKYSDTDADPHNATRGFFYSHVGWLLVKKHPEVLXRSXTIDMSDIYNNPVLRFOQKNYGLPVXXXFAYXLPXLIPMYXWXZTXNXAWHINLL
+ intron 2 (2) + intron 3 (2)
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