Supplementary Figure 1. Human IGF-IR sequence properties. Schematic representation of the human
IGF-IR sequence (1-1367 residues, IGF1IR HUMAN). The following UniProt domains are denoted as red
lines: signal peptide, EGFR L-domain, furin-like cysteine rich domain, fibronectin type Il domains, and
protein kinase domain. SUMOylation sites (according to (33) are shown below, as well as a consensus of
four DNA binding predictions (as described in Experimental procedures). Highly conserved
SUMOylation sites and DNA binding sites are colored blue, according to ConSurf analysis. The figure
was produced by JalView [Waterhouse, A. M., Procter, J. B., Martin, D. M., Clamp, M., and Barton, G. J.

(2009) Bioinformatics 25, 1189-1191].
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1 MKSGSGGGSPTSLWGLLFLSAALSLWPTSGE ICGPGIDIRNDYQQLKRLENCTV IEGYLHILL ISKAEDYRSYRFPKLTVITEYLLLFRVAGLESLGDLFP
Siﬁnal Eeetide EGF receptor (L dorn_ain, IPRO00494)

102 NLTVIRGWKLFYNYALVIFEMTNLKD IGLYNLRN | TRGAIRIEKNADLCYLSTVDWSL | LDAVSNNY | VGNKPPKECGDLCPGTMEEKPMCEKTT INNEYN
Furin like (IPR006211)

203 YRCWTTNRCQKMCPSTCGKRACTENNECCHPECLGSCSAPDNDTACVACRHYYYAGVCVPACPPNTYRFEGWRCVDRDFCANILSAESSDSEGFV IHDGEC

304 MQECPSGF IRNGSQSMYC |PCEGPCPKVCEEEKKTKT IDSVTSAQMLQGCT IFKGNLL INIRRGNNIASELENFMGL IEVVTGYVK I RHSHALVSLSFLKN

405 LRL ILGEEQLEGNYSFYVLDNQNLQQLWDWDHRNL T IKAGKMYFAFNPKLCVSE | YRMEEVTGTKGRQSKGD INTRNNGERASCESDVLHFTSTTTSKNRI
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506 | Il TWHRYRPPDYRDLISFTVYYKEAPFKNYTEYDGQDACGSNSWNMVDVDLPPNKDVEPGILLHGLKPWTQYAVYVKAVTLTMVENDHIRGAKSEILYIRT
Fibronectin type Ill 1
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607 NASVPS IPLDVLSASNSSSQL | VKWNPPSLPNGNLSYY | VRWQRQPQDGYLYRHNYCSKDK IP IRKYADGT IDIEEVTENPKTEVCGGEKGPCCACPKTEA

Fibronectin m:e Il 2
-

708 EKQAEKEEAEYRKVFENFLHNS | FVPRPERKRRDVMQVANT TMSSRSRNTTAADTYN | TDPEELETEYPFFESRVDNKERTV ISNLRPFTLYRID IHSCNH
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809 EAEKLGCSASNFVFARTMPAEGADD IPGPVTWEPRPENS IFLKWPEPENPNGL I LMYE IKYGSQVEDQRECVSRQEYRKYGGAKLNRLNPGNYTARIQATS
Fibronectin Wa ll 3
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910 LSGNGSWTDPVFFYVQAKTGYENF IHL | IALPVAVLLIVGGLVIMLYVFHRKRNNSRLGNGVLYASVNPEYFSAADVYVPDEWEVAREK | TMSRELGQGSF
protein kinase

1011 GMVYEGVAKGVVKDEPETRVA IKTVNEAASMRER | EFLNEASVMKEFNCHHVVRLLGVVSQGQPTLV IMELMTRGDLKSYLRSLRPEMENNPVLAPPSLSK
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1112 M1 QMAGE | ADGMAY LNANKFVHRDLAARNCMVAEDFTVK IGDFGMTRD I YETDYYRKGGKGLLPVRWMSPESLKDGVFTTYSDVWSFGVVLWE | ATLAEQP

1213 YQGLSNEQVLRFVMEGGLLDKPDNCPDML FELMRMCWQYNPKMRPSFLE | | SS I KEEMEPGFREVSFYYSEENKLPEPEELDLEPENMESVPLDPSASSSS

1314 LPLPDRHSGHKAENGPGPGVLVLRASFDERQP YAHMNGGRKNERALPLPQSSTC
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