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Figure S1. As expected the naturally occurring 1xiz sequence was identified by Blast as a homologue of the permuted variant. The resulting
sequence alignment shows the N-terminus of the permuted variant matched to the C-terminus of 1xiz and the C-terminus of the permuted
variant matched to the N-terminus of 1xiz. Similar sequence alignments were observed for the multiple homologues of 1xiz, but no full
alignments to the contiguous sequence of the permuted variant were found.



