ankyrin repeat and SOCS box-containing 4

solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator

inter-alpha (globulin) inhibitor H5

3.29E-13

joxysterol binding protein-like 1A

immunoglobulin heavy chain 6 (heavy chain of IgM)

dermatopontin

6.24E-13
3.68E-12

6.95E-12

ineurotensin

2.10E-11

INM_024435

iosteoglycin

2.56E-11

INM_007450

iradixin

1.49E-10

iNM_OOllO4616 /// NM_001104617 /// NM_009041

12 {Smoc1 ISPARC related modular calcium binding 1 1.61E-10 INM_001146217 /// NM_022316
13 iOsprla loxysterol binding protein-like 1A 1.78E-10 INM_207530
14 [Extl2 iexostoses (multiple)-like 2 2.18E-10 1NM_001163514 /// NM_001163515 /// NM_021388
iimmunoglobulin heavy chain 6 (heavy chain of IgM) 2.53E-10 -
ISET and MYND domain containing 2 3.30E-10 INM_026796
killer cell lectin-like receptor, subfamily A, member 17 4.80E-10 INM_133203
Isolute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator ~ |6.01E-10  |NM_007450
19 INav2 ineuron navigator 2 6.21E-10 INM_001111016 /// NM_175272
20 Earl /// Ear12 /// Ear2 /// EarZeosinophil-associated, ribonuclease A family, member 1 /// eosinophil-associated 6.82E-10 INM_001012766 /// NM_007894 /// NM_007895 /// NM_017388
21 Enpp2 lectonucleotide pyrophosphatase/phosphodiesterase 2 7.18E-10 INM_001136077 /// NM_015744
22 [Tshzz lteashirt zinc finger family member1 8.06E-10  |NM_001081300
23 ILpl lipoprotein lipase 8.80E-10 INM_008509
24 {Sod1 isuperoxide dismutase 1, soluble 9.46E-10 INM_011434
25 1190002H23Rik IRIKEN cDNA 1190002H23 gene 1.09E-09 INM_025427
26 fhomeo box C4 1.09E-09  |NM_013553
27 iNeurogS ineurogenin 3 1.20E-09 INM_009719
28 iAbcaSD |ATP-binding cassette, sub-family A (ABC1), member 8b 1.26E-09 INM_013851
29 12610018GO3Rik iRIKEN cDNA 2610018G03 gene 1.31E-09 §NM7133729
30 iRdx %radixin 1.46E-09 iNM_001104616 /// NM_001104617 /// NM_009041
31 §Co|6a1 icollagen, type VI, alpha 1 1.46E-09 INM_009933
32 EZath izinc binding alcohol dehydrogenase, domain containing 2 1.65E-09 INM_146090
33 Cd163 ICD163 antigen 1.86E-09 INM_053094
34 5730403B10Rik iRIKEN cDNA 5730403B10 gene 2.31E-09 %NM_025670
35 {Mgst1 imicrosomal glutathione S-transferase 1 2.58E-09 INM_019946
36 \car15 icarbonic anhydrase 15 4.60E-09 INM_030558
37 Sdpr iserum deprivation response 4.71E-09 INM_138741
38 ‘Slit3 iSIit homolog 3 (Drosophila) 4.98E-09 §NM_011412
39 iUhrflbplI iUHRFl (1ICBP90) binding protein 1-like 5.65E-09 iNM_029166
40 |Serpinil iserine (or cysteine) peptidase inhibitor, clade I, member 1 6.35E-09 INM_009250
41 iLyed {lymphocyte antigen 6 complex, locus D 7.19E-09 INM_010742
42 iFabp4 §fatty acid binding protein 4, adipocyte 18.57E-09 iNM_024406
43 12310061J03Rik IRIKEN cDNA 2310061J03 gene 18.95E-09 INM_133677 /// NR_027965




44 jAcsIl iacyI-CoA synthetase long-chain family member 1 1.13E-08 iNM7007981

45 ic3 icomplement component 3 1.28E-08 INM_009778

46 Gsn igelsolin 1.28E-08 INM_146120

47 Pfn2 iprofilin 2 1.47E-08 INM_019410

48 |Pdgfra §p|ate|et derived growth factor receptor, alpha polypeptide 1.50E-08 iNM7001083316 /// NM_011058
49 ICtsc icathepsin C 1.51E-08 INM_009982

50 Gsn igelsolin 1.82E-08 INM_146120

51 |Steap4 ISTEAP family member 4 1.96E-08 §NM_054098

52 |G0s2 /GO/G1 switch gene 2 2.33E-08 INM_008059

53 §Rnase4 iribonuclease, RNase A family 4 2.48E-08 iNM_021472 /// NM_201239
54 Tgfb2 itransforming growth factor, beta 2 2.75E-08 INM_009367

55 |F13al §c0agu|ation factor XIII, Al subunit 2.90E-08 iNM_028784

56 iSlclal isolute carrier family 1 (neuronal/epithelial high affinity glutamate transporter 2.91E-08 iNM7009199

membrane-spanning 4-domains, subfamily A, member 6D

3.11E-08 ‘NM_026835

3.24E-08 NM_011157

kallikrein 1
lintegrin alpha 9

3.25E-08 ‘NM_010639
3.26E-08

necdin

RIKEN cDNA 5730403B10 gene

eosinophil-associated, ribonuclease A family, member 2

SLAM family member 9

leucine rich repeat (in FLII) interacting protein 1

phosphatidic acid phosphatase type 2A

CXXC finger 5

transmembrane protein 176A

NIMA (never in mitosis gene a)-related expressed kinase 7

cytochrome P450, family 2, subfamily b, polypeptide 10

RIKEN cDNA 6720475J19 gene

chemokine (C-C motif) ligand 8

tetraspanin 15

RIKEN cDNA 2010107G23 gene

collagen, type 111, alpha 1

xostoses (multiple)-like 2

CD36 antigen

EGL nine homolog 1 (C. elegans)

degenerative spermatocyte homolog 1 (Drosophila)

3.37E-08

7.32E-08




90 Ttc8 itetratricopeptide repeat domain 8 8.46E-08 iNM7029553 /// NM_198311

91 §Lifr ileukemia inhibitory factor receptor 8.61E-08 iNM_001113386 /// NM_013584

92 Ccdc80 icoiled—coil domain containing 80 8.72E-08 §NM_026439

93 Ugtlal /// Ugtlal0 /// Ugtla2 {UDP glucuronosyltransferase 1 family, polypeptide Al /// UDP glycosyltransferase |9.26E-08 INM_013701 /// NM_145079 /// NM_201410 /// NM_201641 /// NM_201642 //
94 [Smad7 MAD homolog 7 (Drosophila) 9.72E-08 iNM7001042660

95 Impadl iinositol monophosphatase domain containing 1 1.02E-07 iNM_177730

96 Dsp idesmoplakin 1.03E-07 INM_023842 /// XM_001481272 /// XM_621314 /// XM_896350
97 |Frmd6 {[FERM domain containing 6 1.05E-07 §NM_028127

98 [Ripply3 ripply3 homolog (zebrafish) 1.06E-07 INM_133229

99 §Ccd023 icoiled-coil domain containing 23 1.09E-07 iNM_001038998 /// NM_024462

100 §Degsl idegenerative spermatocyte homolog 1 (Drosophila) 1.10E-07 §NM_007853

101 Sntg2 isyntrophin, gamma 2 1.11E-07 INM_172951

\glycoprotein (transmembrane) nmb

1.15E-07

INM_053110

plakophilin 4

IPRP19/PS0O4 pre-mRNA processing factor 19 homolog (S. cerevisiae)

1.16E-07

1.21E-07

INM_026361 /// NM_175464

NM_134129

‘sphingosine—l—phosphate phosphatase 1
‘anthrax toxin receptor 2

1.23E-07

‘NM_030750

golgi membrane protein

maternally expressed 3
S$100 calcium binding protein A10 (calpactin)

periostin, osteoblast specific factor

phosphatidic acid phosphatase type 2A

rocollagen C-endopeptidase enhancer protein

lectin, galactose binding, soluble 3

G substrate

biquitin specific peptidase 2

ubiquitin-like 5

cytochrome P450, family 27, subfamily b, polypeptide 1

mannose receptor, C type 1

uanylate binding protein 2

CXXC finger 5

GRP1 (general receptor for phosphoinositides 1)-associated scaffold protein

ubiquitin specific peptidase 3

interferon activated gene 205 /// myeloid cell nuclear differentiation antigen

predicted gene 5560 /// predicted gene 8429 /// solute carrier family 25 (mitoch

lysozyme 2

oncogene family

2.31E-07




136  [Cdbp icomplement component 4 binding protein 2.68E-07 INM_007576
137 Emb iembigin 2.70E-07 INM_010330
138 Htral IHtrA serine peptidase 1 2.72E-07 INM_019564
139  [Tgfbi ‘transforming growth factor, beta induced 2.85E-07 INM_009369
140 |Fabp4 §fatty acid binding protein 4, adipocyte 2.88E-07 iNM7024406
141 Hnrnpu iheterogeneous nuclear ribonucleoprotein U 2.96E-07 iNM_016805
142 Dpyd idihydropyrimidine dehydrogenase 2.99E-07 iNM_170778
143 Tmeff2 ‘transmembrane protein with EGF-like and two follistatin-like domains 2 2.99E-07 §NM_019790
144 |Gnail iguanine nucleotide binding protein (G protein), alpha inhibiting 1 3.00E-07 INM_010305
145 §Ptpn20 iprotein tyrosine phosphatase, non-receptor type 20 3.02E-07 iNM_OO8978
146  |Igl-v1i limmunoglobulin lambda chain, variable 1 3.09E-07 -

147  |Fbxo28 {F-box protein 28 3.10E-07 INM_175127

iinsulin-like growth factor 1

3.27E-07

iNM7001111274 /// NM_001111275 /// NM_001111276 /// NM_010512 /// NM|

necdin

iglutathione S-transferase, theta 1

3.28E-07

3.29E-07

INM_010882

NM_008185

ismall nuclear ribonucleoprotein N /// SNRPN upstream reading frame
:sodium channel, voltage-gated, type Xl, alpha

3.39E-07

'NM_001082961 /// NM_001082962 /// NM_013670 /// NM_033174

ehydrogenase (ubiquinone) flavoprotein

transient receptor potential cation channel, subfamily C, member 1
glutathione peroxidase 8 (putative)

four and a half LIM domains 1

G1 to S phase transition 2

carbonyl reductase 2

B-cell CLL/lymphoma 11A (zinc finger protein)

follistatin-like 1

glutathione S-transferase, alpha 4

mphocyte cytosolic protein 1

epidermal growth factor-containing fibulin-like extracellular matrix protein 1

kallikrein 1-related peptidase b22 /// kallikrein 1-related peptidase b9

neuropilin 1

alponin 3, acidic /// similar to calponin 3, acidic

nucleobindin 2

hypothetical protein LOC641050

perilipin 2

5.11E-07




182 |Ptpn4 iprotein tyrosine phosphatase, non-receptor type 4 5.35E-07 iNM7019933
183 iAIdhlaZ ialdehyde dehydrogenase family 1, subfamily A2 5.37E-07 iNM_009022
184  |Aox4 laldehyde oxidase 4 5.39E-07 INM_023631
185  [Trakl itrafficking protein, kinesin binding 1 5.50E-07 INM_175114
186 |Baspl /// LOC100045716 ibrain abundant, membrane attached signal protein 1 /// similar to 22 kDa neurona |5.72E-07 iNM7027395 /// XM_001474796
187  |Bcl2ll IBCL2-like 1 5.82E-07 INM_009743
188 Skil iSKI—Iike 5.89E-07 iNM_001039090 /// NM_011386
189 lLamb1-1 llaminin B1 subunit 1 6.19E-07 §NM_008482
190  |Fcgr3 iFc receptor, 1gG, low affinity 111 6.24E-07 INM_010188
191 §Eif4e3 ieukawotic translation initiation factor 4E member 3 6.33E-07 iNM_025829
192 Lyzl llysozyme 1 6.40E-07 INM_013590
193 |Sash1 {SAM and SH3 domain containing 1 6.71E-07 iNM_175155

icollagen, type VI, alpha 2

6.73E-07 INM_146007

oxidative stress induced growth inhibitor 1

idynein light chain Tctex-type 3

6.94E-07 ‘NM_027950

7.11E-07 NM_025975

‘gremlin 2 homolog, cysteine knot superfamily (Xenopus laevis)
rradixin

7.39E-07 ‘NM_011825

p53rk binding protein

Fc receptor, 1gG, low affinity 11b
Calponin 3, acidic

hypothetical protein 9530028C05

SLAIN motif family, member 1

interferon activated gene 203

hypothetical LOC100038746

mitogen-activated protein kinase kinase kinase kinase 4

glial cell line derived neurotrophic factor family receptor alpha 3 /// similar

matrilin 2

serine protease inhibitor, Kunitz type 1
follistatin-like 1

platelet factor 4

G protein-coupled receptor 137B, pseudogene

DEK oncogene (DNA binding)

ankyrin repeat and SOCS box-containing 4
SREBF chaperone

vesicle-associated membrane protein 1

ADP-dependent glucokinase

holocarboxylase synthetase (biotin- [propriony-Coenzyme A-carboxylase (ATP-hydrc

icytochrome

1.24E-06




228 11500031L02Rik iRIKEN cDNA 1500031L02 gene 1.27E-06 iNM7025892

229 §Cd037 icell division cycle 37 homolog (S. cerevisiae) 1.29E-06 iNM_016742

230 Gprl37b /// Gpr137b-ps /// LO%G protein-coupled receptor 137B /// G protein-coupled receptor 137B, pseudogene |1.30E-06 §NM_031999 /// NR_003568 /// XM_001473441 /// XR_001658
231 Mfsd4 imajor facilitator superfamily domain containing 4 1.32E-06 INM_001114662 /// NM_172510

232 Runx1tl irunt-related transcription factor 1; translocated to, 1 (cyclin D-related) 1.33E-06 iNM7001111026 /// NM_001111027 /// NM_009822
233 1C2cd2l §C2 calcium-dependent domain containing 2-like 1.34E-06 iNM_027909

234 Dennd4c iDENN/MADD domain containing 4C 1.39E-06 §NM_001081014

235 |Guca2b iguanylate cyclase activator 2b (retina) 1.41E-06 §NM_008191

236 {Pip5k1b §phosphatidylinositol—4—phosphate 5-kinase, type 1 beta 1.46E-06 INM_008846

237  |Col3al icollagen, type 111, alpha 1 1.50E-06 INM_009930

238 |Tgfb2 itransforming growth factor, beta 2 1.51E-06 INM_009367

239 |Entpd2 lectonucleoside triphosphate diphosphohydrolase 2 1.52E-06 iNM_009849

240 Myl12b ‘myosin, light chain 12B, regulatory 1.54E-06 iNM7023402

carbonic anhydrase 3 1.54E-06 | NM_007606

ifatty acid desaturase 2 1.54E-06 NM_019699

‘membrane—spanning 4-domains, subfamily A, member 6D 1.58E-06 'NM_026835
‘GRAM domain containing 3

plastin 3 (T-isoform)

RIKEN cDNA 0610040J01 gene

G protein-coupled receptor 137B

nerve growth factor receptor (TNFRSF16) associated protein 1

MAD homolog 6 (Drosophila)

CUB domain containing protein 1

uanylate binding protein 1

FK506 binding protein 9

T-cell leukemia translocation altered gene

cytochrome P450, family 27, subfamily a, polypeptide 1

tyrosine kinase, non-receptor, 2

sulfide quinone reductase-like (yeast)

kelch-like 22 (Drosophila)
profilin 2

amily with sequence similarity 92, member A

insulin-like growth factor 1

caldesmon 1

glucosamine (N-acetyl)-6-sulfatase 2.31E-06




274 jUppl iuridine phosphorylase 1 2.40E-06 iNM7001159401 /// NM_001159402 /// NM_009477
275 iKIraS ikiller cell lectin-like receptor, subfamily A, member 5 2.42E-06 iNM_OO8463

276 Ms4a7 imembrane—spanning 4-domains, subfamily A, member 7 2.44E-06 §NM_001025610 /// NM_027836

277 Spoll isporulation protein, meiosis-specific, SPO11 homolog (S. cerevisiae) 2.45E-06 INM_001083959 /// NM_001083960 /// NM_012046
278  Ch25h icholesterol 25-hydroxylase 2.45E-06 INM_009890

279 Matk imegakaryocyte-associated tyrosine kinase 2.45E-06 iNM_010768

280 Pdgfc iplatelet—derived growth factor, C polypeptide 2.46E-06 iNM_019971

281 {Hipk1 ‘homeodomain interacting protein kinase 1 2.49E-06 §NM_010432

282  |Adcy9 ‘adenylate cyclase 9 2.51E-06 INM_009624

283 |Prdxl iperoxiredoxin 1 2.57E-06 INM_011034

284  |Pftkl IPFTAIRE protein kinase 1 2.59E-06 INM_011074

285  |Gas5 igrowth arrest specific 5 2.59E-06 INR_002840

286 {Ugtlal /// Ugtlal0 /// Ugtla2 ‘UDP glucuronosyltransferase 1 family, polypeptide Al /// UDP glycosyltransferase |2.62E-06 iNM7013701 /// NM_145079 /// NM_201410 /// NM_201641 /// NM_201642 //|

matrix metallopeptidase 23

itetratricopeptide repeat domain 39B

2.65E-06

2.66E-06

INM_011985

NM_027238

‘plasma glutamate carboxypeptidase
:calponin 3, acidic /// similar to calponin 3, acidic

2.73E-06

'NM_018755 /// NM_176073

ransmembrane protein

secreted phosphoprotein 1
collagen, type XX, alpha 1

serine (or cysteine) peptidase inhibitor, clade B, member 1a

receptor accessory protein 3

chemokine-like factor

ganglioside-induced differentiation-associated-protein 2

protein tyrosine phosphatase, receptor type, F

Notch gene homolog 2 (Drosophila)

desmoplakin

mortality factor 4 like 1
xenotropic and polytropic retrovirus receptor 1

RB1-inducible coiled-coil 1

cytochrome P450, family 2, subfamily b, polypeptide 10

signal-induced proliferation-associated 1 like 2

chaperone, ABC1 activity of bcl complex like (S. pombe)

calponin 3, acidic /// similar to calponin 3, acidic

DNA segment, Chr 4, Wayne State University 53, expressed

serine (or cysteine) peptidase inhibitor, clade F, member 1

TYRO protein tyrosine kinase binding protein

nonagouti

4.03E-06




320  Macrodl IMACRO domain containing 1 4.09E-06 INM_134147

321 iCsflr icolony stimulating factor 1 receptor 4.10E-06 iNM_001037859

322 Sidt2 ISID1 transmembrane family, member 2 4.21E-06 INM_172257

323  (Cclé ichemokine (C-C motif) ligand 6 4.27E-06 INM_009139

324 KIhi13 ikelch-like 13 (Drosophila) 4.27E-06 INM_026167

325  Bmp2k IBMP2 inducible kinase 4.33E-06 INM_080708

326 Sgk1 iserum/glucocorticoid regulated kinase 1 4.36E-06 §NM_001161845 /// NM_001161847 /// NM_001161848 /// NM_001161849 ///
327 Ndrg1 IN-myc downstream regulated gene 1 4.42E-06 §NM_008681

328 |Aplp2 iamyloid beta (A4) precursor-like protein 2 4.44E-06 INM_001102455 /// NM_001102456 /// NM_009691
329  |1810063BO5Rik IRIKEN cDNA 1810063B05 gene 4.47E-06 INM_174987

330 §Cib2 icalcium and integrin binding family member 2 4.52E-06 §NM_019686

331  Nbea ineurobeachin 4.57E-06 INM_030595

‘protein tyrosine phosphatase-like A domain containing 2

4.59E-06

INM_025760

hemopoietic cell kinase

iphosphatidic acid phosphatase type 2B

4.61E-06

4.64E-06

INM_010407

NM_080555

‘peripheral myelin protein 22
ic-fos induced growth factor /// similar to FIGF

4.65E-06

‘NM_008885

nucleoprotein (desmoyokin)

chemokine-like factor
lectin, galactose binding, soluble 1

ribosomal protein L14

annexin A2

tubulin folding cofactor E-like

CD93 antigen
ribosomal protein L14

sema domain, immunoglobulin domain (lg), short basic domain, secreted, (semaph¢

aveolin 1, caveolae protein

immunoglobulin heavy chain complex /// immunoglobulin heavy chain 2 (serum IgA
HtrA serine peptidase 1

exportin 1, CRM1 homolog (yeast)

tissue inhibitor of metalloproteinase 2

DNA methyltransferase 3A

pyridoxine 5'-phosphate oxidase

calponin 3, acidic /// similar to calponin 3, acidic
RELT-like 1

dual specificity phosphatase 7

laminin, alpha 4
PRKC, apoptosis, WT1, regulator

amylo-1,6-glucosidase, 4-alpha-glucanotransferase

6.63E-06




366  Scgb3al isecretoglobin, family 3A, member 1 6.70E-06 INM_054037 /// NM_170727
367  (Kitl ikit ligand 6.73E-06 INM_013598

368 1fi203 iinterferon activated gene 203 6.74E-06 §NM_001045481 /// NM_008328
369 Adnp2 ADNP homeobox 2 6.77E-06 INM_175028 /// XM_140497 /// XM_989242
370 {Hapinl %hyaluronan and proteoglycan link protein 1 6.77E-06 iNM7013500

371 'Dcaf8 iDDBl and CUL4 associated factor 8 6.78E-06 iNM_153555

372 Cbs icystathionine beta-synthase 6.79E-06 iNM_144855 /// NM_178224
373 ISyk ispleen tyrosine kinase 6.82E-06 §NM_011518

374 {Phidb2 ipleckstrin homology-like domain, family B, member 2 6.96E-06 INM_153412

375 §Scd1 istearoyl-Coenzyme A desaturase 1 6.98E-06 iNM_009127

376 |CKIf ichemokine-like factor 7.11E-06 INM_001037841 /// NM_029295
377 |Asb5 §ankyrin repeat and SOCs box-containing 5 7.18E-06 iNM_029569

‘plexin C1

7.32E-06

INM_018797

DNA-damage regulated autophagy modulator 1

ioxysterol binding protein-like 2

7.33E-06

7.41E-06

INM_027878

NM_144500

‘hydroxysteroid (17-beta) dehydrogenase 11
‘RAB30, member RAS oncogene family

7.55E-06

‘NM_053262

paired-lg-like receptor

carbohydrate (keratan sulfate Gal-6) sulfotransferase 1
zinc finger CCCH type containing 11A

aldolase C, fructose-bisphosphate

interleukin 2 receptor, gamma chain

eptidylglycine alpha-amidating monooxygenase

myristoylated alanine rich protein kinase C substrate

endonuclease domain containing 1

prolylcarboxypeptidase (angiotensinase C)

biquitin specific peptidase 2

CD209g antigen

transferrin receptor

G protein-coupled receptor 177

ring finger protein 214

solute carrier family 6 (neurotransmitter transporter, creatine), member 8

interleukin 7 receptor

predicted gene 2397

ubiquitin-like 7 (bone marrow stromal cell-derived)

mannosidase, alpha, class 1A, member 2

immunoglobulin kappa chain variable 1 (V1)

CD68 antigen

brain expressed X-linked 2

iserine protease inhibitor,

1.06E-05




412 jMeisl iMeis homeobox 1 1.07E-05 iNM7010789

413 |Ndn inecdin 1.07E-05 INM_010882

414 Galntl §UDP-N—acetyI—alpha—D—gaIactosamine:polypeptide N-acetylgalactosaminyltransferase;1.08E-05 §NM_001160404 /// NM_013814

415  [Relll IRELT-like 1 1.08E-05 INM_145923

416 |Gas6 §growth arrest specific 6 1.09E-05 iNM7019521

417 Mttp imicrosomal triglyceride transfer protein 1.09E-05 §NM_001163457 /// NM_008642

418 Fecrla §Fc receptor-like A 1.09E-05 §NM_001160215 /// NM_145141 /// NR_027666
419 Napg IN-ethylmaleimide sensitive fusion protein attachment protein gamma 1.10E-05 §NM_028017

420 iCd47 icD47 antigen (Rh-related antigen, integrin-associated signal transducer) 1.10E-05 INM_010581

421 cav2 icaveolin 2 1.11E-05 INM_016900

422 GIrx2 iglutaredoxin 2 (thioltransferase) 1.12E-05 INM_001038592 /// NM_001038593 /// NM_001038594 /// NM_023505
423 |Stxbp6 §syntaxin binding protein 6 (amisyn) 1.13E-05 iNM_144552

424 ijstz ‘protein—tyrosine sulfotransferase 2 1.16E-05 iNM7009419

ilatent transforming growth factor beta binding protein 2

1.18E-05
1.21E-05

NM_013589

‘transcription elongation factor A (SII) 1

1.21E-05

'NM_001159750 /// NM_001159751 /// NM_011541

iregional cell adhesion molecule-relate:

serine protease inhibitor, Kunitz type 2

interferon activated gene 203

complement component 4B (Childo blood group)

astrin releasing peptide

mannosidase, alpha, class 2C, member 1
chemokine (C-X-C motif) ligand 12

promyelocytic leukemia

immunoglobulin superfamily, member 6

G protein-coupled receptor, family C, group 5, member B

SH3-domain kinase binding protein 1

a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin ty

eukaryotic translation elongation factor 1 alpha 2

mutL homolog 1 (E. coli)

endoplasmic reticulum chaperone SIL1 homolog (S. cerevisiae)

adaptor-related protein complex 1, sigma 2 subunit

thyroid hormone responsive SPOT14 homolog (Rattus)

N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3

formin 2 /// similar to formin-2

neurocalcin delta

synovial sarcoma, X breakpoint 2 interacting protein

1.50E-05




458 Tmem183a itransmembrane protein 183A 1.53E-05 iNM7001042485 /// NM_020588

459  [Fip1ll IFIP1 like 1 (S. cerevisiae) 1.53E-05 INM_001159573 /// NM_001159574 /// NM_024183
460 Gm?2962 /// Ugcrb ipredicted gene 2962 /// ubiquinol-cytochrome c reductase binding protein 1.55E-05 §NM_026219 /// XM_001475899 /// XM_001480451
461  |Wdr45 ‘WD repeat domain 45 1.56E-05 INM_172372

462 |Ptpla §protein tyrosine phosphatase-like (proline instead of catalytic arginine), membe 1.58E-05 iNM7001012396 /// NM_013935

463 IFndcl ifibronectin type 111 domain containing 1 1.60E-05 §NM_001081416

464 MpzI2 imyelin protein zero-like 2 1.61E-05 iNM_OO7962

465 Prmt2 iprotein arginine N-methyltransferase 2 1.63E-05 §NM_001077638 /// NM_133182

466 |Serpingl iserine (or cysteine) peptidase inhibitor, clade G, member 1 1.65E-05 INM_009776

467 §Serpinhl iserine (or cysteine) peptidase inhibitor, clade H, member 1 1.68E-05 iNM_001111043 /// NM_001111044 /// NM_009825
468 |Tgfbi itransforming growth factor, beta induced 1.68E-05 INM_009369

469 IMap4k4 §mitogen—activated protein kinase kinase kinase kinase 4 1.70E-05 iNM_008696

‘cyclin G2

1.70E-05

INM_007635

NADH dehydrogenase (ubiquinone) 1 beta subcomplex 3

ilysozyme 1

1.71E-05

1.74E-05

INM_025597

NM_013590

‘collagen, type X1V, alpha 1
:chemokine-like factor

1.74E-05

‘NM_181277

RAB32, member RAS oncogene family

similar to purine nucleoside phosphorylase /// purine-nucleoside phosphorylase 1

high mobility group nucleosomal binding domain 3

inositol polyphosphate 5-phosphatase K

aldo-keto reductase family 1, member B3 (aldose reductase)

redicted gene 5529 /// predicted gene 5560 /// predicted gene 6425 /// predicte

transcription factor 12
histidine decarboxylase

oxysterol binding protein

epoxide hydrolase 1, microsomal

STE20-like kinase (yeast)

family with sequence similarity 100, member A

protein C receptor, endothelial
interferon gamma inducible protein 47

redicted gene 10191 /// ribosomal protein L31 pseudogene /// predicted gene 768

RAB3D, member RAS oncogene family

aldehyde dehydrogenase family 1, subfamily A1

pyridoxal (pyridoxine, vitamin B6) kinase

imitochonarial riboosomal protein

1.97E-05




504 |Cd59a /CD59a antigen 1.98E-05 iNM7001111060 /// NM_007652

505 §Azi2 iS-azacytidine induced gene 2 2.02E-05 iNM_001048146 /// NM_013727
506 Ptpn9 iprotein tyrosine phosphatase, non-receptor type 9 2.02E-05 §NM_019651

507 Ypel3 lyippee-like 3 (Drosophila) 2.06E-05 INM_025347 /// NM_026875
508 |Slc7a4 isolute carrier family 7 (cationic amino acid transporter, y+ system), member 4 2.06E-05 INM_144852

509 (Cxcl5 ichemokine (C-X-C motif) ligand 5 2.07E-05 INM_009141

510 Sh3d19 §8H3 domain protein D19 2.08E-05 §NM_001082414

511 |Serpinb6b iserine (or cysteine) peptidase inhibitor, clade B, member 6b 2.10E-05 §NM_011454

512 jlthC iintegral membrane protein 2C 2.12E-05 iNM7022417

513  Ctsh icathepsin H 2.13E-05 INM_007801

514  |Uspl0 lubiquitin specific peptidase 10 2.14E-05 INM_009462

515  [Folr2 ifolate receptor 2 (fetal) 2.15E-05 INM_008035

lipocalin 2 2.18E-05 INM_008491

colony stimulating factor 1 receptor 2.20E-05 ‘NM_001037859

ivascular endothelial growth factor C 2.22E-05 NM_009506

‘complement component 2 (within H-2S) 2.23E-05 'NM_013484
:CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 2

Cl

RIKEN cDNA 4922501L14 gene

Bardet-Biedl syndrome 2 (human)

tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, theta f

olute carrier organic anion transporter family, member 2al

ERGIC and golgi 3

immunoglobulin heavy chain complex /// immunoglobulin heavy chain 2 (serum IgA

poliovirus receptor

early growth response 1

RIKEN cDNA 2310003F16 gene

solute carrier family 30 (zinc transporter), member 4

ki sarcoma viral oncogene homolog (avian)

RIKEN cDNA 1110032E23 gene

progressive ankylosis

G patch domain containing 8 2.85E-05 M_001159492 /// XM_152907 /// XM_895150 /// XM_903059 /// XM_90306

-lIKe tyrosine




550 |Smarca5 ISWI/SNF related, matrix associated, actin dependent regulator of chromatin, subf |2.92E-05 §NM7053124
551 §Lim31 §LIM domain and actin binding 1 2.92E-05 iNM_001113545 /// NM_023063
552 Rpl23 Iribosomal protein L23 2.93E-05 INM_022891
553  (Bcl2l1l IBCL2-like 11 (apoptosis facilitator) 2.94E-05 INM_009754 /// NM_207680 /// NM_207681
554 \Pnrc2 §proline—rich nuclear receptor coactivator 2 2.95E-05 iNM7026383
555  |Cat icatalase 2.96E-05 INM_009804
556 Hspa4 iheat shock protein 4 2.97E-05 iNM_OOSSOO
557 |Alg14 lasparagine-linked glycosylation 14 homolog (yeast) 2.99E-05 §NM_024178
558 - - 3.01E-05 |-
559 §Lampl ilysosomal-associated membrane protein 1 3.01E-05 iNM_010684
iphosphatidic acid phosphatase type 2B 3.02E-05 INM_080555

560 |Ppap2b

‘gelsolin

3.04E-05

INM_146120

‘amylo-1,6-glucosidase, 4-alpha-glucanotransferase

3.05E-05

NM_001081326

chromobox homolog 3 (Drosophila HP1 gamma)

ifasciculation and elongation protein zeta 2 (zygin II)

3.10E-05

3.10E-05

INM_007624

NM_199448

‘InaD-like (Drosophila)
:Growth arrest and DNA-damage-inducible 45 beta

3.12E-05

'NM_001005784 /// NM_001005787 /// NM_007704 /// NM_172696

-binding domain glutamic acid-rich protein like

C-type lectin domain family 4, member d
N-myc downstream regulated gene 1

carbonic anhydrase 3

intestinal cell kinase

rotein tyrosine phosphatase, receptor type, O

queuine tRNA-ribosyltransferase 1

epidermal growth factor receptor pathway substrate 8

amily with sequence similarity 20, member C

ecotropic viral integration site 5
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3

lipase, endothelial

peptidylprolyl isomerase B

lysine (K)-specific demethylase 2B

Dual specificity phosphatase 12

similar to stem cell adaptor protein STAP-1 /// signal transducing adaptor famil

dipeptidylpeptidase 8

UDP-glucuronate decarboxylase 1

abhydrolase domain containing 14A

regulator of G-protein signaling 2

cadherin 10

protein-couple:

3.68E-05




596 Traf4 ITNF receptor associated factor 4 3.73E-05 iNM7009423

597  |Sehil ISEH1-like (S. cerevisiae 3.78E-05 INM_001039088 /// NM_028112
598  |Dclkl idoublecortin-like kinase 1 3.81E-05 INM_001111051 /// NM_001111052 /// NM_001111053 /// NM_019978
599  [Tjpl itight junction protein 1 3.81E-05 INM_001163574 /// NM_009386
600 |Hfe §hemochromatosis 3.83E-05 iNM7010424

601 Rspol iR-spondin homolog (Xenopus laevis) 3.83E-05 iNM_138683

602 Lipa ilysosomal acid lipase A 3.92E-05 iNM_OOlllllOO /// NM_021460
603 |Egr2 learly growth response 2 4.02E-05 §NM_010118

604  |ltgav iintegrin alpha V 4.04E-05 INM_008402

605  |Ip6kl linositol hexaphosphate kinase 1 4.05E-05 INM_013785

606  Jund {Jun proto-oncogene related gene d 4.07E-05 INM_010592

607 {1gfop3 linsulin-like growth factor binding protein 3 4.12E-05 iNM_008343

‘a disintegrin and metallopeptidase domain 8

4.15E-05 INM_007403

tumor necrosis factor receptor superfamily, member 13c

iinsulin-like growth factor 2 receptor

4.15E-05 ‘NM_028075

4.20E-05 NM_010515

‘B-cell leukemia/lymphoma 2 related protein Ala /// B-cell leukemia/lymphoma 2 re
‘NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3

4.25E-05 'NM_007534 /// NM_007536 /// NM_009742

phosphoinositide-3-kinase, catalytic, gamma polypeptide
FERM domain containing 4B

paroxysmal nonkinesiogenic dyskinesia

cell cycle progression 1

EPM2A (laforin) interacting protein 1

Sjogren syndrome antigen B

cysteine and glycine-rich protein 2

death-associated protein

sorting nexin 5
C-type lectin domain family 4, member a2

signal-regulatory protein alpha

N-acetylneuraminate pyruvate lyase

early growth response 2

fatty acid desaturase 3

ring finger protein 7
mitogen-activated protein kinase kinase 7

ndonuclease domain containing 1

nucleoporin like 1

Rho GTPase activating protein 6

family with sequence similarity 129, member B

\interreron regulatory ractor

4.94E-05




642 iSpon2 ispondin 2, extracellular matrix protein 4.99E-05 iNM7133903

643 §Ep58 /// LOC632638 iepidermal growth factor receptor pathway substrate 8 /// similar to Epidermal gr 5.03E-05 iNM_OO7945 /// XR_031552

644 Tnfaip2 itumor necrosis factor, alpha-induced protein 2 5.06E-05 §NM_009396

645 Kctd20 ipotassium channel tetramerisation domain containing 20 5.07E-05 INM_025888

646 |Pcbp4 %poly(rC) binding protein 4 5.08E-05 iNM7021567

647 Pvrl4 ipoliovirus receptor-related 4 5.10E-05 §NM_001122680 /// NM_027893

648  |--- - 5.14E-05 -

649 'Rgs3 iregulator of G-protein signaling 3 5.17E-05 §NM_001081650 /// NM_019492 /// NM_134257
650  Figf ic-fos induced growth factor 5.26E-05 INM_010216

651  |Bhlhe4l ibasic helix-loop-helix family, member e41 5.28E-05 INM_024469

652 §Pigp iphosphatidylinositol glycan anchor biosynthesis, class P 5.29E-05 §NM_001159616 /// NM_001159617 /// NM_001159618 /// NM_001159619 ///
653 |- - 5.33E-05 [---

‘TSC22 domain family, member 1

5.36E-05

INM_009366 /// NM_207652

rhomboid family 1 (Drosophila)

ipredicted gene 4204 /// nucleosome assembly protein 1-like 1

5.36E-05

5.42E-05

INM_010117

NM_001146707 /// NM_015781 /// XR_034434

‘Williams Beuren syndrome chromosome region 27 (human)
‘palladin, cytoskeletal associated protein

5.42E-05

‘NM_024479

-coll containing protein

integrator complex subunit 7
PDZ domain containing RING finger 3

insulin-like growth factor binding protein 6

LIM and SH3 protein 1

chemokine (C-C motif) ligand 12

dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 1la

spermine synthase

insulin-like growth factor binding protein 4

UHRF1 (ICBP90) binding protein 1-like

DNA cross-link repair 1B, PSO2 homolog (S. cerevisiae)
phosphatidylinositol-5-phosphate 4-kinase, type 11, alpha

DnaJ (Hsp40) homolog, subfamily A, member 1

RNA binding motif protein 43

adenylosuccinate synthetase like 1

microtubule-associated protein, RP/EB family, member 2

LPS-induced TN factor

CD46 antigen, complement regulatory protein

AE binding protein 1

phospholipase B domain containing 2

BCL2 binding component 3

5.99E-05




688 ij iquaking 6.13E-05 iNM7001159516 /// NM_001159517 /// NM_021881
689  |Ttcl? itetratricopeptide repeat domain 17 6.13E-05 INM_183106

690 Serpinhl iserine (or cysteine) peptidase inhibitor, clade H, member 1 6.14E-05 §NM_001111043 /// NM_001111044 /// NM_009825
691 11r1 linterleukin 1 receptor, type | 6.19E-05 INM_001123382 /// NM_008362

692 |Arldc /// LOC632433 §ADP—ribosyIation factor-like 4C /// similar to ADP-ribosylation factor-like prot 6.26E-05 iNM7177305 /// XM_906533

693 Impa2 iinositol (myo)-1(or 4)-monophosphatase 2 6.30E-05 iNM_053261

694  |Adcy7 ladenylate cyclase 7 6.33E-05 INM_001037723 /// NM_001037724 /// NM_001109756 /// NM_007406
695 [Sema4d isema domain, immunoglobulin domain (1g), transmembrane domain (TM) and short|6.34E-05 §NM_013660

696 iSnrpe ismall nuclear ribonucleoprotein E 6.37E-05 INM_009227

697  |Dnaselll ideoxyribonuclease 1-like 1 6.47E-05 INM_027109

698  [Cbrl icarbonyl reductase 1 6.49E-05 INM_007620

699 ITaf13 ‘TAF13 RNA polymerase |1, TATA box binding protein (TBP)-associated factor 6.56E-05 iNM_025444

700 jChiBIl ichitinase 3-like 1 6.57E-05 iNM7007695

701 family with sequence similarity 3, member C 6.59E-05 ‘NM_138587

iactivating transcription factor 2

6.60E-05

NM_001025093 /// NM_009715

‘ATP—binding cassette, sub-family C (CFTR/MRP), member 5

iinterferon induced transmembrane protein 3

6.62E-05
6.67E-05

'NM_013790 /// NM_176839

START domain containing 8

peroxiredoxin 1

cell division cycle 73, Paf1/RNA polymerase Il complex component, homolog (S. ce
paired related homeobox 1

Max interacting protein 1

phospholipase A2, group IVA (cytosolic, calcium-dependent)
leucine rich repeat containing 48

ingless related MMTV integration site 10a
leucine rich repeat (in FLII) interacting protein 1
region containing RIKEN cDNA 2310056B04 gene; pre B-cell leukemia transcription
glutamyl aminopeptidase
B-cell translocation gene 1, anti-proliferative /// similar to myocardial vascul

solute carrier family 15 (H+/peptide transporter), member 2
WD repeat domain 6

retinoblastoma binding protein 7

disabled homolog 2 (Drosophila)

UDP glucuronosyltransferase 1 family, polypeptide Al /// UDP glycosyltransferase
procollagen lysine, 2-oxoglutarate 5-dioxygenase 2

B-cell translocation gene 1, anti-proliferative /// similar to myocardial vascul
arginyl aminopeptidase (aminopeptidase B)-like 1

uman Cytomegalovirus immunoglobulin

6.71E-05

7.62E-05




734 chaml ineural cell adhesion molecule 1 7.72E-05 iNM7001081445 /// NM_001113204 /// NM_010875
735 iSIcla4 isolute carrier family 1 (glutamate/neutral amino acid transporter), member 4 7.74E-05 iNM_018861
736 1d2 linhibitor of DNA binding 2 7.75E-05 INM_010496
737 lcal lislet cell autoantigen 1 7.77E-05 INM_010492
738 iLipa llysosomal acid lipase A 7.79E-05 INM_001111100 /// NM_021460
739  |Ebfl iearly B-cell factor 1 7.85E-05 INM_007897
740 Cmtm3 /// LOC100046883 iCKLF—Iike MARVEL transmembrane domain containing 3 /// similar to CKLF-like MAR|7.89E-05 iNM_024217 /// XM_001476984
741 [Tribl itribbles homolog 1 (Drosophila) 7.89E-05 §NM_144549
742 jHaI ihistidine ammonia lyase 7.90E-05 iNM7010401
743 §Dhr53 idehydrogenase/reductase (SDR family) member 3 7.93E-05 iNM_011303
744 Bmil iBmil polycomb ring finger oncogene 8.02E-05 INM_007552
745 IMcartl imitochondrial carrier triple repeat 1 8.02E-05 iNM_001009949
‘adiponectin receptor 1 8.08E-05 iNM7028320
glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1 (gluta 8.10E-05 ‘NM_023168
ichromobox homolog 8 (Drosophila Pc class) 8.15E-05  NM_013926
‘ ollagen, type VI, alpha 2 8.16E-05 JNM_146007
\cD59a antigen 8.19E-05  NM_001111060 /// NM_0O7652
bone marrow stromal cell antigen 1 8.20E-05 NM_009763
NCK-associated protein1 8.28E-05  NM_016965

rmitin family homolog 2 (Drosophila)

8.31E-05

9.14E-05

9.21E-05

‘NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5

19.32E-05

'NM_146054

INM_026614




780  [Rhoc iras homolog gene family, member C 9.51E-05 INM_007484

781 iTng itransglutaminase 2, C polypeptide 9.59E-05 iNM_009373

782 1700102P08Rik IRIKEN cDNA 1700102P08 gene 9.60E-05 INM_053216

783 4931440B09Rik iRIKEN cDNA 4931440B09 gene 9.64E-05 ?NM_027644

784 |Slcla4 isolute carrier family 1 (glutamate/neutral amino acid transporter), member 4 9.64E-05 iNM7018861

785  |Tbcldl4 ITBC1 domain family, member 14 9.66E-05 INM_001113362 /// NM_001113364 /// NM_133910 /// XM_001475805
786 KIf6 iKruppeI—Iike factor 6 9.80E-05 iNM_011803

787 {Hsbpl iheat shock factor binding protein 1 9.83E-05 §NM_024219

788 Mpdz imultiple PDZ domain protein 9.83E-05 INM_010820

789 §Fdft1 ifarnesyl diphosphate farnesyl transferase 1 9.84E-05 iNM_010191

790  |Efcab2 {EF-hand calcium binding domain 2 9.87E-05 INM_026626

791 Tpm2 itropomyosin 2, beta 9.88E-05 INM_009416

792 iCfh /// LOC100048018 ‘complement component factor h /// similar to complement component factor H 9.89E-05 iNM7009888 /// XM_001479650

small EDRK-rich factor 2

iFIt3 interacting zinc finger protein 1

9.90E-05

9.91E-05

INM_011354

NM_001110328 /// NM_001110329 /// NM_001110330 /// NM_011813

‘activating transcription factor 7 interacting protein
‘ribophorin |

9.93E-05

‘NM_019426

zinc finger protein 36, type-like

N-acylethanolamine acid amidase

cytotoxic T lymphocyte-associated protein 2 beta

DNA segment, human D4S114

transglutaminase 2, C polypeptide

ring finger protein 114
catenin (cadherin associated protein), alpha 1

formin 2 /// similar to formin-2

DNA segment, Chr 16, ERATO Doi 472, expressed

nuclear receptor co-repressor 2

immunoglobulin heavy chain complex /// immunoglobulin heavy chain 2 (serum IgA

nidogen 1

growth factor receptor bound protein 10

yruvate dehydrogenase E1 alpha 1

fascin homolog 1, actin bundling protein (Strongylocentrotus purpuratus)

sphingomyelin phosphodiesterase, acid-like 3A

death-associated protein

myeloblastosis oncogene

aspartyl aminopeptidase

collagen, type XV, alpha 1

RIKEN cDNA 1810044D09 gene

sequence

1.12E-04




826 |Arpp21 icyclic AMP-regulated phosphoprotein, 21 1.13E-04 iNM7028755 /// NM_033264

827 iSypI isynaptophysin-like protein 1.14E-04 iNM_013635 /// NM_198710

828 Usp7 lubiquitin specific peptidase 7 1.16E-04 INM_001003918

829 Pfkm iphosphofructokinase, muscle 1.17E-04 INM_001163487 /// NM_001163488 /// NM_021514
830 |Rhoj iras homolog gene family, member J 1.18E-04 INM_023275

831 |Eifde ieukawotic translation initiation factor 4E 1.18E-04 iNM_OO7917 /// XM_001004193

832 Plek ipleckstrin 1.19E-04 iNM_019549

833 Hexa lhexosaminidase A 1.19E-04 §NM_010421

834 §Hnrnph2 iheterogeneous nuclear ribonucleoprotein H2 1.19E-04 iNM7019868

835 |- f=mm 1.19E-04 [---

836 §Acbd6 iacyI—Coenzyme A binding domain containing 6 1.19E-04 §NM_001145781 /// NM_026683 /// NM_028250
837 11190002H23Rik 'RIKEN cDNA 1190002H23 gene 1.19E-04 INM_025427

838  Pon3 iparaoxonase 3 1.19E-04 INM_173006

839 istlh2ad /// Histlh2an /// Hisihistone cluster 1, H2ad /// histone cluster 1, H2an /// histone cluster 2, H2aal 1.20E-04 ‘NM_013549 /// NM_019469 /// NM_175662 /// NM_178184 /// NM_178188 //|

irunt related transcription factor 2

1.20E-04

NM_001145920 /// NM_001146038 /// NM_009820

fibulin 1
‘WW, C2 and coiled-coil domain containing 2

1.20E-04

‘NM_010180

reticulon

dolichol kinase

matrix metallopeptidase 23
ATP/GTP binding protein-like 3
cytochrome c oxidase, subunit Vb

redicted gene 11793 /// heterogeneous nuclear ribonucleoprotein F
translocase of outer mitochondrial membrane 7 homolog (yeast)
phosphoglycerate mutase 1
NHP2 non-histone chromosome protein 2-like 1 (S. cerevisiae)

DEAH (Asp-Glu-Ala-Asp/His) box polypeptide 57
Sp110 nuclear body protein

golgi-specific brefeldin A-resistance factor 1
fibroblast growth factor 1

transmembrane protein 39a

RIKEN cDNA E330009J07 gene

CDC42 effector protein (Rho GTPase binding) 3
nuclear factor 1/X

zinc finger protein 503

tripartite motif-containing 31

ribosomal protein L14

recombination activating gene 1 activating protein 1

{purinergic receptor

1.32E-04




872  Smpdl isphingomyelin phosphodiesterase 1, acid lysosomal 1.34E-04 INM_011421

873 §KIk1 /// Klk1b5 ikallikrein 1 /// kallikrein 1-related peptidase b5 1.34E-04 iNM_OO8456 /// NM_010639
874  |Arsg larylsulfatase G 1.34E-04 INM_028710
875 OTTMUSG00000010657 ipredicted gene, OTTMUSG00000010657 1.34E-04 INM_001083918
876 1Yipf3 %Yipl domain family, member 3 1.35E-04 iNM7145353
877 |Apbb2 iamyloid beta (A4) precursor protein-binding, family B, member 2 1.35E-04 iNM_009686
878 Prkcb iprotein kinase C, beta 1.35E-04 iNM_008855
879 Hbpl 'high mobility group box transcription factor 1 1.35E-04 §NM_153198 /// NM_177993
880 iNucb1 inucleobindin 1 1.35E-04 INM_001163662 /// NM_008749
881  |Cd276 iCD276 antigen 1.36E-04 INM_133983
882  [Tmeml06a {transmembrane protein 106A 1.36E-04 INM_144830
imyelin basic protein 1.36E-04 INM_001025245 /// NM_001025251 /// NM_001025254 /// NM_001025255 ///
isingle-stranded DNA binding protein 1 1.36E-04 INM_028358 /// NM_212468
split hand/foot malformation (ectrodactyly) type 1 1.37E-04 ‘NM_009169
lsmall nucleolar RNA host gene (non-protein coding) 6 1.376-04  |NR_O24067

1.37E-04

linsulin-like growth factor binding protein 4 'NM_010517

:proline rich 15

myotubularin related protein 6

glycoprotein méb

complement component 1, r subcomponent /// complement component 1, r subcom

transmembrane 7 superfamily member 3

cytochrome P450, family 7, subfamily b, polypeptide 1

meteorin, glial cell differentiation regulator-like

WD repeat and SOCS box-containing 2

polymerase | and transcript release factor

immunoglobulin heavy chain complex /// Immunoglobulin heavy chain (gamma poly

crystallin, gamma S

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5

guanine nucleotide binding protein (G protein), gamma 12

redicted gene 9844 /// similar to thymosin, beta 10 /// thymosin, beta 10

CD151 antigen

integrin alpha X

ribosomal protein L13 /// Tax1 (human T-cell leukemia virus type 1) binding prot

transcription factor 12

erythroblast membrane-associated protein 1.49E-04 M_013848

carbohydrate sulfotransferase 12 1.49E-04 M_021528

M_001159555 /// NM_001159556 /// NM_001159557 /// NM_001159558 ///|

CD36 antigen 1.50E-04

-lIKe tyrosine




918 jAngptI4 iangiopoietin—like 4 1.51E-04 iNM7020581

919 §Eif2ak3 ieukawotic translation initiation factor 2 alpha kinase 3 1.51E-04 iNM_OlOlZl

920 Emp2 lepithelial membrane protein 2 1.52E-04 INM_007929

921 Slc2a9 isolute carrier family 2 (facilitated glucose transporter), member 9 1.52E-04 INM_001012363 /// NM_001102414 /// NM_001102415 /// NM_145559
922 |Enophl §enolase—phosphatase 1 1.53E-04 iNM7001163035 /// NM_026421 /// NR_027990
923  |Gstm5 iglutathione S-transferase, mu 5 1.53E-04 INM_010360

924  Selp iselectin, platelet 1.53E-04 INM_011347

925 Rnf7 iring finger protein 7 1.53E-04 §NM_011279

926  |Laspl iLIM and SH3 protein 1 1.54E-04 INM_010688

927  |Fech iferrochelatase 1.55E-04 INM_007998

928 §Prpf3 iPRPS pre-mRNA processing factor 3 homolog (yeast) 1.55E-04 §NM_027541

929 {Dcafll 'DDB1 and CUL4 associated factor 11 1.55E-04 iNM_133734

‘fatty acyl CoA reductase 1

1.57E-04

INM_026143 /// NM_027379

adenylate cyclase 9

'E2F transcription factor 4

1.58E-04

1.60E-04

INM_009624

NM_148952

‘hairy and enhancer of split 1 (Drosophila)
‘WNK lysine deficient protein kinase 1

1.61E-04

‘NM_008235

istocompatibility 2, class

antigen E alpha

NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1
tumor necrosis factor (ligand) superfamily, member 10

peroxisomal biogenesis factor 16

mastermind like 1 (Drosophila)

phosphoprotein enriched in astrocytes 15A

teashirt zinc finger family member 1

eukaryotic translation initiation factor 2 alpha kinase 1

steine and histidine rich 1

TMEM9 domain family, member B
zinc finger RNA binding protein

phospholipase C, epsilon 1

actin-binding LIM protein 1

family with sequence similarity 13, member B

calcitonin receptor-like

ribosomal protein L14

nucleosome assembly protein 1-like 1

tripartite motif-containing 44

heat shock protein 1B

microsomal triglyceride transfer protein

1.80E-04




964 |{A2m /// LOC677369 lalpha-2-macroglobulin /// hypothetical protein LOC677369 1.83E-04 iNM7175628 /// XR_005046

965  |Prssl6 iprotease, serine, 16 (thymus) 1.83E-04 INM_019429

966  |Cdc42sel ICcDC42 small effector 1 1.83E-04 INM_001038708 /// NM_172395

967 Itsnl lintersectin 1 (SH3 domain protein 1A) 1.83E-04 INM_001110275 /// NM_001110276 /// NM_010587

968 |Spredl §sprouty protein with EVH-1 domain 1, related sequence 1.83E-04 iNM7033524

969 1Smo ismoothened homolog (Drosophila) 1.85E-04 iNM_176996

970 Gprl37b /// Gpr137b-ps /// LO?G protein-coupled receptor 137B /// G protein-coupled receptor 137B, pseudogene |1.86E-04 iNM_031999 /// NR_003568 /// XM_001473441 /// XR_001658
971 |Sharpin ISHANK-associated RH domain interacting protein 1.87E-04 §NM_025340

972 §Fadsl ifatty acid desaturase 1 1.87E-04 iNM7146094

973 §1810026J23Rik iRIKEN cDNA 1810026J23 gene 1.88E-04 iNM_178619

974  |BCO56474 IcDNA sequence BC056474 1.88E-04 INM_001001493

975 §0610007P08Rik ?RIKEN cDNA 0610007P08 gene 1.89E-04 iNM_001013608 /// NM_023507

976  Ube2d2 ‘ubiquitin-conjugating enzyme E2D 2 1.89E-04 INM_019912

977 methionine adenosyltransferase 11, alpha 1.90E-04 ‘NM_145569

978  |LOC100044953 /// Ppplcb  isimilar to protein phosphatase 1 /// protein phosphatase 1, catalytic subunit, b |1.91E-04  |NM_172707 /// XR_031192
979 exo2 'REX2, RNA exonuclease 2 homolog (S. cerevisiae) 1.91E-04

transmembrane protein 50B

‘NM_024233

protein tyrosine phosphatase, receptor type,

malignant fibrous histiocytoma amplified sequence 1
tubby-like protein 3

FERM, RhoGEF and pleckstrin domain protein 2
poliovirus receptor-related 4

scavenger receptor class A, member 3

DiGeorge syndrome critical region gene 2
bromodomain adjacent to zinc finger domain, 2A
serpinel mRNA binding protein 1

sp (abnormal spindle)-like, microcephaly associated (Drosophila)
CD83 antigen
cytochrome b5 reductase 3
hydrogen voltage-gated channel 1
ATPase, H+ transporting, lysosomal V1 subunit B2

mitogen-activated protein kinase kinase kinase kinase 4

S100 calcium binding protein A8 (calgranulin A)

ATP-binding cassette, sub-family B (MDR/TAP), member 1A
translocase of outer mitochondrial membrane 7 homolog (yeast)

olute carrier family 25, member 36
regulator of G-protein signaling 2
tumor necrosis factor receptor superfamily, member l1a

tribbles homolog 2 (Drosophila)

2.10E-04

M_144551 /// XM_001474232 /// XM_001480364




1010 |BC004004 icDNA sequence BC004004 2.11E-04 INM_030561

1011 iLarge §Iike-glycosyltransferase 2.11E-04 iNM_010687

1012 |LOC100048071 /// Tex21 isimilar to tsec-2 /// testis expressed gene 21 2.12E-04 §NM_001159532 /// NM_019784 /// XR_034206
1013 |Ldoc1ll lleucine zipper, down-regulated in cancer 1-like 2.13E-04 INM_177630

1014  |Krt18 ikeratin 18 2.14E-04 INM_010664

1015 |Myolg imyosin 1G 2.14E-04 INM_178440

1016 |Srprb isignal recognition particle receptor, B subunit 2.15E-04 iNM_009275

1017 |Atp2a3 IATPase, Ca++ transporting, ubiquitous 2.15E-04 §NM_001163336 /// NM_001163337 /// NM_016745
1018  |--- - 2.19E-04 -

1019 §Msi2 iMusashi homolog 2 (Drosophila) 2.21E-04 iNM_054043 /// XM_001471946

1020 |Cox5b icytochrome ¢ oxidase, subunit Vb 2.21E-04 INM_009942

1021  [Evl /// LOC100047333 {Ena-vasodilator stimulated phosphoprotein /// similar to Ena-VASP-like 2.22E-04 iNM_001163394 /// NM_001163395 /// NM_001163396 /// NM_007965 /// XM

ipotassium channel modulatory factor 1

2.22E-04

INM_019715 /// XM_001477544

deleted in lymphocytic leukemia, 2

iKruppel-like factor 9

2.23E-04

2.24E-04

‘NR_028264 /// XM_001000367 /// XM_981454

NM_010638 /// XM_001479552

isolute carrier family 39 (metal ion transporter), member 8
‘testis expressed gene 261

2.26E-04

'NM_001135149 /// NM_001135150 /// NM_026228

upstream binding protein

CUG triplet repeat, RNA binding protein 1
RIKEN cDNA A430107D22 gene

roundabout homolog 1 (Drosophila)

tumor necrosis factor (ligand) superfamily, member 12 /// tumor necrosis factor

transglutaminase 2, C polypeptide

pleckstrin homology domain containing, family A member 7

Spi-C transcription factor (Spi-1/PU.1 related)

solute carrier organic anion transporter family, member 5A1

roprotein convertase subtilisin/kexin type 7

translocating chain-associating membrane protein 1

transmembrane protein 42

adiponectin, C1Q and collagen domain containing

mitogen-activated protein kinase kinase kinase 1

myotubularin related protein 6

inositol (myo)-1(or 4)-monophosphatase 2

receptor accessory protein 6
ChaC, cation transport regulator homolog 2 (E. coli)

hosphoinositide-3-kinase, catalytic, gamma polypeptide

secreted acidic cysteine rich glycoprotein

eukaryotic translation initiation factor 4E member 3

RIKEN cDNA 1810031K17 gene

2.43E-04




1056 [Pim2 iproviral integration site 2 2.44E-04 iNM7138606

1057 iHigdlC /// Mettl7al /// Mettl7a§HIGl domain family, member 1C /// methyltransferase like 7A1 /// methyltransfera {2.45E-04 iNM_001002900 /// NM_027334 /// NM_199477
1058 |Sri Isorcin 2.45E-04 INM_001080974 /// NM_025618
1059 (Ctsb icathepsin B 2.46E-04 INM_007798

1060 | Tmsh4x §thymosin, beta 4, X chromosome 2.48E-04 iNM7021278

1061 |A030009HO4Rik iRIKEN cDNA AO30009H04 gene 2.48E-04 iNM_020591 /// NR_027827
1062 |Hnrnphl iHeterogeneous nuclear ribonucleoprotein H1 2.48E-04 iNM_021510

1063 Pitpnm2 iphosphatidylinositol transfer protein, membrane-associated 2 2.49E-04 §NM_011256

1064  Myst2 IMYST histone acetyltransferase 2 2.50E-04 INM_177619

1065 CIn6 iceroid-lipofuscinosis, neuronal 6 2.50E-04 INM_001033175

1066 |Fcgr2b IFc receptor, 1gG, low affinity I11b 2.50E-04 INM_001077189 /// NM_010187

§g|utaminy|—peptide cyclotransferase-like

2.52E-04

INM_026111

ired1 (required for cell differentiation) homolog 1 (S. pombe)

2.53E-04

INM_021383

glucosamine-6-phosphate deaminase 1

iphosphatidylinositol-4-phosphate 5-kinase, type 1 beta

2.55E-04

2.55E-04

INM_011937

NM_008846

isimilar to Spindlin 1 /// spindlin 1
:Duffy blood group, chemokine receptor

2.56E-04

'NM_011462 /// NM_146043 /// XM_001475418 /// XM_001475434

Cl

prosaposin

regulator of calcineurin 2

SH3-domain binding protein 5 (BTK-associated)

mediator complex subunit 26

DnaJ (Hsp40) homolog, subfamily B, member 1

prostaglandin E synthase 3 (cytosolic)

excision repair cross-complementing rodent repair deficiency, complementation gr

xpressed sequence Al462493

chromobox homolog 1 (Drosophila HP1 beta)

BMP and activin membrane-bound inhibitor, homolog (Xenopus laevis)

ectonucleoside triphosphate diphosphohydrolase 1

heterogeneous nuclear ribonucleoprotein A1

synaptosomal-associated protein 23

PAX interacting (with transcription-activation domain) protein 1

RNA binding motif protein 7

DiGeorge syndrome critical region gene 6

hydroxysteroid (17-beta) dehydrogenase 4

wingless-related MMTV integration site 5B

junction protein

2.83E-04




1102 |Gpr133 |G protein-coupled receptor 133 2.86E-04 iNM7001081342
1103 iKctle ipotassium channel tetramerisation domain containing 10 2.86E-04 iNM_001159941 /// NM_026145
1104 |Pitpncl iphosphatidylinositol transfer protein, cytoplasmic 1 2.87E-04 §NM_145823
1105 |Ppic ipeptidylprolyl isomerase C 2.87E-04 INM_008908
1106 Hifla %hypoxia inducible factor 1, alpha subunit 2.88E-04 iNM7010431
1107 |Wdr75 WD repeat domain 75 2.88E-04 INM_028599
1108 |--- - 2.90E-04 |---

1109 |Picalm iphosphatidylinositol binding clathrin assembly protein 2.91E-04 §NM_146194
1110 [S100a6 iS100 calcium binding protein A6 (calcyclin) 2.91E-04 INM_011313
1111  |Osrl iodd-skipped related 1 (Drosophila) 2.92E-04 INM_011859
1112  |Pedhb21 iprotocadherin beta 21 2.94E-04 INM_053146

IRmi1

RMI1, RecQ mediated genome instability 1, homolog (S. cerevisiae)

2.94E-04 INM_028904

‘3—hyd roxyisobutyrate dehydrogenase

2.95E-04 INM_145567

phosphatidylinositol-5-phosphate 4-kinase, type 11, alpha

iplatelet derived growth factor, B polypeptide

2.95E-04 ‘NM_OO8845

2.95E-04 NM_011057

‘phospholipid scramblase 1
'ATP-binding cassette, sub-family C (CFTR/MRP), member 5

2.95E-04 ‘NM_011636

ransmembrane protein

serum deprivation response
RAB, member of RAS oncogene family-like 3

predicted gene 9844 /// thymosin, beta 10

chemokine (C-X-C motif) ligand 16

erythrocyte protein band 4.1-like 1
CD97 antigen

RIKEN cDNA 4933407N01 gene

diaphanous homolog 2 (Drosophila)

CD53 antigen
major facilitator superfamily domain containing 1

ubiquitin protein ligase E3 component n-recognin 5

proline-serine-threonine phosphatase-interacting protein 2

adaptor protein complex AP-2, mul

RIKEN cDNA 4930471M23 gene

beta galactoside alpha 2,6 sialyltransferase 1
RIKEN cDNA 4930579C15 gene

ring finger protein 130

3.30E-04




1148 jMxraB imatrix—remodelling associated 8 3.31E-04 iNM7024263
1149 iNaplIl inucleosome assembly protein 1-like 1 3.32E-04 iNM_001146707 /// NM_015781
1150 [Synel isynaptic nuclear envelope 1 3.33E-04 §NM_001079686 /// NM_022027 /// NM_153399
1151 (Gnl2 /// LOC633966 iguanine nucleotide binding protein-like 2 (nucleolar) /// similar to guanine nuc 3.34E-04 INM_145552 /// XM_908539
1152 Selll isel-1 suppressor of lin-12-like (C. elegans) 3.36E-04 iNM7001039089 /// NM_011344
1153 [Histlh4a /// Histlh4b /// Histl\ihistone cluster 1, H4a /// histone cluster 1, H4b /// histone cluster 1, H4c /// 3.37E-04 iNM_153173 /// NM_175656 /// NM_175657 /// NM_178192 /// NM_178193 //|
1154 Bgn ibiglycan 3.38E-04 INM_007542
1155 |2810055F11Rik 'RIKEN cDNA 2810055F11 gene 3.39E-04 INM_026038
1156 |Mrpl15 imitochondrial ribosomal protein L15 3.39E-04 INM_025300
1157 §Cndp2 iCNDP dipeptidase 2 (metallopeptidase M20 family) 3.39E-04 iNM_023149
ichemokine (C-X-C motif) ligand 1 3.41E-04 INM_008176

1158 Cxcll

iceruloplasmin

3.41E-04 INM_001042611 /// NM_007752

‘abhydrolase domain containing 3

3.41E-04 INM_134130

ubiquitin-like domain containing CTD phosphatase 1

ibicaudal C homolog 1 (Drosophila)

3.42E-04 ‘NM_024475

3.42E-04 NM_031397

‘pyridoxal—dependent decarboxylase domain containing 1
‘trafficking protein particle complex 4

3.46E-04 'NM_001039533 /// NM_053181
3.46E-04

imyeloblastosis oncogene

macrophage scavenger receptor 1

histocompatibility 2, class Il antigen A, alpha
ubiquitin-conjugating enzyme E2D 1, UBC4/5 homolog (yeast)

dynein light chain LC8-type 1 /// predicted gene 6788

transmembrane protein 183A
predicted gene 13305 /// predicted gene 2002 /// interleukin 11 receptor, alpha

intersectin 1 (SH3 domain protein 1A)

histone cluster 1, H2ad /// histone cluster 1, H2an /// histone cluster 2, H2aal

carbonic anhydrase 2

insulin receptor

Unc-51 like kinase 2 (C. elegans)

histone cluster 1, H1t

huntingtin interacting protein 1

ribosomal protein L14

ADP-ribosylation factor 2

lymphocyte cytosolic protein 1

RUN and SH3 domain containing 1

nuclear receptor interacting protein 1

serine (or cysteine) peptidase inhibitor, clade B, member 6a

uroplakin 3B

3.50E-04

3.82E-04




1194  |Ccdc71 icoiled-coil domain containing 71 3.85E-04 INM_133744
1195 §Ub62d3 iubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 3.86E-04 iNM_025356
1196 |Carl2 icarbonic anyhydrase 12 3.89E-04 INM_178396
1197  Msin imesothelin 3.89E-04 INM_018857
1198 MobkI3 MOB1, Mps One Binder kinase activator-like 3 (yeast) 3.90E-04 iNM7025283
1199 |Txndcl7 ithioredoxin domain containing 17 3.91E-04 INM_026559
1200 |Ehd1l iEH—domain containing 1 3.92E-04 iNM_010119
1201 Cpeb3 icytoplasmic polyadenylation element binding protein 3 3.93E-04 §NM_198300
1202 |Dnmtl 'DNA methyltransferase (cytosine-5) 1 3.93E-04 INM_010066
1203 §Marcks imyristoylated alanine rich protein kinase C substrate 3.94E-04 iNM_OO8538
1204 §Mg|1 imacrophage galactose N-acetyl-galactosamine specific lectin 1 3.95E-04 §NM_010796
1205 |Sdc4 isyndecan 4 3.96E-04 INM_011521
1206 jBrdt ‘bromodomain, testis-specific 3.97E-04 iNM7001079873 /// NM_054054
lysosomal-associated protein transmembrane 5 3.97E-04 ‘NM_010686
ineuron specific gene family member 2 398E—O4 NM_008741 77777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777
ivesicle transport through interaction with t-SNAREs 1B homolog 3.99E-04 'NM_016800
igelsolin 4.02E-04  INM_146120
methionine adenosyltransferase 11, alpha 4.04E-04 NM_145569
complement component 3a receptor 1 4.05E-04  |NM_OO977O
poxia inducible factor 1, alpha subunit 4.05E-04 3NM_010431

droxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 7

iceruloplasmin

14.39E-04

4.29E-04

4.32E-04

{NM_001042611 /// NM_007752




1240 |Abca3 {ATP-binding cassette, sub-family A (ABC1), member 3 4.39E-04 iNM7001039581 /// NM_013855

1241 iSeIpIg iselectin, platelet (p-selectin) ligand 4.40E-04 iNM_009151

1242  |Mmp3 Imatrix metallopeptidase 3 4.42E-04 INM_010809

1243 [Tancl ‘tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1 4.42E-04 INM_198294

1244 Plac8 iplacenta-specific 8 4.42E-04 INM_139198

1245 |GmM12617 ipredicted gene 12617 4.43E-04 |XM_001000017

1246 |C730025P13Rik iRIKEN cDNA C730025P13 gene 4.44E-04 iNM_177344

1247 \Gmfg iglia maturation factor, gamma 4.44E-04 §NM_001039192 /// NM_022024

1248  |Ndstl §N—deacetylase/N—suIfotransferase (heparan glucosaminyl) 1 4.46E-04 INM_008306

1249 §LOC676654 /// Lyn isimilar to Yamaguchi sarcoma viral (v-yes-1) oncogene homolog /// Yamaguchi sarc|4.48E-04 iNM_001111096 /// NM_010747 /// XM_991890

1250 |Cdca7 icell division cycle associated 7 4.48E-04 INM_025866

1251  |Ovgpl loviductal glycoprotein 1 4.53E-04 INM_007696

1252  |Fxyd5 {FXYD domain-containing ion transport regulator 5 4.53E-04 INM_001111073 /// NM_008761

1253 |Uncl3b unc-13 homolog B (C. elegans) 4.56E-04 ‘NM_001081413

1254 |2310044H10RKk | IRIKEN cDNA 2310044H10 gene 456E-04  |NM_197991
1255 |Cdol ysteine dioxygenase 1, cytosolic 4.57E-04 JNM_033037

1256 |Rab23 IRAB23, member RAS oncogene famity 457E-04  |NM_001159729 /// NM_0O8999
1257 |Bgn biglycan 4.59E-04 NM_007542

4.61E-04

ubulin, beta 5
dolase A, fructose-bisphosphate

ratocarcinoma-derived growth factor 1

ver glycogen phosphorylase

pastic paraplegia 20, spartin (Troyer syndrome) homolog (human)
uclear transcription factor, X-box binding 1
umor protein D52

‘pre B-cell leukemia transcription factor 1

4.62E-04

4.93E-04

4.97E-04

|5.03E-04

NM_010517
INM_053202

{NM_008783 /// NM_183355




1286 |Tulp3 itubby-like protein 3 5.04E-04 INM_011657

1287 |Epnl lepsin 1 5.04E-04 INM_010147

1288 |Zcche3 izinc finger, CCHC domain containing 3 5.07E-04 INM_175126

1289 [KIf9 {Kruppel-like factor 9 5.09E-04 INM_010638 /// XM_001479552
1290 |A1324046 /// Igh /// 1gh-6 /// liexpressed sequence Al324046 /// immunoglobulin heavy chain complex /// immunc|5.10E-04 IXM_001473588 /// XM_001473698 /// XM_001477926 /// XM_001477938 ///
1291 |Tcergl itranscription elongation regulator 1 (CA150) 5.10E-04 iNM_001039474

1292 |Ahcyl2 iS—adenosthomocysteine hydrolase-like 2 5.11E-04 iNM_021414

1293 |Limal ILIM domain and actin binding 1 5.13E-04 §NM_001113545 /// NM_023063
1294  Semadg isema domain, immunoglobulin domain (lg), transmembrane domain (TM) and short;5.14E-04 INM_011976

1295 §Plau iplasminogen activator, urokinase 5.16E-04 iNM_OO8873

1296 |Bgn ibiglycan 5.16E-04 INM_007542

1297 Ceacam10 §carcinoembryonic antigen-related cell adhesion molecule 10 5.19E-04 iNM_007675

‘asparagine—linked glycosylation 9 homolog (yeast, alpha 1,2 mannosyltransferase)

5.20E-04 INM_133981

zinc finger protein 87

ipredicted gene 6159 /// heterogeneous nuclear ribonucleoprotein R

5.21E-04 ‘NM_133228

5.21E-04 NM_028871 /// XR_030753

‘plexin domain containing 1
‘nuclear cap binding protein subunit 2

5.22E-04 'NM_001163608 /// NM_028199

ranslocating chain-associating membrane protein

mitochondrial ribosomal protein L44
tubulin, beta 2A

ribosomal protein L37a

methionine aminopeptidase 2

small nuclear ribonucleoprotein polypeptide A

alcohol dehydrogenase 5 (class I11), chi polypeptide

spastic paraplegia 11

ctonucleoside triphosphate diphosphohydrolase 1

solute carrier family 35, member A5
clusterin associated protein 1

uncoupling protein 2 (mitochondrial, proton carrier)

CCAAT/enhancer binding protein (C/EBP), delta

transmembrane protein 176A

DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
mitogen-activated protein kinase kinase kinase 7

RIKEN cDNA 6720475J19 gene

aldo-keto reductase family 1, member C13

myelin basic protein

COX19 cytochrome c oxidase assembly homolog (S. cerevisiae)

-ripose polymerase

5.49E-04




1332 [Tcebl itranscription elongation factor B (S111), polypeptide 1 5.52E-04 iNM7026456

1333 ilfi202b iinterferon activated gene 202B 5.52E-04 iNM_OO8327 /// NM_011940

1334 |Lgalsl llectin, galactose binding, soluble 1 5.54E-04 INM_008495

1335 Wdr48 ‘WD repeat domain 48 5.56E-04 INM_026236

1336 |lI6st iinterleukin 6 signal transducer 5.57E-04 INM_010560

1337 |Fhod3 iformin homology 2 domain containing 3 5.60E-04 iNM_175276

1338 |Ppp6c iprotein phosphatase 6, catalytic subunit 5.62E-04 iNM_024209

1339 |Rps21 iribosomal protein S21 5.62E-04 §NM_025587

1340 [Elofl ielongation factor 1 homolog (ELF1, S. cerevisiae) 5.63E-04 INM_170777

1341 §Spcsl isignal peptidase complex subunit 1 homolog (S. cerevisiae) 5.65E-04 iNM_026911

1342 §Tgtp /// Tgtp2 iT—ceII specific GTPase /// T-cell specific GTPase 2 5.66E-04 iNM_001145164 /// NM_011579 /// XR_031267
1343 Nchp2 inuclear cap binding protein subunit 2 5.68E-04 iNM_026554

1344 |Gm5931 /// Ube2i ‘ubiquitin—conjugating enzyme E21 pseudogene /// ubiquitin-conjugating enzyme E21/5.69E-04 iNM7011665 /// XM_620954 /// XM_980111
1345 Fkbp15 FK506 binding protein 15 5.69E-04 ‘NM_001045528 /// XM_485391 /// XM_982256

5.74E-04

NM_015771 /// NM_153382

influenza virus NS1A binding protein

5.75E-04

5.77E-04

'NM_053171

INM_001039511 /// NM_001039512 /// NM_054102

importin 4

5.80E-04

5.80E-04

NM_024267

INIMA (never in mitosis gene a)-related expressed kinase 7

omplement component 1, q subcomponent, alpha polypeptide
redicted gene 13611 /// predicted gene 4604 /// similar to Rpl36 protein /// ri
TE20-like kinase (yeast)

atural killer tumor recognition sequence

mphocyte antigen 6 complex, locus A

ephroblastoma overexpressed gene

ndothelial-specific receptor tyrosine kinase

5.82E-04

6.09E-04

6.13E-04

|6.25E-04

INM_021605




Tbrgl itransforming growth factor beta regulated gene 1 6.26E-04 iNM7025289
§Ca5p4 icaspase 4, apoptosis-related cysteine peptidase 6.27E-04 iNM_OO7609
Repinl ireplication initiator 1 6.27E-04 INM_001079901 /// NM_001079902 /// NM_001079903 /// NM_001079904 ///|
Blvra ibiliverdin reductase A 6.28E-04 INM_026678
Pcmtd1 §protein—L—isoaspartate (D-aspartate) O-methyltransferase domain containing 1 6.28E-04 iNM7183028
IPigc iphosphatidylinositol glycan anchor biosynthesis, class C 6.29E-04 §NM_001039045 /// NM_026078
BC013712 icDNA sequence BC013712 6.29E-04 §NM_001033308
1Gm568 ipredicted gene 568 6.29E-04 1———
jErIinl iER lipid raft associated 1 6.30E-04 iNM7001164359 /// NM_001164360 /// NM_145502
Rab14 IRAB14, member RAS oncogene family 6.31E-04 INM_026697
1Zfpaas izinc finger protein 445 6.31E-04 INM_173364
{Tbcld10a ‘TBC1 domain family, member 10a 6.33E-04 INM_134023
|Serpinbla iserine (or cysteine) peptidase inhibitor, clade B, member 1a 6.33E-04 iNM7025429
apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 6.34E-04 ‘NM_001134391 /// NM_031159
lprotocadherin beta9 6.41E-04  NM_053134
LKS/RAB6-interacting/CAST family member 1 6.43E-04 JNM_053204 /// NM_178085
inudix (nucleoside diphosphate linked moiety X)-type motif 13 6.45E-04  NM_026341
BCL2/adenovirus E1B interacting protein 2 6.47E-04 NM_001008238 /// NM_016787
interleukin 1 receptor antagonist 6.49E-04  NM_001039701 /// NM_001159562 /// NM_031167

‘leptin receptor overlapping transcript

6.50E-04

6.72E-04

6.88E-04

16.99E-04

'NM_011354

INM_175036




1424 szrcl iproline/serine—rich coiled-coil 1 7.04E-04 iNM7019976

1425 iPrkra iprotein kinase, interferon inducible double stranded RNA dependent activator 7.07E-04 iNM_011871

1426 |{Lmbrl {limb region 1 7.07E-04 INM_020295

1427  Pkd2 ipolycystic kidney disease 2 7.10E-04 INM_008861

1428 TrappclO %traf‘ficking protein particle complex 10 7.11E-04 iNM7001081055

1429 |Luzpl lleucine zipper protein 1 7.11E-04 INM_024452

1430 [Gmppa iGDP—mannose pyrophosphorylase A 7.13E-04 iNM_133708

1431 Tspyl4 ITSPY-like 4 7.13E-04 INM_030203

1432  |Cdk5rapl {CDKS5 regulatory subunit associated protein 1 7.13E-04 INM_025876

1433 §Gatad23 iGATA zinc finger domain containing 2A 7.14E-04 iNM_001113345 /// NM_001113346 /// NM_145596
1434 |Anapc5 lanaphase-promoting complex subunit 5 7.15E-04 INM_001042491 /// NM_021505
1435  |Nubl §negative regulator of ubiquitin-like proteins 1 7.20E-04 iNM_016736

monooxygenase, DBH-like 1

7.21E-04

INM_021509

aldo-keto reductase family 1, member B3 (aldose reductase)

insulin receptor substrate 2

7.22E-04
7.22E-04

INM_009658
NM_001081212

eneral transcription factor I11C, polypeptide 6, alpha

histone cluster 1, H2bc

7.24E-04
7.25E-04

‘NM_026113

INM_023422

annexin A3

centrosomal protein 250

7.30E-04

7.31E-04

NM_013470

‘Kruppel-like factor 2 (lung)

istamine N-methyltransferase

eroxisomal biogenesis factor 19
Idehyde dehydrogenase 4 family, member Al

hosphatidylinositol glycan anchor biosynthesis, class H

taxin 2 binding protein 1

pioid growth factor receptor-like 1

epatitis B virus x interacting protein

tenin (cadherin associated protein), alpha 1

erine (or cysteine) peptidase inhibitor, clade I, member 1

7.33E-04

7.64E-04

7.70E-04

|7.82E-04

NM_001129999 /// NM_001130000 /// NM_008383 /// NM_177217
INM_080462

{NM_008452




1470 ijemlOGc itransmembrane protein 106C 7.84E-04 iNM7201359
1471 |Gm98 ipredicted gene 98 7.84E-04 INM_001033481 /// XM_359374 /// XM_888586 /// XM_981099
1472 |Zkscanl4 izinc finger with KRAB and SCAN domains 14 7.86E-04 INM_023322
1473 [Iffo2 lintermediate filament family orphan 2 7.87E-04 INM_183148
1474 | Trim30 %tripartite motif-containing 30 7.88E-04 iNM7009099
1475 |Pign iphosphatidylinositol glycan anchor biosynthesis, class N 7.92E-04 iNM_013784
1476 |Psmg3 iproteasome (prosome, macropain) assembly chaperone 3 7.94E-04 iNM_025604
1477  |Entpd7 lectonucleoside triphosphate diphosphohydrolase 7 7.98E-04 §NM_053103
1478 Famllla ifamily with sequence similarity 111, member A 7.98E-04 INM_026640
1479 [Ctss icathepsin S 7.99E-04 INM_021281
1480 |Coro2b icoronin, actin binding protein, 2B 8.02E-04 INM_175484
1481 |Rnf123 iring finger protein 123 8.02E-04 INM_032543

‘bone morphogenetic protein receptor, type 1A

8.03E-04

INM_009758

additional sex combs like 1 (Drosophila)

ipipecolic acid oxidase

8.05E-04

8.10E-04

INM_001039939

NM_008952

inuclear paraspeckle assembly transcript 1 (non-protein coding)
‘H2A histone family, member X

8.12E-04

'NR_003513 /// XR_035481 /// XR_035482

receptor transporter protein

predicted gene 10333 /// nuclear transport factor 2

stearoyl-Coenzyme A desaturase 2

KRAB-A domain containing 1

insulin-like growth factor binding protein 7

inhibin beta-B /// similar to Inhbb protein

nitrilase family, member 2

ArfGAP with FG repeats 1

mphatic vessel endothelial hyaluronan receptor 1

zinc finger protein 30
voltage-dependent anion channel 1

solute carrier family 38, member 1

ibromodulin

coatomer protein complex, subunit gamma 2, antisense 2

TNF receptor-associated factor 6

phospholipase B domain containing 2

forkhead box P1

mphocyte antigen 86

a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin ty

tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, theta

RNA binding motif protein 8a

8.69E-04

M_001102407 /// NM_025875




1516 ijix inuclear factor 1/X 8.77E-04 iNM7001081981 /// NM_001081982 /// NM_010906

1517 iCth ichaperonin containing Tcpl, subunit 2 (beta) 8.78E-04 iNM_OO7636

1518 |Fyb IFYN binding protein 8.81E-04 INM_011815

1519  Prmt7 iprotein arginine N-methyltransferase 7 8.83E-04 INM_145404

1520 Gm12501 /// LOC676549 /// SiiSIVAL, apoptosis-inducing factor pseudogene /// similar to CD27-binding (Siva) p |8.84E-04 iNM7001161737 /// NM_013929 /// XR_032348 /// XR_033889 /// XR_034306|
1521 |Pebpl §phosphatidylethanolamine binding protein 1 8.86E-04 iNM_018858

1522 |--- — 8.86E-04 -

1523 |Zc3hlla izinc finger CCCH type containing 11A 8.87E-04 §NM_144530

1524 |AF251705 icDNA sequence AF251705 8.88E-04 INM_134158

1525  |Xbpl iX-box binding protein 1 8.88E-04 INM_013842

1526 Plat iplasminogen activator, tissue 8.89E-04 INM_008872

1527  Zfp451 izinc finger protein 451 8.91E-04 INM_133817

1528 |Abca8a ‘ATP—binding cassette, sub-family A (ABC1), member 8a 8.95E-04 iNM7153145

1529 m11847 /// Gm6793 /// Hnrn;predicted gene 11847 /// heterogeneous nuclear ribonucleoprotein A3 pseudogene //8.99E-04 ‘NM_053263 /// NM_146130 /// NM_198090 /// XM_895041 /// XM_897632 //.

linterferon, alpha-inducible protein 27 like 2A

9.00E-04 NM_029803

i3-oxoacid CoA transferase 1

‘histocompatibility 2, class Il antigen E beta

9.01E-04

‘NM_024188

DNA methyltransferase 3B
excision repaiross-complementing rodent repair deficiency, complementation group

fibronectin 1

ysosomal-associated membrane protein 2

zinc finger CCCH type containing 11A

RIKEN cDNA 1190002N15 gene /// hypothetical protein LOC100044725

biquitin specific peptidase 25

epidermal growth factor receptor
complement component 1, r subcomponent

heterogeneous nuclear ribonucleoprotein U

zinc finger protein 704

adenylate kinase 1

WD and tetratricopeptide repeats 1

coatomer protein complex subunit alpha

PR domain containing 5

cDNA sequence BC003331

single-stranded DNA binding protein 3

core 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase

9.56E-04




1562 |Dgcr2 iDiGeorge syndrome critical region gene 2 9.60E-04 iNM7001109750 /// NM_010048

1563 |Cd44 iCD44 antigen 9.62E-04 INM_001039150 /// NM_001039151 /// NM_009851
1564 |Rnf160 iring finger protein 160 9.62E-04 INM_001081068

1565 [Kcnab3 ipotassium voltage-gated channel, shaker-related subfamily, beta member 3 9.63E-04 INM_010599

1566 |Nxn inucleoredoxin 9.66E-04 INM_008750

1567 |Runxl irunt related transcription factor 1 9.70E-04 §NM_001111021 /// NM_001111022 /// NM_001111023 /// NM_009821
1568 |Inpp5k iinositol polyphosphate 5-phosphatase K 9.73E-04 iNM_008916

1569 Mgl imonoglyceride lipase 9.75E-04 §NM_011844

1570 jMIIl imyeloid/lymphoid or mixed-lineage leukemia 1 9.76E-04 iNM7001081049

1571 §thcl iFH2 domain containing 1 9.79E-04 iNM_001033301

1572 §Ric8 iresistance to inhibitors of cholinesterase 8 homolog (C. elegans) 9.81E-04 §NM_053194

1573 |Gaint4 §UDP—N—acetyI—aIpha—D—gaIactosamine:polypeptide N-acetylgalactosaminyltransferase;9.82E-04 iNM_015737

‘asp (abnormal spindle)-like, microcephaly associated (Drosophila) 9.85E-04 iNM7009791

actin, gamma, cytoplasmic 1 9.85E-04 ‘NM_009609

itwisted gastrulation homolog 1 (Drosophila) 9.87E-04 NM_023053

‘tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, epsilor;9.87E-04 'NM_009536
‘guanine nucleotide binding protein (G protein), gamma 12

iGeorge syndrome critical region gene

solute carrier family 2, (facilitated glucose transporter), member 8
golgi SNAP receptor complex member 1

EP300 interacting inhibitor of differentiation 1

FIC domain containing

Harvey rat sarcoma oncogene, subgroup R

fatty acid desaturase 3

ATP synthase, H+ transporting, mitochondrial FO complex, subunit F

ADP-dependent glucokinase

phosphatidylinositol 4-kinase type 2 alpha

zinc finger protein 451

transmembrane and ubiquitin-like domain containing 2

zinc finger protein 105

zinc finger, AN1 type domain 2B
RIKEN cDNA 4930579J09 gene

CUG triplet repeat, RNA binding protein 2

origin recognition complex, subunit 6-like (S. cerevisiae)

predicted gene 11263 /// predicted gene 13654 /// similar to ribosomal protein S

actin related protein 2/3 complex, subunit 1B 1.04E-03

\adaptor-related protein complex




1608 |BCO06779 icDNA sequence BC006779 1.04E-03 INM_183162

1609 ithddl irhomboid domain containing 1 1.04E-03 iNM_001122685 /// NM_029777

1610 |Hspal4d iheat shock protein 14 1.04E-03 INM_015765

1611 (Bcl2I15 iBCLIZ—Iike 15 1.04E-03 ?NM_001142959 /// NM_001142960 /// XR_002337 /// XR_005162 /// XR_035|
1612 Cetn2 %centrin 2 1.05E-03 iNM7019405

1613 |Padi4 ipeptidyl arginine deiminase, type 1V 1.05E-03 INM_011061

1614 |Slc44al isolute carrier family 44, member 1 1.05E-03 §NM_001159633 /// NM_133891

1615 |Srpr isignal recognition particle receptor (‘docking protein’) 1.05E-03 §NM_026130

1616 jTgfer itransforming growth factor, beta receptor |1 1.05E-03 iNM7009371 /// NM_029575

1617 |Nfe2l2 inuclear factor, erythroid derived 2, like 2 1.05E-03 INM_010902

1618 |Dtnbpl idystrobrevin binding protein 1 1.05E-03 INM_025772

1619 §mye|oid—associated differentiation marker 1.05E-03 iNM_001093764 /// NM_001093765 /// NM_001093766 /// NM_016969

IMyadm

‘patatin—like phospholipase domain containing 2

1.06E-03

iNM7001163689 /// NM_025802 /// NR_028142

1Q motif containing GTPase activating protein 1

isialic acid acetylesterase

1.06E-03

1.06E-03

INM_016721

NM_011734

llactate dehydrogenase A
icytochrome P450, family 2, subfamily e, polypeptide 1

1.06E-03

'NM_001136069 /// NM_010699

antigen

Wiskott-Aldrich syndrome-like (human)

interferon gamma receptor 1

tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta pt

receptor-interacting serine-threonine kinase 4

ankyrin repeat domain 6

NIMA (never in mitosis gene a)-related expressed kinase 2

interleukin-1 receptor-associated kinase 4

ransmembrane protein 186

RIKEN cDNA 2610101N10 gene
kinesin family member 13A

mitogen-activated protein kinase 8

vimentin

colony stimulating factor 1 (macrophage)

RAB GTPase activating protein 1-like

chemokine (C-C motif) ligand 3

glutamate receptor, ionotropic, N-methyl D-aspartate-associated protein 1 (gluta

olute carrier family 15, member 4

tubulin, alpha 1A

stearoyl-Coenzyme A desaturase 2

sorbin and SH3 domain containing 1

1.14E-03

M_001034962 /// NM_001034963 /// NM_001034964 /// NM_009166 /// NM|




1654 jCIstnl icalsyntenin 1 1.14E-03 iNM7023051

1655 ictdspl iCTD (carboxy-terminal domain, RNA polymerase 11, polypeptide A) small phosphata;1.15E-03 iNM_133710

1656 |Erollb I[ERO1-like beta (S. cerevisiae) 1.15E-03 INM_026184

1657 |Bcarl ibreast cancer anti-estrogen resistance 1 1.15E-03 INM_009954

1658 |Hmgb2 thigh mobility group box 2 1.15E-03 INM_008252

1659 |Igk ilmmunoglobulin kappa chain complex 1.15E-03 }---

1660 |Txnip ithioredoxin interacting protein 1.15E-03 §NM_001009935 /// NM_023719
1661 |Ublcpl lubiquitin-like domain containing CTD phosphatase 1 1.15E-03 §NM_024475

1662 ijrc itransferrin receptor 1.16E-03 iNM7011638

1663 |Fthl iferritin heavy chain 1 1.16E-03 INM_010239

1664 |wdr81 WD repeat domain 81 1.16E-03 INM_138950 /// XM_001002633 /// XM_911699

§parvin, alpha

1.16E-03

INM_020606

‘Tubby like protein 4

1.17E-03

INM_001033529 /// NM_001103181 /// NM_054040

B-cell translocation gene 3 /// B-cell translocation gene 3 pseudogene

ifibroblast growth factor 7

1.17E-03

1.17E-03

INM_009770 /// NR_002700

NM_008008

‘Janus kinase 1
isecreted frizzled-related protein 2

1.18E-03

‘NM_146145

Junction adhesion molecule

iprotein tyrosine phosphatase, non-receptor type

cyclic AMP-regulated phosphoprotein, 21
DnaJ (Hsp40) homolog, subfamily A, member 4

Fc receptor-like S, scavenger receptor

gap junction protein, alpha 1

hypothetical protein LOC100047839 /// translocase of outer mitochondrial membran

microtubule-actin crosslinking factor 1

RIKEN cDNA 1110003E01 gene

egative regulator of ubiquitin-like proteins 1

LIM and SH3 protein 1
dickkopf homolog 3 (Xenopus laevis)

enabled homolog (Drosophila)

solute carrier family 37 (glycerol-3-phosphate transporter), member 2

myosin ID

histone cluster 1, H2bp

proteasome (prosome, macropain) 26S subunit, ATPase, 6

AP2 associated kinase 1

macrophage scavenger receptor 1

tight junction protein 2

RIKEN cDNA C230094A16 gene

mitogen-activated protein kinase 3

1.25E-03




1700 ijig iprotein kinase inhibitor, gamma 1.26E-03 iNM7001039390 /// NM_001039391 /// NM_001164053 /// NM_001164055 ///|
1701 |AI316807 iexpressed sequence Al316807 1.27E-03 INM_001012667 /// NM_001146117

1702 |zdhhcl4 izinc finger, DHHC domain containing 14 1.28E-03 INM_146073

1703 Tmpo ‘thymopoietin 1.28E-03 INM_001080129 /// NM_001080130 /// NM_001080131 /// NM_001080132 ///|
1704  Ube2t §ubiquitin—conjugating enzyme E2T (putative) 1.28E-03 iNM7026024

1705 |Ptpnl3 iprotein tyrosine phosphatase, non-receptor type 13 1.28E-03 iNM_011204

1706 |D2hgdh §D—2—hydroxyglutarate dehydrogenase 1.28E-03 iNM_178882

1707 |Tfpi itissue factor pathway inhibitor 1.28E-03 §NM_011576

1708 Slc39al isolute carrier family 39 (zinc transporter), member 1 1.29E-03 INM_013901

1709 §Tcta iT—ceII leukemia translocation altered gene 1.29E-03 iNM_133986

1710 |Famé3a ifamily with sequence similarity 63, member A 1.29E-03 INM_133858

§karyopherin (importin) beta 1

1.30E-03 INM_008379

itransmembrane protein 98

1.30E-03 iNM7029537

protein phosphatase 2, regulatory subunit B (B56), alpha isoform

'G protein-coupled receptor 177

1.30E-03 ‘NM_144880 /// XM_001476699

1.30E-03 NM_026582

'ERO1-like (S. cerevisiae) /// ribosomal protein L31
‘kelch domain containing 3

1.30E-03 'NM_015774 /// NM_053257

elete

in lymphocytic leukemia,

ceruloplasmin
protection of telomeres 1A

nicotinamide phosphoribosyltransferase

signal sequence receptor, delta

Fc receptor, 1gG, low affinity 11b

origin recognition complex, subunit 2-like (S. cerevisiae)

retinitis pigmentosa 2 homolog (human)

ubiquitin specific peptidase 22

olute carrier family 22 (organic cation transporter), member 17

RNA binding motif protein 14
DNA segment, Chr 10, ERATO Doi 641, expressed

transforming growth factor, beta 2

proline arginine-rich end leucine-rich repeat

zinc finger, CCHC domain containing 18

a disintegrin and metallopeptidase domain 17

histone cluster 1, H2bc /// histone cluster 1, H2be /// histone cluster 1, H2bl

CD55 antigen

ATP-binding cassette, sub-family G (WHITE), member 4

immunity-related GTPase family M member 2

BCL2-like 14 (apoptosis facilitator)

CD302 antigen

associating protein

1.36E-03




|Asccl lactivating signal cointegrator 1 complex subunit 1 1.37E-03 iNM7026937

iSIchal isolute carrier family 16 (monocarboxylic acid transporters), member 1 1.37E-03 iNM_009196

Rab34 IRAB34, member of RAS oncogene family 1.37E-03 INM_001159482 /// NM_033475

Ccng2 icyclin G2 1.37E-03 INM_007635

|Arhgef18 irho/rac guanine nucleotide exchange factor (GEF) 18 1.38E-03 iNM7133962

1Zdhhc14 izinc finger, DHHC domain containing 14 1.38E-03 INM_146073

Rhou iras homolog gene family, member U 1.38E-03 iNM_133955

12310007HO9Rik iRIKEN cDNA 2310007HO09 gene 1.38E-03 §NM_029609

iGent2 iglucosaminyl (N-acetyl) transferase 2, I-branching enzyme 1.38E-03 INM_008105 /// NM_023887 /// NM_133219

§Tmtc4 itransmembrane and tetratricopeptide repeat containing 4 1.38E-03 iNM_028651

{Rnf11 iring finger protein 11 1.38E-03 INM_013876

1Blzf1 ibasic leucine zipper nuclear factor 1 1.39E-03 iNM_001160208 /// NM_001160209 /// NM_025505
irelated RAS viral (r-ras) oncogene homolog 2 1.39E-03 INM_025846
uracil DNA glycosylase 1.39E-03 ‘NM_001040691 /// NM_011677
lropomyosina 1.40E-03  |NM_oO1001491
: hosphoenolpyruvate carboxykinase 2 (mitochondrial) 1.40E-03 'NM_028994
IRIKEN cDNA B230308N11 gene 1.40E-03 -
GRAM domain containing 3 1.40E-03 NM_026240
""""""""""""""""""""""""""""""""""""""""""""""""""""""""""""""""" 1.40E-03

4930547C10Rik

Dawsusze

Tnfrsflb

NA sequence BCO05685

olute carrier family 24 (sodium/potassium/calcium exchanger), member 6

‘major facilitator superfamily domain containing 6

1.40E-03

1.45E-03

1.46E-03

1.47E-03

{NM_133829 /// NM_178081




1792 Snx3 isorting nexin 3 1.47E-03 iNM7017472

1793 §Ab0d3 iATP-binding cassette, sub-family D (ALD), member 3 1.48E-03 iNM_OO8991

1794 (Crispldl icysteine—rich secretory protein LCCL domain containing 1 1.49E-03 §NM_031402

1795 [Revrn irecoverin 1.49E-03 INM_009038

1796 | Stard5 IStAR-related lipid transfer (START) domain containing 5 1.50E-03 iNM7023377

1797 |Vps45 ivacuolar protein sorting 45 (yeast) 1.50E-03 iNM_013841

1798 Meg3 imaternally expressed 3 1.50E-03 INR_003633 /// NR_027651 /// NR_027652 /// XR_035480 /// XR_035483 ///
1799 |Cacna2d2 icalcium channel, voltage-dependent, alpha 2/delta subunit 2 1.50E-03 §NM_020263

1800 [Pabpnl ipoly(A) binding protein, nuclear 1 1.51E-03 INM_019402

1801 |Pcdhb22 iprotocadherin beta 22 1.51E-03 INM_053147

1802 §Lpgat1 §Iysophosphatidylglycerol acyltransferase 1 1.52E-03 §NM_001134829 /// NM_172266
1803 |Usp45 lubiquitin specific petidase 45 1.52E-03 INM_152825

1804 |LOC100045866 /// Tcebl isimilar to elongation factor SIIl p15 subunit /// transcription elongation facto 1.52E-03 iNM7026456 /// XM_001475337

hypothetical protein 9530028C05 1.52E-03

'WW, C2 and coiled-coil domain containing 2 1.52E-03 NM_133791

‘tripartite motif-containing 41 1.52E-03 INM_145377 /// XM_001475465
'solute carrier family 11 (proton-coupled divalent metal ion transporters), membe

platelet-activating factor acetylhydrolase, isoform , subuni

proteasome (prosome, macropain) assembly chaperone 1
CCR4-NOT transcription complex, subunit 6-like

poliovirus receptor

sterol-C5-desaturase (fungal ERG3, delta-5-desaturase) homolog (S. cerevisae)

similar to Ubiquitin-conjugating enzyme UbcH2 /// ubiquitin-conjugating enzyme E

heat shock protein 1B

glycoprotein galactosyltransferase alpha 1, 3

triosephosphate isomerase 1

Fc receptor, 1gG, alpha chain transporter

CD84 antigen
bisphosphate 3'-nucleotidase 1

sprouty-related, EVH1 domain containing 2

proteaseome (prosome, macropain) 28 subunit, 3

PAK1 interacting protein 1

abhydrolase domain containing 12

guanylate binding protein 6
palmitoyl-protein thioesterase 1

eroxiredoxin 1pseudogene /// peroxiredoxin 1

spermatogenesis associated glutamate (E)-rich protein 4f

mitochondrial ribosomal protein L15

phosphogluconate dehydrogenase 1.60E-03




1838 |Itgbl lintegrin beta 1 (fibronectin receptor beta) 1.60E-03 iNM7010578

1839 iTmemZ itransmembrane protein 2 1.60E-03 iNM_001033759 /// NM_031997

1840 [2310061104Rik IRIKEN cDNA 2310061104 gene 1.60E-03 INM_001033630 /// XM_001002280 /// XM_128627

1841 Ndn inecdin 1.60E-03 INM_010882

1842 Usp24 iubiquitin specific peptidase 24 1.61E-03 iXM7001473472 /// XM_001479517 /// XM_001481281 /// XM_915524
1843 |2310039HO08Rik iRIKEN cDNA 2310039H08 gene 1.61E-03 iNM_025966

1844 |Dab2 idisabled homolog 2 (Drosophila) 1.62E-03 INM_001008702 /// NM_001037905 /// NM_001102400 /// NM_023118
1845 Foxql iforkhead box Q1 1.62E-03 §NM_008239

1846 Cndp2 CNDP dipeptidase 2 (metallopeptidase M20 family) 1.62E-03 INM_023149

1847 |Gstm2 iglutathione S-transferase, mu 2 1.62E-03 INM_008183

1848 |Irfs linterferon regulatory factor 8 1.62E-03 INM_008320

1849  Ndufaf3 INADH dehydrogenase (ubiquinone) 1 alpha subcomplex, assembly factor 3 1.62E-03 iNM_023247

1850 jXrnl i5'-3' exoribonuclease 1 1.63E-03 iNM7011916

1851 fibroblast growth factor receptor 4 1.63E-03 ‘NM_OO8011

izinc finger protein 706

1.63E-03

NM_026521

lecto-NOX disulfide-thiol exchanger 2
‘enhancer trap locus 4

1.63E-03

'NM_145951

Bmil polycomb ring finger oncogene
adaptor-related protein complex 2, beta 1 subunit
solute carrier family 35, member E4

FAST kinase domains 2

family with sequence similarity 107, member B
methyltransferase like 7A1

solute carrier family 35, member A4

dedicator of cytokinesis 1

apping protein (actin filament) muscle Z-line, alpha 1
aldehyde dehydrogenase 8 family, member Al

protein phosphatase 6, catalytic subunit
trichorhinophalangeal syndrome | (human)
karyopherin (importin) alpha 4

WD repeat domain, phosphoinositide interacting 1

Embryonal Fyn-associated substrate
deoxycytidine kinase

polipoprotein L 9a /// apolipoprotein L 9b
forkhead box O3
cysteine rich transmembrane BMP regulator 1 (chordin like)
pyruvate kinase, muscle

\rosomal protein

1.73E-03




iLck interacting transmembrane adaptor 1

|Aridla /AT rich interactive domain 1A (SWI-like) 1.74E-03 iNM7001080819

iSIc30al isolute carrier family 30 (zinc transporter), member 1 1.75E-03 iNM_009579

Tor3a itorsin family 3, member A 1.75E-03 INM_023141

Afp ‘alpha fetoprotein 1.75E-03 INM_007423

|Kctd2 §potassium channel tetramerisation domain containing 2 1.75E-03 iNM7183285

'Aldh1a3 ialdehyde dehydrogenase family 1, subfamily A3 1.75E-03 iNM_053080

Bmp2 ibone morphogenetic protein 2 1.75E-03 iNM_OO7553

|Tnfaip2 ‘tumor necrosis factor, alpha-induced protein 2 1.75E-03 §NM_009396

Pim1 iproviral integration site 1 1.75E-03 INM_008842

{Zechel0 izinc finger, CCHC domain containing 10 1.75E-03 INM_026479

§Slclea2 isolute carrier family 16 (monocarboxylic acid transporters), member 2 1.76E-03 §NM_009197

{Rab3d 'RAB3D, member RAS oncogene family 1.76E-03 INM_031874

{Plekhfl ‘pleckstrin homology domain containing, family F (with FYVE domain) member 1 1.77E-03 iNM7024413
high mobility group box 1 1.77E-03 ‘NM_010439
zinc finger, MYND domain containing 12 1.776-03  |NM_144516
‘ permatogenesis associated 13 1.77E-03 INM_001033272 /// XM_901902 /// XM_923227
imucin20 1776203 |NM_001145874 /// NM_iae071 0
phospholipid scramblase 2 1.77E-03 NM_008880
brain expressed gene 1. 1.776-03  |NM_00%052

p junction protein, alpha 1 1.78E-03 3NM_010288

1.83E-03

1.84E-03

1.85E-03

INM_023684




1930 [Cbx4 ichromobox homolog 4 (Drosophila Pc class) 1.85E-03 iNM7007625
1931 |Mrpl3 imitochondrial ribosomal protein L3 1.86E-03 INM_053159
1932 |Gyg iglycogenin 1.86E-03 INM_013755
1933  (Pvr ipoliovirus receptor 1.87E-03 INM_027514
1934 | Tmem123 %transmembrane protein 123 1.87E-03 iNM7133739
1935 [Ppplrl5b iprotein phosphatase 1, regulatory (inhibitor) subunit 15b 1.87E-03 iNM_133819
1936 [Ccdc28a /// LOC100045472 icoiled—coil domain containing 28A /// similar to coiled-coil domain containing 2 1.87E-03 iNM_144820 /// XR_031647
1937 |Rps21 iribosomal protein S21 1.88E-03 §NM_025587
1938 Fam125b ifamily with sequence similarity 125, member B 1.88E-03 INM_175184
1939 §Gm15365 /// Tomm20 ipredicted gene 15365 /// translocase of outer mitochondrial membrane 20 homolog|1.88E-03 iNM_024214 /// XM_001475536
1940 §Gab1 igrowth factor receptor bound protein 2-associated protein 1 1.88E-03 §NM_021356
1941 vwf Von Willebrand factor homolog 1.89E-03 INM_011708
‘high mobility group 20A 1.89E-03 iNM7025812
syntaxin 5A 1.89E-03 INM_019829
1.90E-03  |NM_133934
; 1.91E-03 NM_013785
1cyto::hrome P450, family 2, subfamily c, polypeptide 50 1.92E-03 NM7134144 77777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777
toll-like receptor 2 1.92E-03 NM_011905
MARCKS-like 1 1.926-03  |NM_010807

ans-2,3-enoyl-CoA reductase

ubulin cofactor A

yocyte enhancer factor 2B

mily with sequence similarity 117, memberA

hemokine (C-C motif) ligand 2

arboxypeptidase Z

olute carrier family 3, member 1

ap guanine nucleotide exchange factor (GEF) 1

rotein inhibitor of activated STAT 1

hort coiled-coil protein

IKEN cDNA 2900073G15 gene

rine palmitoyltransferase, long chain base subunit 2

CUG triplet repeat, RNA binding protein 2

1.93E-03 'NM_027179 /// NM_134118

1.95E-03

1.97E-03

11.97E-03 {NM_001110228 /// NM_001110229 /// NM_001110230 /// NM_001110231 ///|




1976  Ube2jl iubiquitin-conjugating enzyme E2, J1 1.97E-03 INM_019586

1977 inml? iRNA binding motif protein 17 1.98E-03 iNM_152824

1978 |Ncstn Inicastrin 1.98E-03 INM_021607

1979 |Mat2a imethionine adenosyltransferase 11, alpha 1.99E-03 INM_145569

1980 ' Tmem49 §transmembrane protein 49 1.99E-03 iNM7029478

1981 |Taok3 ITAO kinase 3 1.99E-03 INM_001081308

1982 |Gm11263 /// Gm12242 /// Gmipredicted gene 11263 /// predicted gene 12242 /// predicted gene 13654 /// 40S r |1.99E-03 §NM_009096 /// XM_001001005 /// XM_001003926 /// XM_001476577 /// XM}
1983 Sgppl isphingosine-1-phosphate phosphatase 1 1.99E-03 §NM_030750

1984 §LOC100047324 /// Sesnl isimilar to Sesn1l protein /// sestrin 1 1.99E-03 iNM700101337O /// NM_001162908 /// XM_001477554 /// XM_001477571
1985 §Cpeb3 icytoplasmic polyadenylation element binding protein 3 1.99E-03 iNM_198300

1986 §Stambp|1 iSTAM binding protein like 1 2.00E-03 §NM_029682

1987 §2310044Gl7Rik ?RIKEN cDNA 2310044G17 gene 2.00E-03 iNM_173735

ichromobox homolog 1 (Drosophila HP1 beta)

2.01E-03

INM_007622

v-crk sarcoma virus CT10 oncogene homolog (avian)

icollagen, type VI, alpha 3

2.01E-03

2.01E-03

INM_133656

XM_001474562 /// XM_897036

lenhancer of yellow 2 homolog (Drosophila)
‘nuclear receptor subfamily 3, group C, member 1

2.01E-03
2.01E-03

‘NM_175009

COX18 cytochrome c oxidase assembly homolog (S. cerevisiae)

kinesin family member 1B

solute carrier family 30 (zinc transporter), member 7

grainyhead-like 2 (Drosophila)

yridoxal-dependent decarboxylase domain containing 1

heterogeneous nuclear ribonucleoprotein A2/B1
glycophorin C

enabled homolog (Drosophila)

AT rich interactive domain 1A (SWI-like)

Fc receptor-like A

WD repeat domain 6

RIKEN cDNA 2310014H01 gene

slit homolog 2 (Drosophila)

mitochondrial ribosomal protein L15

ATPase, H+ transporting, lysosomal V1 subunit A

aspartyl aminopeptidase

matrix metallopeptidase 9

A kinase (PRKA) anchor protein 1

bleomycin hydrolase

acyl-Coenzyme A dehydrogenase family, member 11 /// nephronophthisis 3 (adolest

immunoglobulin joining chain

2.01E-03

2.09E-03




2022  |Ergicl iendoplasmic reticulum-golgi intermediate compartment (ERGIC) 1 2.10E-03 iNM7026170

2023  |Podxl ipodocalyxin-like 2.10E-03 INM_013723

2024 |Cd33 /CD33 antigen 2.10E-03 INM_001111058 /// NM_021293

2025 [D630032N06Rik 'RIKEN cDNA D630032N06 gene 2.10E-03 INR_028329 /// XR_035235 /// XR_035464
2026 Histlh3d ihistone cluster 1, H3d 2.10E-03 iNM7178204

2027 {Immt iinner membrane protein, mitochondrial 2.10E-03 iNM_029673

2028 |Anapcl3 ianaphase promoting complex subunit 13 2.11E-03 iNM_181394

2029 Zfpm2 izinc finger protein, multitype 2 2.11E-03 §NM_011766

2030 |Cdk2apl /// LOC100047490 iCDK2 (cyclin-dependent kinase 2)-associated protein 1 /// similar to putative or 2.11E-03 INM_013812 /// XM_001478266

2031 §Ms4a1 imembrane-spanning 4-domains, subfamily A, member 1 2.11E-03 iNM_OO7641

2032 §Li|rb3 ileukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), [2.11E-03 §NM_011095

2033 [Cort icortistatin 2.12E-03 INM_007745

2034 11110058L19Rik 'RIKEN cDNA 1110058119 gene 2.12E-03 iNM7026503

2035 0C100047693 /// Pvri3 similar to cell adhesion molecule nectin-3 beta /// poliovirus receptor-related 2.12E-03 ‘NM_021495 /// NM_021496 /// NM_021497 /// XM_001478695

izinc finger protein 503

2.12E-03 NM_145459

‘chaperonin containing Tcpl, subunit 4 (delta)

:chimerin (chimaerin) 1

2.12E-03 ‘NM_009837

repeat an ox-containing

3-oxoacid CoA transferase 1

high mobility group box transcription factor 1
stearoyl-Coenzyme A desaturase 1
mitogen-activated protein kinase 6

integrin alpha 2b

coronin, actin binding protein, 2B
prostaglandin reductase 1

THAP domain containing 7

2',3'-cyclic nucleotide 3' phosphodiesterase
membrane-spanning 4-domains, subfamily A, member 1
sulfotransferase family 1A, phenol-preferring, member 1
STE20-like kinase (yeast)

RIKEN cDNA 5730469M10 gene

breast cancer 1

plastin 1 (I-isoform)

WW domain-containing oxidoreductase
pseudouridine synthase 3

rotein phosphatase 2, regulatory subunit B, delta isoform
mitochondrial fission factor
scavenger receptor class B, member 2
myosin binding protein H

2.20E-03




2068 |Zdhhc8 izinc finger, DHHC domain containing 8 2.21E-03 iNM7172151

2069 iCyhrl icysteine and histidine rich 1 2.21E-03 iNM_019396 /// NM_180962
2070 |D10Jhu8le §DNA segment, Chr 10, Johns Hopkins University 81 expressed 2.22E-03 §NM_138601

2071 (Trim21 ‘tripartite motif-containing 21 2.22E-03 INM_001082552 /// NM_009277
2072 EmI5 iechinoderm microtubule associated protein like 5 2.22E-03 iNM7001081191

2073 |Elovil ielongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 2.23E-03 §NM_001039175 /// NM_001039176 /// NM_019422
2074 |Hars ihistidyl—tRNA synthetase 2.23E-03 iNM_008214

2075 |Ip6kl linositol hexaphosphate kinase 1 2.24E-03 §NM_013785

2076 |LOC668727 /// Mrgpra2 isimilar to Mrgpra2 protein /// MAS-related GPR, member A2 2.24E-03 INM_153101 /// XM_001003345
2077 |Casp2 icaspase 2 2.24E-03 INM_007610

2078 |TIr3 itoll-like receptor 3 2.24E-03 INM_126166

§heat shock protein 8

2.24E-03

INM_031165

icoiled-coil domain containing 123

2.25E-03

INM_028120

major facilitator superfamily domain containing 6

itissue factor pathway inhibitor 2

2.25E-03

2.25E-03

INM_133829 /// NM_178081

NM_009364

'PRP4 pre-mRNA processing factor 4 homolog B (yeast)
‘basic leucine zipper and W2 domains 1 /// basic leucine zipper and W2 domains 1

2.25E-03

‘NM_013830

ystroglycan

SLAIN motif family, member 2

metal response element binding transcription factor 2

RIKEN cDNA 2810405K02 gene

suppressor of cytokine signaling 4

WD repeat and FYVE domain containing 2

O-linked N-acetylglucosamine (GIcNAc) transferase (UDP-N-acetylglucosamine:polyg

v-crk sarcoma virus CT10 oncogene homolog (avian)-like

acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase

yridoxal (pyridoxine, vitamin B6) phosphatase

RIKEN cDNA 6330578E17 gene

CAP, adenylate cyclase-associated protein 1 (yeast)

ER degradation enhancer, mannosidase alpha-like 1

signal sequence receptor, delta

COP9 (constitutive photomorphogenic) homolog, subunit 5 (Arabidopsis thaliana)

ribosomal protein S6 kinase, polypeptide 2

catenin, beta like 1

collagen, type 1V, alpha 5

ArfGAP with RhoGAP domain, ankyrin repeat and PH domain 1

WD repeat domain 33

peroxiredoxin 1

2.34E-03




2114 LOC100048168 /// Savl isimilar to WW45 protein /// salvador homolog 1 (Drosophila) 2.35E-03 INM_022028 /// XM_001479668

2115 iGm10709 /// Gm13841 /// Gmipredicted gene 10709 /// predicted gene 13841 /// predicted gene 3550 /// predic |2.35E-03 iNM_009082 /// XM_001473311 /// XM_001474601 /// XM_001475711 /// XM}
2116 |Ehdl |EH-domain containing 1 2.36E-03 INM_010119

2117  Zwint IZW10 interactor 2.36E-03 INM_025635

2118 Smyd5 {SET and MYND domain containing 5 2.36E-03 iNM7144918

2119 |Enpp2 iectonucleotide pyrophosphatase/phosphodiesterase 2 2.37E-03 §NM_001136077 /// NM_015744

2120 |Birc2 ibaculoviral IAP repeat-containing 2 2.37E-03 iNM_OO7465

2121 |Prri2 iproline rich 12 2.37E-03 INM_175022 /// XM_001003082 /// XM_914632

2122  (Cry2 icryptochrome 2 (photolyase-like) 2.37E-03 INM_001113333 /// NM_009963

2123 §Cdv3 icarnitine deficiency-associated gene expressed in ventricle 3 2.38E-03 iNM_001134426 /// NM_001134427 /// NM_175565 /// NM_175833
2124 §Shfm1 isplit hand/foot malformation (ectrodactyly) type 1 2.39E-03 §NM_009169

2125 [1810026J23Rik 'RIKEN cDNA 1810026J23 gene 2.39E-03 INM_178619

‘protein—L—isoaspartate (D-aspartate) O-methyltransferase domain containing 1

2.39E-03 INM_183028

SEC14-like 2 (S. cerevisiae)

GLIS family zinc finger 2

2.39E-03 ‘NM_144520

2.40E-03 NM_031184

INCK associated protein 1 like
'solute carrier organic anion transporter family, member 3al

2.40E-03 ‘NM_153505
2.41E-03

transformer 2 alpha homolog (Drosophila)

RNA binding motif, single stranded interacting protein 1
CD81 antigen

PARK2 co-regulated-like

macrophage activation 2 like

histocompatibility 13
frizzled homolog 6 (Drosophila)

DnaJ (Hsp40) homolog, subfamily C, member 28

uberous sclerosis 1

RIKEN cDNA 1810009A15 gene

ubiquitin family domain containing 1

CD22 antigen

cyclin-dependent kinase inhibitor 2B (p15, inhibits CDK4)

coatomer protein complex, subunit gamma 2, antisense 2

polymerase (RNA) Il (DNA directed) polypeptide H

Obg-like ATPase 1

mitogen-activated protein kinase kinase 5

alcohol dehydrogenase 1 (class 1)

ubiquitin-conjugating enzyme E2L 3

-damage-induci

2.43E-03

2.52E-03




2160 [Ttk Ttk protein kinase 2.53E-03 INM_001110265 /// NM_009445

2161 |Phf3 IPHD finger protein 3 2.53E-03 INM_001081080

2162 |Ifitm1l iinterferon induced transmembrane protein 1 2.53E-03 §NM_001112715 /// NM_026820

2163 (Encl lectodermal-neural cortex 1 2.53E-03 INM_007930

2164 Pppde2 %PPPDE peptidase domain containing 2 2.53E-03 iNM7134095

2165 |Bcl2l11 IBCL2-like 11 (apoptosis facilitator) 2.54E-03 INM_009754 /// NM_207680 /// NM_207681

2166 |Ddal IDET1 and DDB1 associated 1 2.54E-03 INM_025600 /// XM_001476732 /// XM_912953

2167 (Clec4n iC-type lectin domain family 4, member n 2.54E-03 §NM_020001

2168 |zfp758 izinc finger protein 758 2.55E-03 INM_145484

2169 |Gm11517 ipredicted gene 11517 2.55E-03 IXM_001475488 /// XM_001478289 /// XM_894675 /// XM_915795

2170 |Gosrl igolgi SNAP receptor complex member 1 2.55E-03 INM_016810

2171 (Selp iselectin, platelet 2.56E-03 INM_011347

2172 |Pitrml ‘pitrilysin metallepetidase 1 2.56E-03 iNM7145131

2173 m13072 /// Gm7828 /// Trmt predicted gene 13072 /// predicted gene 7828 /// tRNA methyltransferase 11-2 hon|2.56E-03 ‘NM_001111273 /// NM_026306 /// XM_892701 /// XM_905419 /// XM_90581
2174 |mpévoar | IATPase, H+ transporting, lysosomal VO subunit AL 2.56E-03  NM_016920
2175 130401MO1Rik 'RIKEN cDNA 9130401M01 gene 2.57E-03

isuccinate dehydrogenase complex, subunit A, flavoprotein (Fp)

‘NM_029418

ribosomal protein

protein kinase inhibitor, gamma
LIM and cysteine-rich domains 1
cytochrome c oxidase, subunit Vb
COMM domain containing 1

G protein-coupled receptor 124

cytochrome P450, family 4, subfamily v, polypeptide 3
cell adhesion molecule with homology to LICAM
ribosomal protein S12

myosin, heavy polypeptide 14

REX1, RNA exonuclease 1 homolog (S. cerevisiae)
forkhead box K1

tetratricopeptide repeat domain 39B

Meis homeobox 2

hosphatidylethanolamine binding protein 1

synergin, gamma

neural precursor cell expressed, developmentally down-regulated gene 1
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12

ema domain, immunoglobulin domain (lg), short basic domain, secreted, (semaphc
caudal type homeo box 2
frizzled homolog 6 (Drosophila)

phosphatidylinositol glycan anchor biosynthesis, class K

2.72E-03

M_025662 /// NM_178016




2206 |Menl imultiple endocrine neoplasia 1 2.75E-03 iNM7008583
2207 §Uf01 iubiquitin-fold modifier conjugating enzyme 1 2.76E-03 iNM_025388
2208 |Etsl §E26 avian leukemia oncogene 1, 5' domain 2.76E-03 §NM_001038642 /// NM_011808
2209 Gechl /GTP cyclohydrolase 1 2.76E-03 INM_008102
2210 |Insl6 iinsulin-like 6 2.77E-03 INM_013754
2211 |Dnpep iaspartyl aminopeptidase 2.77E-03 §NM_001110831 /// NM_016878
2212 |Bcl6 iB—ceII leukemia/lymphoma 6 2.77E-03 iNM_009744
2213 |Osbpl9 iOxysterol binding protein-like 9 2.77E-03 §NM_001134791 /// NM_133885 /// NM_173350
2214 ijele itransmembrane protein 19 2.77E-03 iNM7133683
2215 (Cer5 ichemokine (C-C motif) receptor 5 2.78E-03 INM_009917
ineuroblastoma ras oncogene 2.78E-03 INM_010937
inuclear protein 1 2.79E-03 INM_019738
‘Rho, GDP dissociation inhibitor (GDI) beta 2.79E-03 iNM7007486
ceroid-lipofuscinosis, neuronal 8 2.79E-03 ‘NM_012000

isolute carrier family 15, member 3

2.79E-03

NM_023044

ipartite motif-containing 46

2.80E-03

'NM_001039466 /// NM_183037

1tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta p(2.80E-03 1NM7018753

casein kinase 1, epsilon 2.80E-03 NM_013767

actin, alpha 2, smooth muscle, aorta 2.81E-03  NM_007392
nnexin 1 2.81E-03 3NM_019482

terile alpha motif domain containing 10

oiled-coil domain containing 1098

‘alveolar soft part sarcoma chromosome region, candidate 1 (human)

2.88E-03

2.88E-03

|2.91E-03

|NM_001164224 /// NM_026877 /// NM_198223




2252  Tnk2 ‘tyrosine kinase, non-receptor, 2 2.91E-03 INM_001110147 /// NM_016788

2253 iSt?I isuppression of tumorigenicity 7-like 2.91E-03 iNM_153091

2254 |Rabl11fip5 iRABll family interacting protein 5 (class I) 2.92E-03 §NM_001003955 /// NM_177466

2255 |Rnfll13al iring finger protein 113A1 2.92E-03 INM_153503

2256 |Alg2 §asparagine—linked glycosylation 2 homolog (yeast, alpha-1,3-mannosyltransferase) |2.92E-03 iNM7019998

2257 |Pcolce2 iprocollagen C-endopeptidase enhancer 2 2.92E-03 iNM_029620

2258 |Gm4204 /// Napll1 ipredicted gene 4204 /// nucleosome assembly protein 1-like 1 2.92E-03 §NM_001146707 /// NM_015781 /// XR_034434
2259 |Aigl landrogen-induced 1 2.92E-03 §NM_025446

2260 jlrakl iinterleukin—l receptor-associated kinase 1 2.93E-03 iNM7008363

2261 §Lipa ilysosomal acid lipase A 2.93E-03 iNM_OOlllllOO /// NM_021460

2262 |Dynll1 /// Gm6788 idynein light chain LC8-type 1 /// predicted gene 6788 2.94E-03 INM_019682 /// XM_892488 /// XM_913631
2263 |GM6563 /// Sarnp ISAP domain containing ribonucleoprotein pseudogene /// SAP domain containing rib|2.94E-03 iNM_025364 /// XM_001478220 /// XM_001479601 /// XM_899946 /// XM_924

llow density lipoprotein receptor-related protein associated protein 1

2.95E-03

INM_013587

RNA binding motif protein 8a

2.95E-03

2.96E-03

‘NM_001102407 /// NM_025875

NM_009796

D site albumin promoter binding protein
‘glycerophosphodiester phosphodiesterase domain containing 2

2.96E-03
2.97E-03

‘NM_016974

dynein cytoplasmic 1 intermediate chain 2

heat shock protein 1A

mitochondrial ribosomal protein S23

cholinergic receptor, nicotinic, delta polypeptide

ubiquitin-conjugating enzyme E2B, RAD6 homology (S. cerevisiae)

family with sequence similarity 136, member A
ubiquitin associated protein 2-like

selectin, lymphocyte

RAB11B, member RAS oncogene family

family with sequence similarity 3, member C

F-box and leucine-rich repeat protein 14

chromobox homolog 3 (Drosophila HP1 gamma) /// similar to chromobox homolog 2

eriod homolog 3 (Drosophila)

Fc receptor, IgE, high affinity I, gamma polypeptide

folylpolyglutamyl synthetase

EGF-like module containing, mucin-like, hormone receptor-like sequence 4

inositol hexaphosphate kinase 1

endothelin converting enzyme 2

serine hydroxymethyltransferase 1 (soluble)

-kinase, type

2.97E-03

3.04E-03




2298 |Ubeda iubiquitination factor E4A, UFD2 homolog (S. cerevisiae) 3.06E-03 iNM7145400
2299 |Fbx036 IF-box protein 36 3.08E-03 INM_025386
2300 [Chst14 icarbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 14 3.09E-03 §NM_028117
2301 (Tal2 ‘T-cell acute lymphocytic leukemia 2 3.09E-03 INM_009317
2302 |Ralbpl iralA binding protein 1 3.09E-03 iNM7009067
2303 |Rarres2 iretinoic acid receptor responder (tazarotene induced) 2 3.09E-03 iNM_027852
2304 [Csnk2al /// Gm10031 icasein kinase 2, alpha 1 polypeptide /// predicted gene 10031 3.10E-03 iNM_OO7788 /// XM_001472047
2305 Xpri ixenotropic and polytropic retrovirus receptor 1 3.11E-03 §NM_011273
2306 |Fam63a ‘family with sequence similarity 63, member A 3.12E-03 INM_133858
2307 |Oas2 i2'-5' oligoadenylate synthetase 2 3.13E-03 INM_145227
2308 |(Ctsa icathepsin A 3.13E-03 INM_001038492 /// NM_008906
2309 [Rassfl iRas association (RalGDS/AF-6) domain family member 1 3.14E-03 iNM_019713

‘ubiquitin specific peptidase 19

3.14E-03 INM_027804

S100 calcium binding protein A10 (calpactin)

3.14E-03 ‘NM_009112
3.14E-03

'DEAH (Asp-Glu-Ala-His) box polypeptide 30
‘peroxiredoxin 4

3.14E-03

splicing factor, arginine/serine-rich 7

chloride intracellular channel 4 (mitochondrial)

poly(rC) binding protein 2

phosphoserine aminotransferase 1

ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit

solute carrier family 7 (cationic amino acid transporter, y+ system), member 3

pecanex homolog (Drosophila)

cDNA sequence BC017647

UDP-N-acetyl-alpha-D-galactosamine: polypeptide N-acetylgalactosaminyltransferas
capping protein (actin filament) muscle Z-line, beta
secretory carrier membrane protein 3

zinc finger protein 521

arachidonate 12-lipoxygenase

Unc-51 like kinase 2 (C. elegans)

deoxythymidylate kinase

methionine adenosyltransferase 11, alpha
CDC42 small effector 2

Clq and tumor necrosis factor related protein 4

ubiquitin-conjugating enzyme E2 variant 1

protein phosphatase 4, regulatory subunit 2

pleckstrin homology-like domain, family A, member 3

Jlymphatic vessel endothelial nyaluronan receptor

3.27E-03




2344  Bhlhal5 ibasic helix-loop-helix family, member a15 3.28E-03 iNM7010800

2345 [Clec7a iC-type lectin domain family 7, member a 3.29E-03 INM_020008

2346 |Tclib3 IT-cell leukemia/lymphoma 1B, 3 3.29E-03 INM_013772

2347 |Arhgefl0 iRho guanine nucleotide exchange factor (GEF) 10 3.29E-03 INM_001037736 /// NM_172751
2348 Ncorl §nuclear receptor co-repressor 1 3.30E-03 iNM7011308

2349 [Tlel itransducin-like enhancer of split 1, homolog of Drosophila E(spl) 3.30E-03 iNM_011599

2350 (Cplx1 icomplexin 1 3.32E-03 iNM_OO7756

2351 Weel 'WEE 1 homolog 1 (S. pombe) 3.32E-03 §NM_009516

2352 Gstml \glutathione S-transferase, mu 1 3.33E-03 INM_010358

2353 |Adcy4 ladenylate cyclase 4 3.33E-03 INM_080435

2354 |PIxndl iplexin D1 3.35E-03 INM_026376

2355  [Elovil §e|0ngati0n of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 1 3.35E-03 iNM_001039175 /// NM_001039176 /// NM_019422

‘dermokine

3.36E-03 iNM7028618 /// NM_172899

calreticulin

iphospholipase A2, group V

3.36E-03 ‘NM_OO7591

3.36E-03 NM_001122954 /// NM_011110

‘mitogen—activated protein kinase 12
‘eukaryotic translation initiation factor 4B

3.36E-03 ‘NM_013871

solute carrier family 11 (proton-coupled divalent metal ion transporters), membe

acidic (leucine-rich) nuclear phosphoprotein 32 family, member B

solute carrier family 48 (heme transporter), member 1

Interleukin 17D

ras homolog gene family, member B

interferon regulatory factor 1

neuronal guanine nucleotide exchange factor

poly (ADP-ribose) polymerase family, member 1

GATA binding protein 6

transmembrane protein 85
methionine adenosyltransferase 11, alpha

N-acetylglucosamine-1-phosphate transferase, alpha and beta subunits

REV1 homolog (S. cerevisiae)

RAB11la, member RAS oncogene family

7-dehydrocholesterol reductase

tetraspanin 14

CKLF-like MARVEL transmembrane domain containing 6

3.49E-03




2390 Pqlc2 iPQ loop repeat containing 2 3.49E-03 INM_145384

2391 |Ipo5 limportin 5 3.49E-03 INM_023579

2392 Mmpil2 Imatrix metallopeptidase 12 3.50E-03 INM_008605

2393 Cdsn icorneodesmosin 3.50E-03 INM_001008424 /// XM_001471477

2394  Lrrc51 ?Ieucine rich repeat containing 51 3.50E-03 iNM7001162973 /// NM_001162974 /// NM_027053 /// XM_890234 /// XM_90:
2395 |D16Ertd472e IDNA segment, Chr 16, ERATO Doi 472, expressed 3.52E-03 INM_025967 /// XM_001473183

2396 [Zfpl48 izinc finger protein 148 3.52E-03 iNM_011749

2397 |GM2666 /// Gm7609 ipredicted gene 2666 /// predicted gene 7609 3.53E-03 INM_001081746 /// XM_001474231 /// XM_001474245

2398 iOciadl iOCIA domain containing 1 3.53E-03 iNM7001159887 /// NM_001159888 /// NM_001159889 /// NM_023429

2399 §Evl /// LOC100047333 iEna-vasodiIator stimulated phosphoprotein /// similar to Ena-VASP-like 3.54E-03 iNM_001163394 /// NM_001163395 /// NM_001163396 /// NM_007965 /// XM
2400 |Glbl igalactosidase, beta 1 3.55E-03 INM_009752

2401 |Baiap2l1 iBAl1-associated protein 2-like 1 3.55E-03 iNM_025833

filamin, alpha

3.56E-03

INM_010227

AE binding protein 2

iATPase, Ca++ transporting, ubiquitous

3.56E-03

3.57E-03

‘NM_001005605 /// NM_009637 /// NM_178803

NM_001163336 /// NM_001163337 /// NM_016745

‘phosphoribosyl pyrophosphate synthetase-associated protein 2
‘proviral integration site 3

3.58E-03

'NM_001164242 /// NM_001164243 /// NM_001164244 /// NM_144806

-cell translocation gene 2, anti-proliferative

ATP-binding cassette, sub-family F (GCN20), member 3

thioredoxin-related transmembrane protein 1

DnaJ (Hsp40) homolog, subfamily C, member 2

CD300A antigen
RIKEN cDNA A130022J15 gene

similar to neuroblastoma ras oncogene /// neuroblastoma ras oncogene

ytochrome P450, family 2, subfamily b, polypeptide 10

phospholipid transfer protein

transmembrane protein 150

immunoglobulin heavy chain (J558 family)

forkhead box H1

protein kinase C and casein kinase substrate in neurons 1

TMEM9 domain family, member B

ectonucleotide pyrophosphatase/phosphodiesterase 3

cotropic viral integration site 2b

activating transcription factor 1

stearoyl-Coenzyme A desaturase 2

transcription factor AP4

gene

3.72E-03




2436 |Becnl ibeclin 1, autophagy related 3.72E-03 iNM7019584

2437 iFam125b ifamily with sequence similarity 125, member B 3.73E-03 iNM_175184

2438  |--- - 3.73E-03 —

2439 |Abccl0 {ATP-binding cassette, sub-family C (CFTR/MRP), member 10 3.73E-03 INM_145140 /// NM_170680
2440 Fkbp3 %FKSOG binding protein 3 3.73E-03 iNM7013902

2441 Plvap iplasmalemma vesicle associated protein 3.74E-03 iNM_032398

2442 Shroom3 ishroom family member 3 3.74E-03 §NM_001077595 /// NM_001077596 /// NM_015756
2443 |Cbx3 /// LOC633016 ichromobox homolog 3 (Drosophila HP1 gamma) /// similar to chromobox homolog /3.74E-03 §NM_007624 /11 XM_921371
2444 Rcbtbh2 iregulator of chromosome condensation (RCC1) and BTB (POZ) domain containing pr|3.74E-03 INM_134083

2445 §Cyp39a1 icytochrome P450, family 39, subfamily a, polypeptide 1 3.75E-03 iNM_018887

2446  |InppSk linositol polyphosphate 5-phosphatase K 3.75E-03 INM_008916

§integrin alpha 9

3.76E-03

INM_001113514 /// NM_133721

iSUMO/sentrin specific peptidase 2

3.77E-03

INM_029457 /// NR_027488

nuclear protein 1

iphosphodiesterase 10A

3.80E-03

3.80E-03

INM_019738

NM_011866

isimilar to putative pheromone receptor (Go-VN5) /// similar to putative pheromon
ERO1-like beta (S. cerevisiae)

3.80E-03

'NM_001102581 /// NM_001104547 /// NM_001104549 /// NM_001104550 ///

Inase domains

isolute carrier tamily

secretory carrier membrane protein 2
cysteine and glycine-rich protein 1

expressed sequence Al428936

adaptor-related protein complex AP-1, mu subunit 1

tubulin, gamma complex associated protein 4

phosphatidylinositol transfer protein, cytoplasmic 1

LIM and SH3 protein 1

STT3, subunit of the oligosaccharyltransferase complex, homolog B (S. cerevisiae

hosphatidylinositol transfer protein, alpha

homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like d
interleukin 12 receptor, beta 2

p21 protein (Cdc42/Rac)-activated kinase 2

diacylglycerol kinase, alpha

serine carboxypeptidase 1

TNF receptor-associated factor 6
cytochrome b5 reductase 3

mitochondrial ribosomal protein S5

ring finger protein 138

transglutaminase 2, C polypeptide

pygopus 2

(urea transporter), member

3.91E-03




2482 |Igh-VJ558 ‘Immunoglobulin heavy chain (3558 family) 3.92E-03 |===

2483 |Cp iceruloplasmin 3.92E-03 INM_001042611 /// NM_007752
2484  |Acoxl lacyl-Coenzyme A oxidase 1, palmitoyl 3.93E-03 INM_015729
2485 [Cyp2c37 icytochrome P450, family 2. subfamily ¢, polypeptide 37 3.93E-03 INM_010001
2486 Fbxol7 %F—box protein 17 3.93E-03 iNM7015796
2487 |Atf3 lactivating transcription factor 3 3.94E-03 INM_007498
2488 |Eif4enifl ieukaryotic translation initiation factor 4E nuclear import factor 1 3.95E-03 iNM_023743
2489 |Tadall ‘transcriptional adaptor 1 (HF11 homolog, yeast) like 3.95E-03 §NM_030245
2490 jlghg ilmmunoglobulin heavy chain (gamma polypeptide) 3.95E-03 iXM7001472541
2491 §SI029a3 isolute carrier family 29 (nucleoside transporters), member 3 3.95E-03 iNM_023596
2492 Ckap4 icytoskeleton-associated protein 4 3.96E-03 INM_175451
2493  |Arfrpl {ADP-ribosylation factor related protein 1 3.96E-03 INM_029702

'RAS related protein 1b

3.96E-03 INM_024457

forkhead box K2

icalreticulin

3.96E-03 ‘NM_001080932

3.97E-03 NM_007591

linterferon-induced protein with tetratricopeptide repeats 3
‘nucleolin

3.97E-03 ‘NM_010501

c gene

mitochondrial antiviral signaling protein
ER degradation enhancer, mannosidase alpha-like 3

cholinergic receptor, nicotinic, beta polypeptide 1 (muscle)

Transmembrane 7 superfamily member 3

beta-site APP cleaving enzyme 1
procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha

olute carrier family 2 (facilitated glucose transporter), member 1

ribosomal protein S20

coagulation factor IX

glutamate receptor, ionotropic, N-methyl D-aspartate-like 1A

vacuolar protein sorting 26 homolog B (yeast)

RIKEN cDNA C630004H02 gene

transcription factor 3

spermidine/spermine N1-acetyl transferase 1
nuclear transcription factor, X-box binding 1

RIKEN cDNA 0610037L13 gene

DBF4 homolog (S. cerevisiae)

ubiquitin-like modifier activating enzyme 5

syndecan 2

4.10E-03




2528 |Prr13 iproline rich 13 4.11E-03 iNM7025385

2529 §Amy1 iamylase 1, salivary 4.11E-03 iNM_001110505 /// NM_007446

2530 |Arcnl larchain 1 4.11E-03 INM_145985

2531 Markl MAP/microtubule affinity-regulating kinase 1 4.11E-03 INM_145515

2532 Top3b ‘topoisomerase (DNA) 111 beta 4.11E-03 INM_011624

2533 [Uaplll iUDP-N-aCtengIucosamine pyrophosphorylase 1-like 1 4.12E-03 §NM_001033293

2534 |LOC100045999 /// LOC640204§simiIar to RAN, member RAS oncogene family /// similar to RAN, member RAS onco|4.13E-03 iNM_009391 /11 XM_001475422 /// XR_034742
2535 |Abhd10 labhydrolase domain containing 10 4.13E-03 §NM_172511

2536 |Gabl igrowth factor receptor bound protein 2-associated protein 1 4.14E-03 INM_021356

2537 §Ppm1a iprotein phosphatase 1A, magnesium dependent, alpha isoform 4.16E-03 iNM_OO891O

2538 §Emp3 iepithelial membrane protein 3 4.16E-03 §NM_001146346 /// NM_010129
i ‘ 4.17E-03 [---

‘synaptosomal—associated protein 29 4.17E-03 NM_023348

p53 and DNA damage regulated 1 4.17E-03 ‘NM_178939
'NECAP endocytosis associated 1 4.18E-03 NM_026267

retinitis pigmentosa 9 (human) 4.20E-03 'NM_018739

'SPEG complex locus

c gene

similar to ninjurin2 /// ninjurin 2

sphingomyelin synthase 1

polo-like kinase 2 (Drosophila)

WD repeat domain, phosphoinositide interacting 1

calmodulin 1

molybdenum cofactor sulfurase
WD repeat domain 1

RNA binding motif protein 3

NADH dehydrogenase (ubiquinone) Fe-S protein 8

limb region 1 like

SH3-domain GRB2-like B1 (endophilin)

enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A dehydrogenase

aroxysmal nonkinesiogenic dyskinesia
transcription elongation factor A (SIlI)-like 1
calpain, small subunit 1

trimethyllysine hydroxylase, epsilon

rotein tyrosine phosphatase, receptor type, S
torsin family 1, member B
synuclein, gamma
tripartite motif-containing 2 4.32E-03




2574 LOC100045442 /// Stagl isimilar to Stromal antigen 1 /// stromal antigen 1 4.36E-03 §NM7009282 /// XM_001474252

2575 |Gypa iglycophorin A 4.36E-03 INM_010369

2576 |Plek Ipleckstrin 4.36E-03 INM_019549

2577 Mmab imethylmalonic aciduria (cobalamin deficiency) type B homolog (human) 4.38E-03 INM_029956

2578 |Sfrs3 §sp|icing factor, arginine/serine-rich 3 (SRp20) 4.38E-03 iNM7013663

2579 [Pitpncl iphosphatidylinositol transfer protein, cytoplasmic 1 4.38E-03 iNM_145823

2580 [LOC100046843 /// Msh3 isimilar to mutS homolog 3 /// mutS homolog 3 (E. coli) 4.38E-03 iNM_010829 /// XM_001475901

2581 |Aldoa laldolase A, fructose-bisphosphate 4.39E-03 §NM_007438

2582 iGm10241 /// Gm13430 /// Gmipredicted gene 10241 /// predicted gene 13430 /// predicted gene 13690 /// simil 4.39E-03 iNM7133354 /// XM_001475721 /// XM_001476458 /// XM_001476473 /// XM

iCasitas B-lineage lymphoma 4.39E-03 INM_007619

iprotein kinase, cGMP-dependent, type |1 4.40E-03 INM_008926

ISET translocation 4.41E-03 INM_023871

ring finger 111 4.41E-03 INM_033604

1Q motif containing GTPase activating protein 3 4.42E-03 ‘NM_001033484

itubulin cofactor A 4.42E-03 NM_009321

‘squamous cell carcinoma antigen recognized by T-cells 3 4.43E-03 'NM_016926
‘NAD(P) dependent steroid dehydrogenase-like

¢ sequence

SEC16 homolog A (S. cerevisiae)
prostaglandin-endoperoxide synthase 1

translocase of outer mitochondrial membrane 22 homolog (yeast)

predicted gene 5256 /// predicted gene 5529 /// solute carrier family 25 (mitoch

vacuolar protein sorting 29 (S. pombe)

heat shock protein 9

fyn-related kinase

collagen, type X1V, alpha 1

dipeptidase 1 (renal)

EH-domain containing 4

ASF1 anti-silencing function 1 homolog B (S. cerevisiae)

histone deacetylase 11

thyroid hormone receptor associated protein 3

retinol binding protein 7, cellular

Janus kinase 1

zinc finger protein 467

bromodomain and WD repeat domain containing 1

CD151 antigen

dephospho-CoA kinase domain containing

Fc receptor-like A

Eph receptor A2 4.60E-03

-like (yeast)




itestis expressed gene 9 4.61E-03 iNM7009359
iserine/threonine kinase 24 (STE20 homolog, yeast) 4.61E-03 iNM_145465

IFYVE, RhoGEF and PH domain containing 2 4.61E-03 INM_001159538 /// NM_013710

{F-box protein 2 4.62E-03 INM_176848

ialkaline ceramidase 2 4.62E-03 iNM7139306

linterleukin 4 receptor, alpha 4.62E-03 INM_001008700

§U2 small nuclear ribonucleoprotein auxiliary factor (U2AF) 2 4.63E-03 iNM_133671

lubiquinol-cytochrome ¢ reductase binding protein 4.63E-03 §NM_026219

‘THO complex 4 4.64E-03 INM_011568

iphosphomannomutase 2 4.64E-03 iNM_016881

{Immunoglobulin heavy chain complex 4.66E-03 -

T-cell lymphoma invasion and metastasis 1 4.66E-03 iNM_001145886 /// NM_001145887 /// NM_009384
'\WAP, FS, Ig, KU, and NTR-containing protein 1 4.67E-03 iNM7001100454 /// XM_128578 /// XM_914842
glutathione S-transferase, theta 3 4.67E-03 ‘NM_133994

Imitogen-activated protein kinase kinase kinase 3 4.68E-03  |NM_O11947
‘poliovirus receptor-related 2 4.68E-03 JNM_001159724 /// NM_008990

‘mitochondrial ribosomal protein S9

(Us)
ATPase, H+ transporting, lysosomal VO subunit A2

small nuclear ribonucleoprotein

5-hydroxytryptamine (serotonin) receptor 1A

coronin, actin binding protein 2A

chemokine (C-C motif) receptor 2

deoxythymidylate kinase

acid phosphatase, prostate

dual specificity phosphatase 7

phosphatidylinositol glycan anchor biosynthesis, class M

G protein-coupled receptor kinase-interactor 1

lectin, galactose binding, soluble 8

adrenocortical dysplasia /// nuclear receptor-binding SET-domain protein 1

solute carrier family 38, member 10

RIKEN cDNA 1110031102 gene

interferon inducible GTPase 1

orcupine homolog (Drosophila)

interleukin 22 /// interleukin 10-related T cell-derived inducible factor beta

CTAGE family, member 5 4.80E-03




2666 |Endog iendonuclease G 4.82E-03 INM_007931

2667 |Rpll2 iribosomal protein L12 4.82E-03 INM_009076

2668 |lgk limmunoglobulin kappa chain complex 4.82E-03 —

2669 [Tubb2c /// Tubb2c-ps2 ‘tubulin, beta 2C /// tubulin, beta 2c, pseudogene 2 4.83E-03 INM_146116 /// XR_032016 /// XR_032129
2670 Cnnm2 icyclin M2 4.86E-03 INM_001102471 /// NM_033569

2671 |[Rbmi4 iRNA binding motif protein 14 4.86E-03 iNM_019869

2672 |Nasp inuclear autoantigenic sperm protein (histone-binding) 4.86E-03 §NM_001081475 /// NM_016777

2673 |Tshz2 iteashirt zinc finger family member 2 4.86E-03 §NM_080455

2674 §LOC100048071 /// Tex21 isimilar to tsec-2 /// testis expressed gene 21 4.87E-03 iNM7001159532 /// NM_019784 /// XR_034206
2675 §LOC10004693O /// Sh2dla isimilar to T cell signal transduction moleculel SAP /// SH2 domain protein 1A 4.87E-03 iNM_011364 /// XM_001477084

2676 |Mcolnl imucolipin 1 4.87E-03 INM_053177

2677 |Samd4 isterile alpha motif domain containing 4 4.89E-03 iNM_001037221 /// NM_001163433 /// NM_028966

‘polyamine—modulated factor 1

4.90E-03 INM_025928

cell death-inducing DFFA-like effector c

iexpressed sequence AU040320

4.90E-03 ‘NM_178373

4.90E-03 NM_001035525 /// NM_001035526 /// NM_133886

linhibitor of kappaB kinase beta
‘RIKEN cDNA 1810011010 gene

4.90E-03 'NM_001159774 /// NM_010546
4.90E-03

RNA binding motif protein 22

mitogen-activated protein kinase kinase kinase 12

eukaryotic translation initiation factor 4E binding protein 2

dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3

toll-like receptor 7
DEAH (Asp-Glu-Ala-His) box polypeptide 9
Immunoglobulin heavy chain 6 (heavy chain of IgM)

elomerase associated protein 1

serine/threonine kinase 16

similar to RAN, member RAS oncogene family /// RAN, member RAS oncogene famil
glycolipid transfer protein

zinc finger protein 790

olycystic kidney disease 1 homolog

minichromosome maintenance deficient 4 homolog (S. cerevisiae)

synovial sarcoma translocation, Chromosome 18

RNA binding motif protein 16

ADP-ribosylation factor interacting protein 2

DnaJ (Hsp40) homolog, subfamily B, member 6 /// similar to DnaJ (Hsp40) homolog

transmembrane protein 159

a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin ty

eta precursor protein

4.92E-03

5.05E-03




2712 |Myh6 imyosin, heavy polypeptide 6, cardiac muscle, alpha 5.07E-03 INM_001164171 /// NM_010856

2713 |GIrx2 iglutaredoxin 2 (thioltransferase) 5.07E-03 INM_001038592 /// NM_001038593 /// NM_001038594 /// NM_023505
2714 |Tceal itranscription elongation factor A (SIl) 1 5.07E-03 §NM_001159750 /// NM_001159751 /// NM_011541
2715 Cyb5 icytochrome b-5 5.08E-03 INM_025797

2716 |Polrla %polymerase (RNA) | polypeptide A 5.08E-03 iNM7009088

2717 (Tiprl §TIP41, TOR signalling pathway regulator-like (S. cerevisiae) 5.08E-03 iNM_145513

2718 [|C79407 iexpressed sequence C79407 5.09E-03 iNM_172578

2719 |Atplla iATPase, class VI, type 11A 5.09E-03 §NM_015804

2720 jltk iIL2—inducibIe T-cell kinase 5.10E-03 iNM7010583

2721 §Mospd2 imotile sperm domain containing 2 5.10E-03 iNM_029730

2722 §Sap52 iSAPS domain family, member 2 5.10E-03 §NM_026813 /// NM_027805

2723  |Epb4.112 lerythrocyte protein band 4.1-like 2 5.11E-03 INM_013511

ithymidylate synthase

5.12E-03

INM_021288

abhydrolase domain containing 4

iglyceraldehyde-3-phosphate dehydrogenase

5.13E-03

5.14E-03

INM_134076

NM_008084

'RIKEN cDNA 1810019J16 gene
PH domain and leucine rich repeat protein phosphatase 1

5.14E-03

'NM_001083916 /// NM_133707

sorting nexin

alactose mutarotase
calcium and integrin binding 1 (calmyrin)

phosphatidylserine decarboxylase, pseudogene 3

cytoplasmic polyadenylation element binding protein 4

RIKEN cDNA 4932425124 gene

RAB interacting factor
chloride channel, nucleotide-sensitive, 1A

FK506 binding protein la

RNA-binding region (RNP1, RRM) containing 3

general transcription factor IIF, polypeptide 1
CKLF-like MARVEL transmembrane domain containing 8

Suppression of tumorigenicity 13

mitogen-activated protein kinase kinase kinase 8

doublecortin-like kinase 1

acid phosphatase 6, lysophosphatidic

similar to SMAP1 /// stromal membrane-associated protein 1

3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2

ELK3, member of ETS oncogene family

RIKEN cDNA 6720487G11 gene /// zinc finger protein 71, releated sequence

galanin receptor 2

5.31E-03




2758 |Cdkn2c icyclin-dependent kinase inhibitor 2C (p18, inhibits CDK4) 5.33E-03 iNM7007671

2759 iZfandZa izinc finger, AN1-type domain 2A 5.33E-03 iNM_001159908 /// NM_133349
2760 |Cks2 icDC28 protein kinase regulatory subunit 2 5.33E-03 INM_025415

2761 [Gap43 igrowth associated protein 43 5.35E-03 INM_008083

2762 Pcskb iproprotein convertase subtilisin/kexin type 5 5.35E-03 INM_001163144 /// XM_129214 /// XM_987372
2763 |Tspan3 itetraspanin 3 5.36E-03 INM_019793

2764 Mrps9 imitochondrial ribosomal protein S9 5.36E-03 iNM_023514

2765 Myst3 IMYST histone acetyltransferase (monocytic leukemia) 3 5.36E-03 §NM_001081149

2766 jTrafsipZ iTRAF3 interacting protein 2 5.38E-03 iNM7134000

2767 §Bc|2|l4 iBCLZ-Iike 14 (apoptosis facilitator) 5.38E-03 iNM_025778

2768 |zfp296 izinc finger protein 296 5.38E-03 INM_022409

2769 |Igkv15-103 §immunog|0bu|in kappa chain variable 15-103 5.39E-03 iXM_001476407

2770 [Trem3 ‘triggering receptor expressed on myeloid cells 3 5.41E-03

DNA segment, Chr X, ERATO Doi 223, expressed

5.41E-03
5.43E-03

INM_021407

NM_001164099 /// NM_001164100 /// NM_001164101 /// NM_013758

5.43E-03

'NM_001111028 /// NM_134073

serine hydroxymethyltransferase

solute carrier family 20, member 1

low density lipoprotein receptor adaptor protein 1
growth arrest and DNA-damage-inducible 45 beta
HIV TAT specific factor 1

hosphoglycolate phosphatase
mannan-binding lectin serine peptidase 2
N-acetyltransferase 6
RAB31, member RAS oncogene family

ransmembrane protein 38A

Rho guanine nucleotide exchange factor (GEF) 16
unc-50 homolog (C. elegans)

amidohydrolase domain containing 1

nucleosome assembly protein 1-like 3

hospholipid scramblase 1
RIKEN cDNA 1100001G20 gene
sphingosine phosphate lyase 1
inositol hexaphosphate kinase 1

ubiquitin-conjugating enzyme E2E 3, UBC4/5 homolog (yeast)

tripeptidyl peptidase 11
cDNA sequence BC022687
claudin 1

5.60E-03




2804 (Ccrd ichemokine (C-C motif) receptor 4 5.61E-03 INM_009916

2805 |Tjp2 itight junction protein 2 5.61E-03 INM_011597

2806 |Smnil isurvival motor neuron 1 5.62E-03 INM_011420

2807 (Prss23 iprotease, serine, 23 5.62E-03 INM_029614

2808 Gm8203 /// H2afz §predicted gene 8203 /// H2A histone family, member Z 5.63E-03 iNM7016750 /// XM_001000460 /// XM_001480384
2809 |Serpinb9 iserine (or cysteine) peptidase inhibitor, clade B, member 9 5.64E-03 iNM_009256

2810 |Lyrm5 §LYR motif containing 5 5.65E-03 §NM_001163628 /// NM_133688

2811 Gm5806 /// Gm9855 /// Tdg ipredicted gene 5806 /// predicted gene 9855 /// thymine DNA glycosylase 5.66E-03 §NM_011561 /// NM_172552 /// XM_001479614 /// XM_001479618 /// XM_61
2812 (Clip4 {CAP-GLY domain containing linker protein family, member 4 5.67E-03 INM_030179 /// NM_175378

2813 §Gorasp2 igolgi reassembly stacking protein 2 5.69E-03 iNM_027352 /// NR_027343

2814 |Pdgfa iplatelet derived growth factor, alpha 5.69E-03 INM_008808

2815 |Oasla i2'-5' oligoadenylate synthetase 1A 5.69E-03 iNM_145211

2816 jCoI22a1 ‘collagen, type XXI1, alpha 1 5.70E-03 iNM7027174 /// XM_907370 /// XM_981889

2817 LSM3 homolog, U6 small nuclear RNA associated (S. cerevisiae) 5.71E-03 ‘NM_026309

iacyl-Coenzyme A binding domain containing 6

5.71E-03

NM_001145781 /// NM_026683 /// NM_028250

‘fibrinogen—like protein 2

icysteine-rich protein 1 (intestinal)

5.71E-03
5.72E-03

‘NM_008013

small nuclear ribonucleoprotein 48 (U11/U12)
SH3-binding domain glutamic acid-rich protein like
RIKEN cDNA 1200009022 gene

inhibitor of DNA binding 3

TBC1 domain family, member 23

transmembrane protein 186

FK506 binding protein 1b

ubiquitin related modifier 1 homolog (S. cerevisiae)

redicted gene 9706 /// 1SG15 ubiquitin-like modifier
PPPDE peptidase domain containing 2
transmembrane protein 51
FK506 binding protein 3
Hus1 homolog (S. pombe)

UDP-glucose dehydrogenase

nucleoporin like 2

bromodomain adjacent to zinc finger domain, 2A
CWF19-like 1, cell cycle control (S. pombe)

arboxymethylenebutenolidase-like (Pseudomonas)

a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin ty

predicted gene 11663 /// predicted gene 2992 /// predicted gene 7862 /// high mo

golgi-specific brefeldin A-resistance factor 1

5.73E-03

5.85E-03




2850 Pcyoxl iprenylcysteine oxidase 1 5.86E-03 INM_025823

2851 iMapkl imitogen-activated protein kinase 1 5.87E-03 iNM_001038663 /// NM_011949

2852 |Clgbp icomplement component 1, g subcomponent binding protein 5.87E-03 §NM_OO7573

2853 Mapllc3b imicrotubule-associated protein 1 light chain 3 beta 5.87E-03 INM_026160

2854  Mytll imyelin transcription factor 1-like 5.87E-03 INM_001093775 /// NM_001093776 /// NM_001093778 /// NM_008666 /// XM
2855 |Lrrkl lleucine-rich repeat kinase 1 5.88E-03 INM_146191

2856 [Scn3a isodium channel, voltage-gated, type 111, alpha 5.88E-03 iNM_018732

2857 |Syncrip isynaptotagmin binding, cytoplasmic RNA interacting protein 5.88E-03 §NM_019666 /// NM_019796

2858 |Ccnd3 icyclin D3 5.89E-03 INM_001081635 /// NM_001081636 /// NM_007632

2859 §Cdc73 icell division cycle 73, Paf1l/RNA polymerase Il complex component, homolog (S. ce |5.89E-03 iNM_145991

2860 §Slc25a39 isolute carrier family 25, member 39 5.89E-03 §NM_026542

2861 [LOC631302 /// Pgbpl isimilar to polyglutamine binding protein 1 /// polyglutamine binding protein 1 5.90E-03 iNM_019478 /// XM_919383

2862 jErrfil 'ERBB receptor feedback inhibitor 1 5.90E-03 iNM7133753

2863 110059G10Rik RIKEN cDNA 1110059G10 gene 5.90E-03 ‘NM_025419

2864 |4933411GO6Rik | IRIKEN cDNA 4933411G06 gene 5.90E-03 | XM_621219 /// XM_911175

2865 nn3 /// LOC100047856

‘calponin 3, acidic /// similar to calponin 3, acidic 5.92E-03 'NM_028044 /// XM_001479297
vaccinia related kinase 3 5.92E-03

procollagen lysine, 2-oxoglutarate 5-dioxygenase 2 5.94E-03
epithelial membrane protein 1

matrilin 4

inositol polyphosphate-5-phosphatase B

SUMO1 activating enzyme subunit 1

guanylate cyclase activator 1a (retina)

THO complex 3

integrin alpha FG-GAP repeat containing 1
ubiquitin specific peptidase 24

rizzled homolog 7 (Drosophila)

microtubule-associated protein 4

kinesin family member 1B

major facilitator superfamily domain containing 5

cytochrome c oxidase, subunit Vlic /// cytochrome ¢ oxidase, subunit Vllc pseudo

acuolar protein sorting 11 (yeast)
similar to serine/threonine kinase 11 interacting protein /// serine/threonine k
synaptogyrin 2
interferon regulatory factor 6 6.14E-03

-interacting zinc ringer




2896 |Havcr2 ihepatitis A virus cellular receptor 2 6.16E-03 iNM7134250
2897 |Tpil itriosephosphate isomerase 1 6.17E-03 INM_009415
2898 |Sfpg isplicing factor proline/glutamine rich (polypyrimidine tract binding protein ass 6.18E-03 §NM_023603
2899 [Rpgripl iretinitis pigmentosa GTPase regulator interacting protein 1 6.18E-03 INM_023879
2900 (Cclll ichemokine (C-C motif) ligand 11 6.18E-03 iNM7011330
2901 |Thoc2 ITHO complex 2 6.19E-03 INM_001033422
2902 |Ptprk iprotein tyrosine phosphatase, receptor type, K 6.19E-03 iNM_008983
2903 |Mettl6 imethyltransferase like 6 6.19E-03 §NM_025907
2904 |- - 6.19E-03 -

2905 §Grtp1 iGH regulated TBC protein 1 6.19E-03 iNM_025768
2906 {3-hydroxy-3-methylglutaryl-Coenzyme A lyase 6.20E-03 INM_008254

{Hmgcl

§growth hormone

6.23E-03 INM_008117

‘Obg—like ATPase 1

6.23E-03 iNM7025942 /// NM_030091

syntrophin, basic 2

racireductone dioxygenase 1

6.23E-03 ‘NM_009229

6.24E-03 NM_134052

{CLPTM1-like
‘hydroxysteroid (17-beta) dehydrogenase 2

6.24E-03 ‘NM_146047

synaptosomal-associated protein

GDP-mannose pyrophosphorylase A
proline/serine-rich coiled-coil 1

sorting nexin 15

melanoma inhibitory activity 3

cellular repressor of E1A-stimulated genes 1

protein tyrosine phosphatase 4al

LIM domain containing 2

RAN binding protein 10

amily with sequence similarity 103, member A1

tripartite motif-containing 32
guanine nucleotide binding protein (G protein), gamma transducing activity polyp

deiodinase, iodothyronine, type Il

microtubule-associated protein, RP/EB family, member 3

THO complex 1

soc-2 (suppressor of clear) homolog (C. elegans)

midnolin
RIKEN cDNA A030009H04 gene

PDZ and LIM domain 5

similar to monoacylglycerol O-acyltransferase 1 /// monoacylglycerol O-acyltrans

zinc finger E-box binding homeobox 1

Yipl domain family, member 2

endoplasmic reticulum aminopeptiaase

6.36E-03




2942 |Plala iphospholipase A1 member A 6.37E-03 iNM7134102

2943 iPtprb iprotein tyrosine phosphatase, receptor type, B 6.38E-03 iNM_029928

2944  |Arih1 iariadne ubiquitin-conjugating enzyme E2 binding protein homolog 1 (Drosophila) 6.41E-03 §NM_019927

2945  |Hcfclrl ihost cell factor C1 regulator 1 (XPO1-dependent) 6.41E-03 INM_181821

2946  |Cxcl10 ichemokine (C-X-C motif) ligand 10 6.41E-03 INM_021274

2947 |Nrda2 inuclear receptor subfamily 4, group A, member 2 6.41E-03 §NM_001139509 /// NM_013613

2948 |Camkl §calcium/calmodulin—dependent protein kinase | 6.43E-03 §NM_133926

2949  |Aebpl IAE binding protein 1 6.43E-03 §NM_009636

2950 |Lrrc51 iLeucine rich repeat containing 51 6.44E-03 INM_001162973 /// NM_001162974 /// NM_027053 /// XM_890234 /// XM_90

2951 §Suv420h1 isuppressor of variegation 4-20 homolog 1 (Drosophila) 6.44E-03 iNM_144871

2952 |2810449G22Rik IRIKEN cDNA 2810449G22 gene 6.44E-03 j—

2953  [Hexb ‘hexosaminidase B 6.45E-03 INM_010422

2954 MIx MAX-like protein X 6.45E-03 INM_001159384 /// NM_001159385 /// NM_011550
-—- 6.46E-03

imicrotubule-associated protein, RP/EB family, member 1

6.47E-03

NM_007896

isimilar to SMAP1 /// stromal membrane-associated protein 1
‘protein phosphatase 2A, regulatory subunit B (PR 53)

6.48E-03

'NM_028534 /// XM_001476743

gamma-aminobutyric acid ( ) B receptor,

complement component 1, g subcomponent, C chain
ubiquitin specific peptidase 16
unc-119 homolog B (C. elegans)

16.52E-03

{INM_175352




Table S2. Differentially expressed genes in Study 1 PC samples revealed by BETR

No. i:Gene Symbol ene Title
1 1190002H23Rik IKEN cDNA 1190002H23 gene
2 1810009A15Rik IKEN cDNA 1810009A15 gene

3 010107G23Rik IKEN cDNA 2010107G23 gene
4 {2310061J03Rik IRIKEN cDNA 2310061103 gene
5 610018G03Rik IKEN cDNA 2610018G03 gene
6 \5730403B10RK IRIKEN cDNA 5730403810 gene
7 |5730403B10Rik IRIKEN cDNA 5730403B10 gene
8 1672047519Rik IRIKEN cDNA 6720475119 gene

9

10  |Abcasb IATP-binding cassefte, sub-family A (ABC1), member 8 NM_013851
11 iAbhd14a iabhydrolase domain containing 14A INM_001110271 /// NM_001110272 /// NM_145919

12 {Acsl1 lacyl-CoA synthetase long-chain family member 1 INM_007981

13 |Adpgk |ADP-dependent glucokinase INM_028121

14 iAIdhlaZ ialdehyde dehydrogenase family 1, subfamily A2 3NM_009022

15 {Antxr2 ianthrax toxin receptor 2 INM_133738

16 |Arhgap6 iRho GTPase activating protein 6 INM_009707 /// NM_178754
| lankyrin repeat and SOCS box-containing 4

: rankyrin repeat and SOCS box-containing 4 |
19 iBcllla {B-cell CLL/lymphoma 11A (zinc finger protein) INM_001159289 /// NM_001159290 /// NM_016707

20 chI2I1 iBCLZ—Iike 1 iNM_009743

21 ICls /// LOC100044326 icomplement component 1, s subcomponent /// similar to Complement component 1, s  |[NM_001097617 /// NM_144938 /// XR_030514
‘rﬁomplement component 3 !
icomplement component 4 binding protein INM_007576
icarbonic anhydrase 15 INM_030558

icarbonic anhydrase 3

[catalase INM_009804
icarbonyl reductase 2 INM_007621
ichromobox homolog 1 (Drosophila HP1 beta) INM_007622
29 iCbx1 ichromobox homolog 1 (Drosophila HP1 beta) INM_007622
30 iCcdc23 icoiled-coil domain containing 23 INM_001038998 /// NM_024462
31 iCcdc80 icoiled-coil domain containing 80 INM_026439
32 iCclg ichemokine (C-C motif) ligand 8 INM_021443 /// XM_001480890
33 icclo ichemokine (C-C motif) ligand 9 INM_011338
34 iCcpgl icell cycle progression 1 INM_001114328 /// NM_028181
35 iCd163 iCD163 antigen INM_053094
36 iCd36 iCD36 antigen INM_001159555 /// NM_001159556 /// NM_001159557 /// NM_001159558 /// NM_007643
37 iCcd36 iCD36 antigen INM_001159555 /// NM_001159556 /// NM_001159557 /// NM_001159558 /// NM_007643
38 iCd47 iCD47 antigen (Rh-related antigen, integrin-associated signal transducer) §NM_010581
39 iCdcpl iCUB domain containing protein 1 INM_133974
40 iCh25h icholesterol 25-hydroxylase INM_009890
41 ICKIf ichemokine-like factor INM_001037841 /// NM_029295
42 iCnn3 /// LOC100047856 icalponin 3, acidic /// similar to calponin 3, acidic INM_028044 /// XM_001479297

43 iCol14al icollagen, type X1V, alpha 1 INM_181277




44 iCol3al icollagen, type 111, alpha 1 INM_009930

45 iCol6al icollagen, type VI, alpha 1 INM_009933

46 iCol6a2 icollagen, type VI, alpha 2 INM_146007

47 iColec12 icollectin sub-family member 12 INM_130449

48 iCtsh icathepsin B INM_007798

49 iCtsc icathepsin C INM_009982

50 iCtse icathepsin E INM_007799

51 iCxcl12 ichemokine (C-X-C motif) ligand 12 INM_001012477 /// NM_013655 /// NM_021704
52 iCxcl12 ichemokine (C-X-C motif) ligand 12 INM_001012477 /// NM_013655 /// NM_021704
53 iCxxc5 ICXXC finger 5 INM_133687

54 iCxxc5 icxXc finger 5 INM_133687

55 §Cyp1b1 §cytochrome P450, family 1, subfamily b, polypeptide 1 iNM_009994

56 Cyp27al icytochrome P450, family 27, subfamily a, polypeptide 1 INM_024264
57 Cyp2b10 cytochrome P450, family 2, subfamily b, polypeptide 10 M_009998 /// NM_009999

icytochrome P450, family 4, subfamily v, polypeptide 3

ideath-associated protein
‘decorin

d

egenerative spermatocyte homolog 1 (Drosophila)

'DEK oncogene (DNA binding)

osinophil-associated, ribonuclease A family, member 1 /// eosinophil-associated
osinophil-associated, ribonuclease A family, member 2

pidermal growth factor-containing fibulin-like extracellular matrix protein 1

GL nine homolog 1 (C. elegans)

ctonucleotide pyrophosphatase/phosphodiesterase 2
ctonucleoside triphosphate diphosphohydrolase 1
ph receptor A8

xostoses (multiple)-like 2

oagulation factor XIII, Al subunit

tty acid binding protein 4, adipocyte

c receptor, 1gG, low affinity 111

bromodulin

switch gene




90 iGbp2 ‘guanylate binding protein 2 INM_010260
91 iGpr iguanylate binding protein 2 iNM_OlOZGO
92 inra3 /// LOC100045484 iglial cell line derived neurotrophic factor family receptor alpha 3 /// similar §NM_010280 /// XM_001474380

93 {Gm11793 /// Hnrnpf

ipredicted gene 11793 /// heterogeneous nuclear ribonucleoprotein F

INM_133834 /// XR_002079 /// XR_034451

94 i{Gm5529 /// Gm5560 /// GmE?prediCted gene 5529 /// predicted gene 5560 /// predicted gene 6425 /// predicte iNM7001081233 /// NM_007451 /// XM_484885 /// XM_887851 /// XM_904056 /// XM_9076
95 iGm5560 /11 Gm8429 /// SIcZipredicted gene 5560 /// predicted gene 8429 /// solute carrier family 25 (mitoch iNM_001081233 /// NM_007451 /// XR_033177

96 §Gm6159 /// Hnrnpr ipredicted gene 6159 /// heterogeneous nuclear ribonucleoprotein R iNM_028871 /// XR_030753

97 Gm9844 /// Tmsb10 ipredicted gene 9844 /// thymosin, beta 10 INM_001039392 /// NM_025284 /// XM_001478515 /// XM_001480801

98 iGnail iguanine nucleotide binding protein (G protein), alpha inhibiting 1 INM_010305

99 iGns iglucosamine (N-acetyl)-6-sulfatase iNM_029364

100  [Golm1

igolgi membrane protein 1

INM_001035122 /// NM_027307

101 Gp49a /// Lilrb4

§g|yc0protein 49 A /// leukocyte immunoglobulin-like receptor, subfamily B, membe

INM_008147 /// NM_013532

102  Gpatch8

'G patch domain containing 8

INM_001159492 /// XM_152907 /// XM_895150 /// XM_903059 /// XM_903060 /// XM_9030

glycoprotein (transmembrane) nmb

1 to S phase transition 2

lutathione S-transferase, theta 1
elicase, lymphoid specific
igh mobility group nucleosomal binding domain 3

eterogeneous nuclear ribonucleoprotein U

istamine receptor H1 /// similar to histamine receptor H1

mmunoglobulin kappa chain variable 1 (V1)
mmunoglobulin lambda chain, variable 1
terleukin 2 receptor, gamma chain

\INOsItol monophosphatase domain containing




136  [Itga6 lintegrin alpha 6 INM_008397

137  litga9 lintegrin alpha 9 INM_001113514 /// NM_133721

138  lItihs linter-alpha (globulin) inhibitor H5 INM_172471

139 Jund ‘Jun proto-oncogene related gene d INM_010592

140 iKdm5b §Iysine (K)-specific demethylase 5B iNM7152895

141 iKIhi13 ikelch-like 13 (Drosophila) INM_026167

142 KIhi22 ikelch-like 22 (Drosophila) INM_145479 /// XM_001475578 /// XM_001478907

143 IKIk1 ikallikrein 1 INM_010639

144  KIK1 ikallikrein 1 INM_010639

145  KIk1b22 /// KIk1b9 ikallikrein 1-related peptidase b22 /// kallikrein 1-related peptidase b9 INM_010114 /// NM_010116

146 iKlral? ikiller cell lectin-like receptor, subfamily A, member 17 INM_133203

147 §ch1 §Iymphocyte cytosolic protein 1 iNM_008879

148  iLgals3 ilectin, galactose binding, soluble 3 INM_001145953 /// NM_010705
149 Lifr leukemia inhibitory factor receptor M_001113386 /// NM_013584

150 LOC100038746 lhypothetical LOC100038746
151 {LOC100045999 /// LOC6402C similar to RAN, member RAS oncogene family /// similar to RAN, member RAS oncoge M_009391 /// XM_001475422 /// XR_034742

isimilar to Sp110 nuclear body protein

eucine rich repeat (in ) interacting protein

3Iymphocyte antigen 6 complex, locus D




182  Ogn ‘osteoglycin INM_008760

183  |oOrcél lorigin recognition complex, subunit 6-like (S. cerevisiae) INM_001163791 /// NM_019716 /// NR_028268
184  lOsbplla loxysterol binding protein-like 1A INM_207530

185  Osbplia loxysterol binding protein-like 1A INM_207530

186 iPcolce §proco|lagen C-endopeptidase enhancer protein iNM7008788

187 iPdgfra iplatelet derived growth factor receptor, alpha polypeptide iNM_001083316 /// NM_011058

188  iPf4 iplatelet factor 4 INM_019932

189  Pfn2 iprofilin 2 INM_019410

190 iPipSklb §phosphatidylinositol—4—phosphate 5-kinase, type 1 beta INM_008846

191 iPitrml ipitrilysin metallepetidase 1 iNM_145131

192 iPkp4 iplakophilin 4 INM_026361 /// NM_175464

193  [Plin2 iperilipin 2 INM_007408

104 {Postn iperiostin, osteoblast specific factor INM_015784

phosphatidic acid phosphatase type 2A M_008247 /// NM_008903
iphosphatidic acid phosphatase type 2A

hosphatidic acid phosphatase type 2B

‘peroxiredoxin 6

pre-m processing factor omolog (S. cerevisiae)

'PRP19/PS0O4 pre-mRNA processing factor 19 homolog (S. cerevisiae)
rostaglandin E receptor 4 (subtype EP4)
rotein tyrosine phosphatase, non-receptor type 20
rotein tyrosine phosphatase, non-receptor type 4

100 calcium binding protein A10 (calpactin)
AM and SH3 domain containing 1

erum deprivation response

ma domain, immunoglobulin domain (lg), short basic domain, secreted, (semaphor
erine (or cysteine) peptidase inhibitor, clade I, member 1
erum/glucocorticoid regulated kinase 1
phingosine-1-phosphate phosphatase 1

ndoplasmic reticulum chaperone SIL1 homolog (S. cerevisiae)

LAM family member 9

olute carrier family 12 (potassium/chloride transporters), member 8

olute carrier family 1 (neuronal/epithelial high affinity glutamate transporter

isolute carrier tamily (ml ochondrial carrier, adenine nucleotide translocator




228 iSlc25a4 isolute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator INM_007450

229  islit3 iSlit homolog 3 (Drosophila) INM_011412

230  iSmad7 IMAD homolog 7 (Drosophila) INM_001042660

231  {Smocl ISPARC related modular calcium binding 1 INM_001146217 /// NM_022316

232 {Smyd2 {SET and MYND domain containing 2 INM_026796

233 iSnrpn /// Snurf ismall nuclear ribonucleoprotein N /// SNRPN upstream reading frame iNM_001082961 /// NM_001082962 /// NM_013670 /// NM_033174

234 isntg2 isyntrophin, gamma 2 INM_172951

235  iSodl isuperoxide dismutase 1, soluble INM_011434

236 iSpatsZ ispermatogenesis associated, serine-rich 2 iNM713914O

237 iSppl isecreted phosphoprotein 1 iNM_OOQZGB

238  iSrgn iserglycin INM_011157

239  IStabl istabilin 1 INM_138672

240  Steap4 ISTEAP family member 4 INM_054008
241 Tgfb2 transforming growth factor, beta 2 ‘NM_009367

242 Tgfo2 lransforming growth factor, beta2 NM_009367
243 ‘ ‘ ransforming growth factor, beta induced ‘NM_009369

tissue inhibitor of metalloproteinase 2 INM_011594
245 Tmeff2 transmembrane protein with EGF-like and two follistatin-like domains 2 INM_019790
246 Tmemi76a transmembrane protein 176A M_001098271 /// NM_025326
247 Tnfsf10 mor necrosis factor (ligand) superfamily, member 10 M_009425
248 pcr ransient receptor potential cation channel, subfamily C, member 1 M_oiie43
249  {Tshz eashirt zinc finger family member1 NM_oO1081300

inc binding alcohol dehydrogenase, domain containing 2




translocating chain-associating membrane protein 1

No. Gene Symbol  GeneTitle . p-value

1 Igh /// 1gh-2 /// 1gh-VJ558 //.immunoglobulin heavy chain complex /// immunoglobulin heavy chain 2 (seri|9.97E-09

2 Slpi secretory leukocyte peptidase inhibitor 6.76E-07

3 Hpgd hydroxyprostaglandin dehydrogenase 15 (NAD) 2.22E-06

4 Co4ar collagen, type XIVoalpha 2.386-06

5 Igh /// 1gh-2 /// 1gh-VJ558 //immunoglobulin heavy chain complex /// immunoglobulin heavy chain 2 (seri|2.58E-06 ---

6 Gm5560 /// Gm8429 /// Slc2predicted gene 5560 /// predicted gene 8429 /// solute carrier family 25 (mit/2.85E-06 %NM_001081233 /// NM_007451 /// XR_033177
7 Gpx1 glutathione peroxidase 1 4.02E-06 3NM_008160
8 Cdc42se2 CDC42 small effector 2 4.08E-06 %NM7178626
o  Rame2 receptor (calcitonin) activity modifying protein2 415£06

10 Ddx26b DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26B 4.27E-06 INM_172779
11 Pwpl PWP1 homolog (S. cerevisiae) 4.92E-06 iNM_133993
12 Ltbp2 latent transforming growth factor beta binding protein 2 5.07E-06 §NM7013589

9.53E-06

INM_028173

16 Rbbp7 retinoblastoma binding protein 7 1.06E-05

7B ERO1-like beta (S. cerevisiae) 137805

18 Atxn7 ataxin 7 1.46E-05

L R immunoglobulin joining chain 1.488-05

20 Reln reelin 1.61E-05

21 Rebp7 retinoblastoma binding proteinz 2.058-05

22 Postn periostin, osteoblast specific factor 2.19E-05

28 Mbd1 methyl-CpG binding domain protein1 2:388-05

24 Dusp18 dual specificity phosphatase 18 2.54E-05

25 lma2 laminin, alpha 2 2.588-05

26 Earl eosinophil-associated, ribonuclease A family, member 1 2.68E-05 INM_007894

27 Nmal nuclear receptor subfamily 4, group A, member 1 2.828-05 iN’V,':Q,l,Q‘,‘f‘i‘ ,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,
28 RP23-195K8.6 hypothetical protein LOC622404 2.95E-05 M_001037913

29 se sel-1 suppressor of lin-12-like (C. elegans) 3.40B-05 M_001039089 /// NM_011344
30 Selll sel-1 suppressor of lin-12-like (C. elegans) 3.49E-05 {NM_001039089 /// NM_011344
st Emol engulfment and cell motility 1, ced-12 homolog (C. elegans) 354805 !

32 Coll4al collagen, type XIV, alpha 1 13.60E—05 ‘NM_181277




3 |swrdS StAR-related lipid transfer (START) domain containing 5 |
34 Nfkbiz nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, z¢ 3.74E-05
3 |Skozar solute carrier organic anion transporter family, member 2a1 3.78E05
36 Ube2d3 ubiquitin-conjugating enzyme E2D 3 (UBC4/5 homolog, yeast) 3.90E-05
37 Acaala /// Acaalb acetyl-Coenzyme A acyltransferase 1A /// acetyl-Coenzyme A acyltransferase 4.08E-05 3NM_130864 /// NM_146230
38 Svepl sushi, von Willebrand factor type A, EGF and pentraxin domain containing 1 |4.11E-05 iNM_022814
39 M e interleukin 1 receptor-like 1 411805 NM_001025602 /// NM_010743
40 Irf3 interferon regulatory factor 3 4.28E-05 'NM_016849
41 Ical islet cell autoantigen 1 4.29E-05 %NM_010492
42 Gabpa GA repeat binding protein, alpha 4.68E-05 3NM_008065
43 Dnajc3 DnaJ (Hsp40) homolog, subfamily C, member 3 5.16E-05 %NM7008929
44 mes2 zincfinger protein 521 525£05 N 145402 ///NM181326
45 1500031L02Rik RIKEN cDNA 1500031L02 gene 5.37E-05 INM_025892
46 Itsn2 intersectin 2 5.66E-05 iNM_011365
a7 Mosc2 MOCO sulphurase C-terminal domain containing 2 5.88E-05 §NM7133684
phosphoglycerate mutase 1 5.88E-05 iNM_023418

51 Avpil arginine vasopressin-induced 1 7.04E-05

52 Igh /// LOCE31129 /// LOC67jimmunoglobulin heavy chain complex /// similar to Ig heavy chain V-1Il regio|7.156-05

53 Gorasp2 golgi reassembly stacking protein 2 8.00E-05

S L FBJ) osteosarcoma oncogene 8.00E-05

55 Candl cullin associated and neddylation disassociated 1 8.93E-05

56 P profine rich 18 8.978-:05

57 Ptgs2 prostaglandin-endoperoxide synthase 2 9.23E-05

58 eemmb glycoprotein (transmembrane) nmb__ 9:258-05

59 Ccl11 chemokine (C-C motif) ligand 11 9.26E-05

60 |tm2d2 TM2 domain containing 2 9-668-:05

61 Pim3 proviral integration site 3 9.86E-05 INM_145478

S ML YTHdomainfamily2 9-87E-05 NM_igs3es
63 Trmt2a TRM2 tRNA methyltransferase 2 homolog A (S. cerevisiae) 1.01E-04 M_001080999 /// NM_001081000 /// NM_008307
K L chemokinelike factor 1.01B-04 M_001037841 /// NM_029295

65 Abat 4-aminobutyrate aminotransferase 1.03E-04 INM_172961

66 | Aldoa //f Aldoartt aldolase A, fructose-bisphosphate /// aldolase 1, A isoform, retrogene 1 1.038-04 !

67 lars2 isoleucine-tRNA synthetase 2, mitochondrial 51.04E-04 INM_198653




LOC100047222 /// LOC6761¢

similar to anti-glycoprotein-B of human Cytomegalovirus immunoglobulin VI (:

.0O5E-04

M_001477680 /// XM_988029

69 Txndcl6 thioredoxin domain containing 16 1.07E-04

70 1110008FISRKk RIKEN DNA 1110008F13gene 107E-04

71 Psma6 proteasome (prosome, macropain) subunit, alpha type 6 1.18E-04

72 Ctsc cathepsin C 1.20E-04 3NM_009982
73 2310044G17Rik RIKEN cDNA 2310044G17 gene 1.21E-04 iNM_173735
O S fumarate hydratase 1 L2404 |

75 Brpfl bromodomain and PHD finger containing, 1 1.27E-04

76 H2-Ke6 H2-K region expressed gene 6 1.30E-04 %NM_013543
77 Wac WW domain containing adaptor with coiled-coil 1.34E-04 3NM_001146298 /// NM_153085 /// NR_027465
78 Fastkd2 FAST kinase domains 2 1.34E-04 %NM7172422
T AfS ADP-ribosylation factor & Lo4E 04

80 Earl /// Earl12 /// Ear2 /// Ea'eosinophil-associated, ribonuclease A family, member 1 /// eosinophil-associe 1.35E-04 {NM_001012766 /// NM_007894 /// NM_007895 /// NM_017388
81 Antxrl anthrax toxin receptor 1 1.35E-04 iNM_054041
82 Pik3cg phosphoinositide-3-kinase, catalytic, gamma polypeptide 1.41E-04 §NM7001146200 /// NM_001146201 /// NM_020272
83 __f6mal chymase 1, masteell Lsie04

84 Chd4  chromodomain helicase DNA binding protein4 153804

8 Wil WD repeat domain, phosphoinositide interacting 1 154804

86 Baz2a bromodomain adjacent to zinc finger domain, 2A 1.57E-04

87 JGrem2 o gremiin 2 homolog, cysteine knot superfamily (Xenopus laevis) 157804

88 Pole2 polymerase (DNA directed), epsilon 2 (p59 subunit) 1.57E-04

g Bod2 BOproteindomain2 150E-04

90 Ptger4 prostaglandin E receptor 4 (subtype EP4) 1.62E-04

oL Mgfpl insulin-like growth factor binding protein 1 162804

92 Emrl EGF-like module containing, mucin-like, hormone receptor-like sequence 1  |1.62E-04

94 Ogt O-linked N-acetylglucosamine (GIcNAc) transferase (UDP-N-acetylglucosamin|1.64E-04

o5  Thbss thrombospondin3 164E04

96 Comp cartilage oligomeric matrix protein 1.69E-04

o7 et TCF3 (E2M) fusionpartner 173604

o8 - — 1.73E-04

°e el CAP-GLY domain containing linker protein1 1.808-04

100 Star steroidogenic acute regulatory protein 1.86E-04

o1 Bk Blymphoidkinase 187E-04

102 Dnajcl DnaJ (Hsp40) homolog, subfamily C, member 1 11.96E—04 'NM_007869




103 Cleczg C-type lectin domain family 2, memberg

104 Egfl7 EGF-like domain 7 2.06E-04

105  Dnajes Dnaj (Hsp40) homolog, subfamily C, members 200804

106 Nes nestin 2.09E-04

107 Tfpi2 tissue factor pathway inhibitor 2 2.13E-04

108 Robo4 roundabout homolog 4 (Drosophila) 2.20E-04

109 P e phospholipase D family, member 4 2.258:04

110 Tmem109 transmembrane protein 109 2.29E-04 INM_134142

111 2010205A11Rik /// Gm10883:RIKEN cDNA 2010205A11 gene /// predicted gene 10883 /// predicted gene :|2.29E-04 %XM_001476664 /// XM_001476679 /// XM_001476703
112 Agpat5 1-acylglycerol-3-phosphate O-acyltransferase 5 (lysophosphatidic acid acyltre2.29E-04 3NM_026792

113 Cd38 CD38 antigen 2.35E-04 %NM7007646

wa L imhiitor of DNA binding 1 236604

115 Ncam1l neural cell adhesion molecule 1 2.37E-04 {NM_001081445 /// NM_001113204 /// NM_010875
116 Chrnb1 cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 2.39E-04 iNM_OOQGOl

117 Derl3 Derl-like domain family, member 3 2.42E-04 §NM7024440

Cyb5d1 /// Gm6685

cytochrome b5 domain containing 1 /// cytochrome b5 domain containing 1 f

2.43E-04

INM_001045525 /// XM_484000 /// XM_901734 /// XM_904084 /// XM_9

121 Ddx19a DEAD (Asp-Glu-Ala-Asp) box polypeptide 19a 2.56E-04

122 |Rars2 arginyl-tRNA synthetase 2, mitochondrial 2.56E-04

123 Fibp fibroblast growth factor (acidic) intracellular binding protein 2.58E-04

124 CpaS carboxypeptidase A3, masteell 2.598-04

125 Ube2b ubiquitin-conjugating enzyme E2B, RAD6 homology (S. cerevisiae) 2.60E-04

126 Cma Oy e A 2.678-:04

127 Lysmd2 LysM, putative peptidoglycan-binding, domain containing 2 2.68E-04

128 TS testis derived transcript 272804

129 Dgka diacylglycerol kinase, alpha 2.73E-04

130 AteevOc ATPase, H+ transporting, lysosomal VO subunitC 27504

131 Metapll methionine aminopeptidase-like 1 2.79E-04

132 wm2a integral membrane protein 2A 2.848-04

133 Cnot4 CCR4-NOT transcription complex, subunit 4 2.85E-04

134 _(Gramd3 GRAM domain containing 3 2.908-04

135 Egrl early growth response 1 2.90E-04 INM_007913
136 Psmb4 proteasome (prosome, macropain) subunit, beta type 4 2.97E-04 3NM_008945




Table S4. Differentially expressed genes in Study 1 OG samples revealed by BETR

RefSeq ID Pathway

3 810020D17Rik RIKEN cDNA 1810020D17 gene NM_183251 -—-
4 |A530016L24Rik RIKEN cDNA A530016L24 gene NM_177039 -—
5 4-aminobutyrate aminotransferase NM_172961

ATP citrate lyase

NM_134037

adenosine deaminase

NM_007398

adi

adenosine Al receptor

NM_009621

|A1324046

11 expressed sequence Al324046 - -
12 |Antxrl anthrax toxin receptor 1 NM_054041 -
13 iApcddl adenomatosis polyposis coli down-regulated 1 NM_133237 -
14 iBth B-cell translocation gene 2, anti-proliferative NM_007570 -
15 iBublb budding uninhibited by benzimidazoles 1 homolog, beta (S. cerevisiae) NM_009773

chemokine (C-C motif) ligand 11 NM_011330

cyclin L1 NM_019937

CD163 antigen NM_053094
choline phosphotransferase 1 NM_001146690 /// NI---
chymase 1, mast cell NM_010780 -
collagen, type X1V, alpha 1 NM_181277

22 Coll4al collagen, type XIV, alpha 1 NM_181277

23 iCol6a3 collagen, type VI, alpha 3 XM_001474562 /// XN---
24 :Cpa3 carboxypeptidase A3, mast cell NM_007753 -
25 Cspg4 chondroitin sulfate proteoglycan 4 NM_139001

26 ctse  cathepsinE NM_007799

27 Cyrél cysteine rich protein 61 NM_010516 -
28 Cyré1l cysteine rich protein 61 NM_010516 -
29 Decrl 2,4-dienoyl CoA reductase 1, mitochondrial NM_026172 -
30 Derl3 Derl-like domain family, member 3 NM_024440 -
31 Dhx32 DEAH (Asp-Glu-Ala-His) box polypeptide 32 NM_133941 -
32 Dnajc3 DnaJ (Hsp40) homolog, subfamily C, member 3 NM_008929 -
33 DpysI3 dihydropyrimidinase-like 3 NM_001136086 /// NN---
34 Earl eosinophil-associated, ribonuclease A family, member 1 NM_007894 -
35 |Earl /// Ear12 /// Ear2 ,eosinophil-associated, ribonuclease A family, member 1 /// eosinophil-associated NM_001012766 /// NI---
36 [Ear2 eosinophil-associated, ribonuclease A family, member 2 NM_007895 -
37 Edem1 ER degradation enhancer, mannosidase alpha-like 1 NM_138677 -
38 |Egrl early growth response 1 NM_007913 Ovarian_Infertility_Genes // GenMAPP
39 iEng early growth response 2 NM_010118 -
40 |Elmo1 engulfment and cell motility 1, ced-12 homolog (C. elegans) NM_080288 /// NM_1}---
41 §Emr1 EGF-like module containing, mucin-like, hormone receptor-like sequence 1 NM_010130 GPCRDB_Class_B_Secretin-like // GenMAPP
42 iErolIb 'ERO1-like beta (S. cerevisiae) ‘NM_026184 ===
43 iErrfil iERBB receptor feedback inhibitor 1 iNM_133753 i——-




44 jFlBal coagulation factor XIII, A1l subunit NM_028784 -—=

45 inInS fibulin 5 NM_011812 -—-

46 Fkbp1ll FK506 binding protein 11 NM_024169 -

47 Fos FBJ osteosarcoma oncogene NM_010234 Smooth_muscle_contraction // GenMAPP /// TGF_Beta_Signaling_Pat
48 Gem GTP binding protein (gene overexpressed in skeletal muscle) NM_010276 -

49 1Gm5560 /// Gm8429 ///predicted gene 5560 /// predicted gene 8429 /// solute carrier family 25 (mitoch NM_001081233 /// NI\Electron_Transport_Chain // GenMAPP

50 Gpc3 glypican 3 NM_016697 -

51 {Gpnmb glycoprotein (transmembrane) nmb NM_053110 -

52 jGremZ gremlin 2 homolog, cysteine knot superfamily (Xenopus laevis) NM_011825 -—=

53 §Hasl hyaluronan synthasel NM_008215 -

54 §be—b1 /// Hbb-b2 hemoglobin, beta adult major chain /// hemoglobin, beta adult minor chain NM_008220 /// NM_0 Calcium_regulation_in_cardiac_cells // GenMAPP /// G_Protein_Signal
55 {Hpgd hydroxyprostaglandin dehydrogenase 15 (NAD) NM_008278 Prostaglandin_synthesis_regulation // GenMAPP

56 jld3 inhibitor of DNA binding 3 NM_008321 -—=

57 immunoglobulin heavy chain complex

58 77777 hgh immunoglobulin heavy chain complex

59 gh /// 1gh-2 /// 1gh-VJ&immunoglobulin heavy chain complex /// immunoglobulin heavy chain 2 (serum IgA)

60 gh /7 \gh-2 /// Igh-VJE

immunoglobulin heavy chain complex

Immunoglobulin kappa chain variable 19 (V19)-14

NM_010882
N




90 10dz3 odd Oz/ten-m homolog 3 (Drosophila) NM_001145937 /// NI---
91 §PO0I0e2 procollagen C-endopeptidase enhancer 2 NM_029620 -
92 Postn periostin, osteoblast specific factor NM_015784 -
93 Psatl phosphoserine aminotransferase 1 NM_177420 -
94 |Ptger3 prostaglandin E receptor 3 (subtype EP3) NM_011196 GPCRDB_Class_A_Rhodopsin-like // GenMAPP /// Prostaglandin_synth
95 |Ptgs2 prostaglandin-endoperoxide synthase 2 NM_011198 Eicosanoid_Synthesis // GenMAPP /// Prostaglandin_synthesis_regulaf]
96 Ptprd protein tyrosine phosphatase, receptor type, D NM_001014288 /// NI---
97 [Pvri2 poliovirus receptor-related 2 NM_001159724 /// NN---
98 ijmpZ peroxisomal membrane protein 2 NM_008993 -—=
99 §Ramp2 receptor (calcitonin) activity modifying protein 2 NM_019444 Smooth_muscle_contraction // GenMAPP
100 §Rdh10 retinol dehydrogenase 10 (all-trans) NM_133832 -
101 [Reln reelin NM_011261 -
102 |Scara5 scavenger receptor class A, member 5 (putative) NM_028903 -
serum deprivation response NM_138741 -

sel-1 suppressor of lin-12-like (C. elegans)

NM_001039089 /// NI---

sel-1 suppressor of lin-12-like (C. elegans)

NM_001039089 /// NN---

nc finger protein 521

iversican

selenoprotein K NM_019979 -

sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembran NM_009154 -

secretory leukocyte peptidase inhibitor NM_011414 —
steroidogenic acute regulatory protein NM_011485

starch binding domain1 T NM_175096

sushi, von Willebrand factor type A, EGF and pentraxin domain containing 1 NM_022814

tissue factor pathway inhibitor 2 NM_009364

transmembrane protein 109 NM_134142

tumor necrosis factor receptor superfamily, memver 17 NM_011608

thioredoxin domain containing s NM_145367

NM_001081249 /// N

NM_145492 /// NM_




Table S5. Differentially expressed genes in Study 2 PC samples revealed by ANOVA

:Gene Title

glucosidase, alpha, acid
ectonucleoside triphosphate diphosphohydrolase 1
structural maintenance of chromosomes 6

ip-value RefSeq ID

NM_025695

ichloride channel 5

neurobeachin

iexostoses (multiple)-like 2

NM_016691
NM_030595

NM_001163514 /// NM_001163515 /// NM_021388

joxysterol binding protein-like 1A

i2.51E-08 NM_207530

ERO1-like (S. cerevisiae)

13.26E-08

NM_015774

3E- INM_001159382 /// NM_001159383 /// NM_008122

la. _001159383 /// NM_008122
§se|—1 suppressor of lin-12-like (C. elegans) §4.77E—08 NM_001039089 /// NM_011344
istructural maintenance of chromosomes 1A {7.09E-08 NM_019710
§early B-cell factor 2 §8.18E—08 NM_010095
{frizzled homolog 4 (Drosophila) 8.58E-08 NM_008055
iphospholipase B domain containing 2 i1.01E-07 NM_023625
ienabled homolog (Drosophila) 11.13E-07 NM_001083120 /// NM_001083121 /// NM_008680 /// NM_010135
tubulin, beta 2B 1.27E-07 NM_023716
signal sequence receptor, alpha l1.20e-07  iNmM_O28965
jganglioside—induced differentiation-associated-protein 2 11.4OE—O7 NM_010269
iregulator of G-protein signaling 4 11.47E-07 NM_009062

teashirt zinc finger family member 1 1.53E-07 NM_001081300
e l1.63E-07 -
23 Tmem134 itransmembrane protein 134 11.66E-07 NM_001078649 /// NM_025889
24 {Serbp1 iserpinel mRNA binding protein 1 {1.68E-07 NM_001113564 /// NM_001113565 /// NM_001113566 /// NM_025814
25 Gipcl I{GIPC PDZ domain containing family, member 1 NM_018771
26 Phf1iz HD finger protein 17 NM_001130184 /// NM_001130185 /// NM_001130186 /// NM_172303 |
27 iEifZak3 ieukaryotic translation initiation factor 2 alpha kinase 3 §1.92E—O7 NM_010121
28 3Rock2 |Rho-associated coiled-coil containing protein kinase 2 11.92E-07 NM_009072
29 §uSp34 lubiquitin specific peptidase 34 12.18E-07 XM_483996
30 §B3gat3 §beta-l,a-glucuronyltransferase 3 (glucuronosyltransferase 1) §2.18E-O7 NM_024256
31 §Wnk1 IWNK lysine deficient protein kinase 1 12.29E-07 NM_198703
32 §Cep290 icentrosomal protein 290 12.39E-07 NM_146009
33 Lpp ILIM domain containing preferred translocation partner in lipoma 12.42E-07 NM_001145952 /// NM_001145954 /// NM_178665
34 Rsrc2 iarginine/serine-rich coiled-coil 2 12.67E-O7 NM_001005523 /// NM_001005525 /// NM_025438
35 [Mela imelanoma antigen 12.72E-07 NM_008581
36 INoI3 inucleolar protein 3 (apoptosis repressor with CARD domain) 12.75E-07 NM_030152
37 LOC100048413 /// MIf2  isimilar to Myeloid leukemia factor 2 /// myeloid leukemia factor 2 12.84E-07 NM_145385 /// XM_001480186
38 ‘Klra17 ikiller cell lectin-like receptor, subfamily A, member 17 13.09E-O7 NM_133203
39 iAA517023 iexpressed sequence AA517023 13.17E-07 -
40 |Serpinil iserine (or cysteine) peptidase inhibitor, clade I, member 1 13.22E-07 NM_009250
41 |Carhspl icalcium regulated heat stable protein 1 13.24E-07 NM_025821
42 iDcIkl %doublecortin-like kinase 1 %3.68E-O7 ‘NM_001111051 /// NM_001111052 /// NM_001111053 /// NM_019978
43 IHist1h3d ihistone cluster 1, H3d 14.10E-07 INM_178204




44 Uspl4 {ubiquitin specific peptidase 14 14.29E-07 NM_001038589 /// NM_021522

45 §H|CS iholocarboxylase synthetase (biotin- [propriony-Coenzyme A-carboxylase (ATP-hydro 14.45E-O7 NM_139145

46 Akap12 |A kinase (PRKA) anchor protein (gravin) 12 14.58E-07 NM_031185

47 Atf7 lactivating transcription factor 7 14.72E-07 NM_146065

48 |Dok3 §docking protein 3 14.73E-07 NM_013739

49 1LOC100047840 /// Stapl isimilar to stem cell adaptor protein STAP-1 /// signal transducing adaptor famil 14.77E-O7 NM_019992 /// XM_001479407 /// XM_001479415
50 Rab25 IRAB25, member RAS oncogene family 15.19E-07 NM_016899

51 |Gnail iguanine nucleotide binding protein (G protein), alpha inhibiting 1 15.44E-07 NM_010305

52 |[Edem2 {ER degradation enhancer, mannosidase alpha-like 2 {5.88E-07 NM_145537

53 Neul Ineuraminidase 1 17.57E-07 NM_010893

54 12310061J03Rik IRIKEN cDNA 2310061J03 gene 17.99E-07 NM_133677 /// NR_027965

55 |Alpl lalkaline phosphatase, liver/bone/kidney {8.49E-07 NM_007431

56 |Atrx ‘alpha thalassemia/mental retardation syndrome X-linked homolog (human) '8.51E-07 NM_009530

57 Eif2ak3 /// LOC100047634 jeukaryotic translation initiation factor 2 alpha kinase 3 /// similar to Eukaryo 8.96E-07 NM_010121 /// XR_032896

58 ssx2ip lsynovial sarcoma, X breakpoint 2 interacting protein NM_138744

‘tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1
‘upstream transcription factor 1

NM_198294
NM_009480

1190002N15Rik /// LOC1

tribbles homolog 2 (Drosophila)
Melanoma antigen

nucleosome assembly protein 1-like 3
replication factor C (activator 1) 1

metal response element binding transcription factor 2
RAB3D, member RAS oncogene family

enabled homolog (Drosophila)

cleavage and polyadenylation specific factor 2

autophagy-related 4D (yeast)

COMM domain containing 5
cell division cycle 5-like (S. pombe)

basic leucine zipper and W2 domains 2

lipoyltransferase 1
laminin, gamma 1
thioredoxin reductase 1
cyclin G2

urinergic receptor P2Y, G-protein coupled, 14
baculoviral IAP repeat-containing 6
transmembrane protein 9
RIKEN cDNA 1190002N15 gene /// hypothetical protein LOC100044725

(Drosophila

UIN

N

INM_144551 /// XM_001474232 /// XM_001480364




90 iSerfl ismall EDRK-rich factor 1 {3.73E-06 NM_011353

91 iCero ichemokine (C-C motif) receptor 9 14.05E-06 NM_009913
92 Mela Imelanoma antigen 14.09E-06 NM_008581
93 Arsg larylsulfatase G 14.10E-06 NM_028710
94 iSnx18 isorting nexin 18 14.14E-06 NM_130796
95 Bmil iBmil polycomb ring finger oncogene 14.65E-06 NM_007552
96 Hdacll ihistone deacetylase 11 14.80E-06 NM_144919
97 {Usp5 lubiquitin specific peptidase 5 (isopeptidase T) !5.05E-06 NM_013700
98 {Ptrh1 ipeptidyl—tRNA hydrolase 1 homolog (S. cerevisiae) i5.18E-06 NM_178595
99 [EIf2 |E74-like factor 2 |5.23E-06 NM_023502
100 §Chac2 iChaC, cation transport regulator homolog 2 (E. coli) §5.51E—06 NM_026527
i - '5.54E-06 -
‘potassium intermediate/small conductance calcium-activated channel, subfamily N, |5.80E-06 NM_001163510 /// NM_008433
phosphatidylglycerophosphate synthase 1 6.61E-06 NM_133757

'RIKEN cDNA A230046K03 gene
‘early B-cell factor 3

NM_001033375
NM_001113414 /// NM_001113415 /// NM_010096

NM_175451
N
Sy 5
NM_007619 /// XR_034155

serine protease inhibitor, Kunitz type

ICasitas B-lineage lymphoma /// similar to Casitas B-lineage lymphoma

zinc finger protein 148

120 protein phosphatase 1, regulatory (inhibitor) subunit 2
121 family with sequence similarity 20, member B
122 tetratricopeptide repeat domain 14

jumonji domain containing 6

nicalin homolog (zebrafish)

family with sequence similarity 98, member C

casein kinase 1, epsilon

syndecan 4

kinesin family member 16B

131 GTP binding protein 4
132 pre-B lymphocyte gene 3
133 D6Wsull6e DNA segment, Chr 6, Wayne State University 116, expressed NM_026585

N

gene




isynovial sarcoma, X breakpoint 2 interacting protein

136 {Snap23 isynaptosomal-associated protein 23 11.18E-05 NM_009222
137 iAhcyIl iS-adenosthomocysteine hydrolase-like 1 11.22E-05 NM_145542
138 Spticl iserine palmitoyltransferase, long chain base subunit 1 §1.23E—05 NM_009269
139 BC013529 {cDNA sequence BC013529 11.24E-05 NM_145418
140 - === i1.25E-05 -
141 Drapl §Drl associated protein 1 (negative cofactor 2 alpha) 11.25E-05 NM_024176
142 Cldn6é iclaudin 6 11.28E-05 NM_018777
143 Mgat2 'mannoside acetylglucosaminyltransferase 2 11.31E-05 NM_146035
144 ijiIZ ipeptidylprolyl isomerase (cyclophilin)-like 2 11.32E—05 NM_144954
145 §Dedd2 ideath effector domain-containing DNA binding protein 2 §1.32E-05 NM_207677
146 Tmem49 itransmembrane protein 49 11.35E-05 NM_029478
i - !1.40E-05 -
itorsin family 2, member A 11.42E-05 NM_152800
CD36 antigen 1.46E-05 NM_001159555 /// NM_001159556 /// NM_001159557 /// NM_0011595

NM_138744

isecernin 2
C

-type lectin domain family 14, member a

NM_146027

NM_025809

FERM, RhoGEF and pleckstrin domain protein 2

plexin C1

NM_145519

NM_018797

DNA sequence BC003940

forkhead box J3

INM_172699

NM_001033231

NM_013690

NM_053273




ispermatogenesis associated 5

182 jThnsIZ ithreonine synthase-like 2 (bacterial) 12.46E—05 NM_001033929 /// NM_178413
183 iZebl izinc finger E-box binding homeobox 1 12.46E-05 NM_011546
184 Med27 Imediator complex subunit 27 |2.50E-05 NM_026896
185 Pkp3 iplakophilin 3 12.50E-05 NM_001162924 /// NM_019762
186 {Psrcl %proline/serine—rich coiled-coil 1 §2.50E—05 NM_019976
187 ITrim24 itripartite motif-containing 24 {2.50E-05 NM_145076
188 Tmem106b itransmembrane protein 1068 12.58E-05 NM_027992
189 1zfp740 izinc finger protein 740 12.58E-05 NM_153194
190 §Cd042562 iCDC42 small effector 2 12.60E—05 NM_178626
191 §2810021602Rik iRIKEN cDNA 2810021G02 gene 52.62E-05 NM_001162922 /// XR_030794 /// XR_032954
192 §de6 ifrizzled homolog 6 (Drosophila) §2.65E—05 NM_001162494 /// NM_008056
193 {Spred1 §spr0uty protein with EVH-1 domain 1, related sequence 12.72E-05 NM_033524
194 |Sfrs2ip ‘splicing factor, arginine/serine-rich 2, interacting protein 12.72E-05 NM_028148

| heterogeneous nuclear ribonucleoprotein R 2.73E-05 NM_028871

NM_001163511 /// NM_021343

DEAD (Asp-Glu-Ala-Asp) box polypeptide 6
‘WD repeat and FYVE domain containing 3

NM_001110826 /// NM_007841 /// NM_181324

NM_172882

MACRO domain containing 2

transferrin receptor

chitinase domain containing 1

nucleoporin 155

FERM domain containing 6

ankyrin repeat domain 40

FK506 binding protein 8

guanine nucleotide binding protein, alpha 13

tumor suppressor candidate 2

protein kinase C, zeta

ADP-ribosyltransferase 3

similar to nuclear pore complex-associated intranuclear coiled-coil protein TPR

palmitoyl-protein thioesterase 1

tumor necrosis factor receptor superfamily, member 13c

lysine (K)-specific demethylase 5C

autocrine motility factor receptor /// similar to Autocrine motility factor rece

transforming growth factor, beta receptor 11

structural maintenance of chromosomes 1A

myosin 1B

collectin sub-family member 12

(Drosophila

INM_001013802 /// NM_028387

NM_130449

N

N




ectonucleoside triphosphate diphosphohydrolase 1

228 jKIcl ikinesin light chain 1 14.13E—05 NM_001025360 /// NM_001081959 /// NM_008450
229 iEntde iectonucleoside triphosphate diphosphohydrolase 2 14.14E-05 NM_009849
230 Rchyl iring finger and CHY zinc finger domain containing 1 54.16E—05 NM_026557
231 Rffl Iring finger and FYVE like domain containing protein 14.18E-05 NM_001007465 /// NM_026097
232 {Macrod1 IMACRO domain containing 1 14.25E-05 NM_134147
233 Metrn imeteorin, glial cell differentiation regulator 14.38E-05 NM_133719
234 Cno icappuccino 14.39E-05 NM_133724
235 INle1 Inotchless homolog 1 (Drosophila) 14.44E-05 NM_145431
236 iEnah ienabled homolog (Drosophila) 14.45E—05 NM_001083120 /// NM_001083121 /// NM_008680 /// NM_010135
237 Tpp2 itripeptidyl peptidase 11 14.51E-05 NM_009418
238 {Arsg larylsulfatase G 14.57E-05 NM_028710
239 lI1tsn2 lintersectin 2 14.73E-05 NM_011365
240 ijcldlS ITBC1 domain family, member 15 14.73E-05 NM_025706
| coiled-coil domain containing 77 4.80E-05 NM_026028

NM_009848

izinc finger protein 53

‘leucine zipper protein 1

NM_013843

NM_024452

te

mitogen-activated protein kinase 11

similar to Spindlin 1 /// spindlin 1
M-phase phosphoprotein 9

casein kinase 1, epsilon

spermatogenesis associated 13

GDP-mannose pyrophosphorylase A

transmembrane protein 192
Notch gene homolog 3 (Drosophila)

carnitine acetyltransferase

centromere protein B

serum deprivation response

a disintegrin and metallopeptidase domain 8

eroxisome proliferative activated receptor, gamma, coactivator 1 beta

serine (or cysteine) peptidase inhibitor, clade I, member 1

solute carrier family 39 (zinc transporter), member 3

DNA cross-link repair 1B, PSO2 homolog (S. cerevisiae)

origin recognition complex, subunit 2-like (S. cerevisiae)

TAF8 RNA polymerase |1, TATA box binding protein (TBP)-associated factorq

SH3 domain and tetratricopeptide repeats 1

glutamate-cysteine ligase, catalytic subunit

NM_010295

N

INM_007403

N




274 [Ehmt2 leuchromatic histone lysine N-methyltransferase 2 16.72E-05 NM_145830 /// NM_147151

275 150032 isuppressor of cytokine signaling 2 16.73E-05 NM_007706

276 Spry2 Isprouty homolog 2 (Drosophila) 16.86E-05 NM_011897

277 Robo1l ‘roundabout homolog 1 (Drosophila) 16.86E-05 NM_019413

278 |Btbd3 ?BTB (POZ) domain containing 3 %6.86E—05 NM_001025431 /// NM_145534

279 IHItf ihelicase-like transcription factor 16.98E-05 NM_009210 /// NM_144959

280 Spna2 ispectrin alpha 2 17.12E-05 NM_001076554

281 |Pcyt2 Iphosphate cytidylyltransferase 2, ethanolamine 17.14E-05 NM_024229

282 iSpeg iSPEG complex locus 17.23E—05 NM_001085370 /// NM_001085371 /// NM_007463
283 §Arfgap3 11/ LOC100045474§ADP-ribosyIation factor GTPase activating protein 3 /// similar to ADP-ribosylat §7.31E-05 NM_025445 /// XR_032156

284 iCcd34 ICD34 antigen 17.36E-05 NM_001111059 /// NM_133654

285 {Pdcd6ip §programmed cell death 6 interacting protein 17.41E-05 NM_011052

286 |Atp2a3 |ATPase, Ca++ transporting, ubiquitous i7.43E-05 NM_001163336 /// NM_001163337 /// NM_016745

SCAN domain-containing 1 7.50E-05 NM_020255

NM_001033134
NM_146145

NM_001083922 /// NM_001083923 /// NM_016757
N

IRIKEN cDNA 2610002J02 gene
{Janus kinase 1

{WW domain binding protein 1

INM_027445 /// XM_001471737

ring finger protein 167

mediator complex subunit 23

synaptotagmin binding, cytoplasmic RNA interacting protein

similar to sorting nexin 6 /// sorting nexin 6

myocyte enhancer factor 2C

Dicerl, Dcr-1 homolog (Drosophila)

immunoglobulin heavy chain 6 (heavy chain of IgM)

RAB30, member RAS oncogene family

tetratricopeptide repeat domain 39B

glucose 6 phosphatase, catalytic, 3

EGF, latrophilin seven transmembrane domain containing 1

ankyrin repeat domain 40

PFTAIRE protein kinase 1

alpha thalassemia/mental retardation syndrome X-linked homolog (human)

sema domain, immunoglobulin domain (lg), short basic domain, secreted, (semaph

ankyrin repeat and SOCS box-containing 3

trans-acting transcription factor 1

RAS p21 protein activator 1

kinesin light chain 3

kinesin family member 4

PRA1 domain family 2

NM_138602
N

ymoma viral proto-oncogene




320 {Tnrc6a itrinucleotide repeat containing 6a 19.46E-05 NM_144925
321 [Rell1 IRELT-like 1 19.48E-05 NM_145923
322 Hsd3b3 ihydroxy—delta—s—steroid dehydrogenase, 3 beta- and steroid delta-isomerase 3 59.56E—05 NM_001012306 /// NM_001161742 /// NM_001161743 /// NM_0011617.
323 Arhgap6 {Rho GTPase activating protein 6 19.89E-05 NM_009707 /// NM_178754
324 /Ap3b1l §adaptor—related protein complex 3, beta 1 subunit i9.91E-05 NM_009680
325 ICO30006K11Rik iRIKEN cDNA C030006K11 gene 19.95E-05 NM_145472 /// NM_176828
326 Nfib ?nuclear factor 1/B §1.01E—O4 NM_001113209 /// NM_001113210 /// NM_008687
327 {Pus3 !pseudouridine synthase 3 11.03E-04 NM_023292
328 iCebpz {CCAAT/enhancer binding protein zeta {1.03E-04 NM_001024806
329 IKlk1b21 ikallikrein 1-related peptidase b21 {1.03E-04 NM_010642
330 §Nag|u §alpha—N—acetylglucosaminidase (Sanfilippo disease 111B) §1.05E—O4 NM_013792
331 |Gpr137b-ps G protein-coupled receptor 137B, pseudogene {1.06E-04 NR_003568 /// XR_001658
332 |LOC100270747 ihypothetical LOC100270747 {1.06E-04 -
333 'D1Ertd75e DNA segment, Chr 1, ERATO Doi 75, expressed 1.06E-04
38 e linterleukin 7 receptor NM_008372
‘peroxisomal biogenesis factor 13 NM_023651

{UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase

NM_139272

regulator of G-protein signaling 3
homeodomain interacting protein kinase 1

eukaryotic translation initiation factor 3, subunit A

zinc finger protein 518B

cytoplasmic polyadenylation element binding protein 3

chloride channel 3

translocating chain-associating membrane protein 2

rowth factor receptor bound protein 2-associated protein 1

350 v-ral simian leukemia viral oncogene homolog B (ras related)
351 FMS-like tyrosine kinase 1
352 guanine nucleotide binding protein (G protein), alpha inhibiting 1

tissue factor pathway inhibitor

G protein-coupled receptor 137B /// similar to Gpr137b protein
ubiquitin specific peptidase 14

choroidermia

apoptotic peptidase activating factor 1

UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 9

LIM domain containing preferred translocation partner in lipoma

zinc finger, MYM-type 4

iglyoxylate reductase/hydroxypyruvate reductase

CTD (carboxy-terminal domain, RNA polymerase 11, polypeptide A) small phosphata:

NM_001114399 /// XM_355521

INM_001081650 /// NM_019492 /// NM_134257

N

N




366 [Rnf145 iring finger protein 145 {1.40E-04 NM_028862

367 iSIC3Qall isolute carrier family 39 (metal ion transporter), member 11 11.41E-O4 NM_027216

368 Ctro iCtrQ, Pafl/RNA polymerase Il complex component, homolog (S. cerevisiae) §1.42E—O4 NM_009431

369 Adamts5 /// LOC10004833;a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin ty 11.45E-04 NM_011782 /// XM_001480027
370 Dhrs3 §dehydrogenase/reductase (SDR family) member 3 11.46E-04 NM_011303

371 Ggtal iglycoprotein galactosyltransferase alpha 1, 3 11.46E-O4 NM_001145821 /// NM_010283
372 Dclrela §DNA cross-link repair 1A, PSO2 homolog (S. cerevisiae) §1.47E—O4 NM_018831

373 Ncapg 'non-SMC condensin | complex, subunit G 11.47E-04 NM_019438 /// XM_485604
374 iBrdB ibromodomain containing 8 11.47E—O4 NM_030147

375 iGzmb igranzyme B 11.47E-04 NM_013542

376 {Phtf2 Iputative homeodomain transcription factor 2 11.48E-04 NM_172992

377 {Pawr IPRKC, apoptosis, WT1, regulator 11.48E-04 NM_054056

378 iphospholipase A2, group VI 11.48E-04 NM_016915

iPla2g6

biregional cell adhesion molecule-related/down-regulated by oncogenes (Cdon) bin

iprotein kinase D3

1.48E-04

NM_172506
NM_029239

‘thyroid hormone receptor associated protein 3

‘antisense 1gf2r RNA

NM_146153

tr

growth hormone receptor
cDNA sequence BC017643

cytochrome c oxidase subunit IV isoform 2
UDP glucuronosyltransferase 1 family, polypeptide Al /// UDP glycosyltransferase

deltex 2 homolog (Drosophila)

hairy/enhancer-of-split related with YRPW motif 1
nuclear cap binding protein subunit 1

zinc finger CCCH type containing 12C

periostin, osteoblast specific factor

platelet derived growth factor receptor, beta polypeptide

leucine zipper protein 1

UDP-N-acetyl-alpha-D-galactosamine: polypeptide N-acetylgalactosaminyltransferas
cathepsin B

tubulin, gamma complex associated protein 5

histone cluster 1, H2ad /// histone cluster 1, H2an /// histone cluster 2, H2aal
poly(rC) binding protein 4

eukaryotic translation initiation factor 2, subunit 2 (beta)

NM_026030

N




412 [Phf17 {PHD finger protein 17 11.71E-04 NM_001130184 /// NM_001130185 /// NM_001130186 /// NM_172303
413 iSyngrl isynaptogyrin 1 11.71E-O4 NM_009303 /// NM_207708

414 Repinl Ireplication initiator 1 11.71E-04 NM_001079901 /// NM_001079902 /// NM_001079903 /// NM_0010799
415 Sel1l isel-1 suppressor of lin-12-like (C. elegans) 11.73E-04 NM_001039089 /// NM_011344

416 |Flad1 {RFad1, flavin adenine dinucleotide synthetase, homolog (yeast) 11.73E-04 NM_177041

417 11110032E23Rik iRIKEN cDNA 1110032E23 gene 11.74E-O4 NM_133187

418 Igfl linsulin-like growth factor 1 11.75E-04 NM_001111274 /// NM_001111275 /// NM_001111276 /// NM_010512 /|
419 |Ccdc6 icoiled-coil domain containing 6 11.76E-04 NM_001111121 /// XM_618775 /// XM_908442

420 |Sec1412 {SEC14-like 2 (S. cerevisiae) 11.77E-04 NM_144520

421 {Cenpe icentromere protein E 11.77E-04 NM_173762

422 §Sipa1l2 isignal—induced proliferation-associated 1 like 2 §1.78E—O4 NM_001081337

423 {Tspan6 itetraspanin 6 11.79E-04 NM_019656

424 ‘HECT, UBA and WWE domain containing 1 i1.80E-04 NM_021523

{Huwel

basic leucine zipper and W2 domains 1

icell adhesion molecule 1

1.81E-04

NM_025824
NM_001025600 /// NM_018770 /// NM_207675 /// NM_207676

istructure specific recognition protein 1

reosinophil-associated, ribonuclease A family, member 1 /// eosinophil-associated

NM_001136081 /// NM_182990

3synaptotagmin binding, cytoplasmic RNA interacting protein

SEC63-like (S. cerevisiae)
chromatin modifying protein 1B

arginase type 11

insulin-like growth factor binding protein 3
paired related homeobox 1

Janus kinase 1

interferon gamma receptor 2

RIKEN cDNA 6820431F20 gene

protein O-fucosyltransferase 2
trichorhinophalangeal syndrome | (human)
inositol monophosphatase domain containing 1

pleckstrin homology-like domain, family A, member 1
inter-alpha (globulin) inhibitor H5

family with sequence similarity 100, member B

tumor necrosis factor (ligand) superfamily, member 10

oliovirus receptor-related 3
glioblastoma amplified sequence
ATP-binding cassette, sub-family B (MDR/TAP), member 1A
nuclear transcription factor-Y beta

NM_010914

N




458 |Bthd2 {BTB (POZ) domain containing 2 12.31E-04 NM_145361 /// XM_001000710 /// XM_910826

459 {Cbx1 ichromobox homolog 1 (Drosophila HP1 beta) 12.36E-04 NM_007622

460 Snrnp48 ismall nuclear ribonucleoprotein 48 (U11/U12) 52.39E—O4 NM_026382

461 Nrarp INotch-regulated ankyrin repeat protein 12.41E-04 NM_025980

462 |Polr3g %polymerase (RNA) 111 (DNA directed) polypeptide G %2.43E—O4 NM_001081176

463 Bbc3 IBCL2 binding component 3 12.44E-04 NM_133234

464 Tmem38b itransmembrane protein 38B 12.46E-04 NM_028053

465 Kifsb Ikinesin family member 5B 12.49E-04 NM_008448

466 jlrakl iinterleukin—l receptor-associated kinase 1 12.49E—O4 NM_008363

467 §Bptf ibromodomain PHD finger transcription factor §2.50E-O4 NM_176850

468 iCyp27al icytochrome P450, family 27, subfamily a, polypeptide 1 12.51E-04 NM_024264
'WW domain containing adaptor with coiled-coil 12.52E-04 NM_001146298 /// NM_153085 /// NR_027465
inecdin 12.52E-04 NM_010882
Bernardinelli-Seip congenital lipodystrophy 2 homolog (human) 2.54E-04 NM_001136064 /// NM_008144

NM_010882
NM_133932
NM_009263
N
iN
NM_001029843 /// NM_001029844 /// NM_011705

‘transcriptional adaptor 3 (NGG1 homolog, yeast)-like

isecreted phosphoprotein 1

antigen

'vaccinia related kinase 1

serine/threonine kinase 4

chromodomain helicase DNA binding protein 4

pleckstrin and Sec7 domain containing 3

hosphodiesterase 7A

RIKEN cDNA 2610507B11 gene

nuclear receptor subfamily 2, group F, member 2

intraflagellar transport 80 homolog (Chlamydomonas)

expressed sequence Al314976

ganglioside-induced differentiation-associated-protein 10

TAO kinase 1

ELMO/CED-12 domain containing 3 /// similar to RNA binding motif and ELMO domai

RAB3D, member RAS oncogene family

NOL1/NOP2/Sun domain family, member 4

growth factor receptor bound protein 2-associated protein 1

sulfatase 2

suppression of tumorigenicity 7-like

protein kinase D3 2.92E-04 NM_029239

DiGeorge syndrome critical region gene 6 2.92E-04 NM_010047

NM_026430
N

UDP-glucuronate decarboxylase 1

laspartyl aminopeptidase




504 --- - 12.96E-04 -
505 |Gsttl iglutathione S-transferase, theta 1 {2.98E-04 NM_008185
506 Zfp426 izinc finger protein 426 52.98E—O4 NM_001110309 /// NM_146221
507 Tmem189 itransmembrane protein 189 13.01E-04 NM_145538
508 |Usel §unconventional SNARE in the ER 1 homolog (S. cerevisiae) §3.02E—O4 NM_001145780 /// NM_025917 /// NM_029768
509 Gpr137b /// Gpr137b-ps //.iG protein-coupled receptor 137B /// G protein-coupled receptor 137B, pseudogene 13.02E-O4 NM_031999 /// NR_003568 /// XM_001473441 /// XR_001658
510 Sos2 ison of sevenless homolog 2 (Drosophila) §3.04E—O4 NM_001135559 /// XM_127051 /// XM_916574
511 {B230308N11Rik iRIKEN cDNA B230308N11 gene 13.05E—04 -
512 qurb ipurine rich element binding protein B 13.08E—O4 NM_011221
513 1Zzfand2b izinc finger, AN1 type domain 2B {3.08E-04 NM_001159905 /// NM_001159906 /// NM_026846
514 Trim23 itripartite motif-containing 23 {3.09E-04 NM_030731
515 iKenn4 §potassium intermediate/small conductance calcium-activated channel, subfamily N, {3.09E-04 NM_001163510 /// NM_008433

‘ fmmm 13.10E-04 -—-

tripartite motif-containing 47 3.10E-04 NM_172570

NM_054078

1protein—L—isoaspartate (D-aspartate) O-methyltransferase domain containing 2

NM_026640

NM_153594

male enhanced antigen 1

Janus kinase 3

NM_010787

NM_010589

olgi integral membrane protein 4

ransmembrane protein 38B

nterferon gamma receptor 2

hosphorylated adaptor for RNA e

iglutamine and serine rich 1

RP40 pre-mRNA processing factor 40 homolog A (yeast)
ytoplasmic polyadenylation element binding protein 3

NM_175193

NM_020608 /// XM_001005194 /// XM_484614 /// XM_904007 /// XM_9|

NM_028749

xport

‘NM_001123327 /// XM_001479246 /// XM_001479250 /// XM_916928




rankyrin repeat domain 49

550 {Phip ipleckstrin homology domain interacting protein {3.45E-04 NM_001081216
551 iRnaseI iribonuclease L (2', 5'-oligoisoadenylate synthetase-dependent) 13.46E-O4 NM_011882
552 Cnotél iCCR4—NOT transcription complex, subunit 6-like 53.46E—O4 NM_144910 /// NM_178854
553 B3galté {UDP-Gal:betaGal beta 1,3-galactosyltransferase, polypeptide 6 13.47E-04 NM_080445
554 Pam §peptidylglycine alpha-amidating monooxygenase {3.49E-04 NM_013626
555 |Copg2as2 icoatomer protein complex, subunit gamma 2, antisense 2 13.51E-O4 NR_002845 /// XM_001471930
556 - - {3.52E-04 -
557 Tip2 itight junction protein 2 |3.53E-04 NM_011597
558 INfib inuclear factor 1/B {3.55E-04 NM_001113209 /// NM_001113210 /// NM_008687
559 iCbx1 ichromobox homolog 1 (Drosophila HP1 beta) {3.56E-04 NM_007622
560 §Plaur iplasminogen activator, urokinase receptor §3.58E—O4 NM_011113
561 |1Amz2 §archaelysin family metallopeptidase 2 {3.60E-04 NM_025275
inuclear receptor subfamily 3, group C, member 1 {3.60E-04 NM_008173
killer cell lectin-like receptor, subfamily A, member 5 3.64E-04 NM_008463

NM_019683

‘pyridoxal (pyridoxine, vitamin B6) phosphatase
{RIKEN cDNA 2610028A01 gene

NM_020271

NM_028228

junction adhesion molecule 2

zinc finger, AN1 type domain 2B

laminin, alpha 4

integrin alpha 6

syntaxin 17

nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, be

procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4-hydroxylase), alpha

carbonyl reductase 4 /// similar to carbonic reductase 4

53 and DNA damage regulated 1

DOM-3 homolog Z (C. elegans)

ubiquitin specific peptidase 34

chromatin modifying protein 4B /// similar to zinc finger protein 341

RIKEN cDNA 2610002J02 gene

ring finger protein 25

calcium channel, voltage-dependent, beta 3 subunit

WD repeat domain 45

rowth factor receptor bound protein 10

RAB22A, member RAS oncogene family

expressed sequence AA409749

protein phosphatase 1, regulatory (inhibitor) subunit 1A

INM_023844

NM_021391

N

NM_024436

N




596 jReepB ireceptor accessory protein 3 14.17E—O4 NM_178606

597 §M3I2 imale-specific lethal 2 homolog (Drosophila) 14.18E-O4 NM_001100451 /// XM_150227 /// XM_907909
598 Adh1 lalcohol dehydrogenase 1 (class 1) 14.18E-04 NM_007409
599 Uhrfibpil {UHRF1 (ICBP90) binding protein 1-like 14.22E-04 NM_029166
600 |[Ets1 §E26 avian leukemia oncogene 1, 5' domain §4.24E—O4 NM_001038642 /// NM_011808
601 Pnrc2 iproline-rich nuclear receptor coactivator 2 14.26E-O4 NM_026383
602 Plala Iphospholipase A1 member A 14.30E-04 NM_134102
603 Malatl !metastasis associated lung adenocarcinoma transcript 1 (non-coding RNA) 14.34E-04 NR_002847
604 Prdma4 {PR domain containing 4 i4.39E-04 NM_181650
605 §Vps41 ivacuolar protein sorting 41 (yeast) §4.39E-O4 NM_172120
606 INdn Inecdin 14.42E-04 NM_010882
607 |Slc6a8 isolute carrier family 6 (neurotransmitter transporter, creatine), member 8 14.47E-04 NM_001142809 /// NM_001142810 /// NM_133987
| - 14.47E-04 -
brix domain containing 1 4.51E-04 NM_001042556 /// NM_023323

NM_027127
NM_001163575 /// NM_001163576 /// XM_001476518 /// XM_0014765:

NM_001164184 /// NM_001164185 /// NM_017405
N

iglutathione peroxidase 8 (putative)
‘poly (ADP-ribose) polymerase family, member 10

‘lipolysis stimulated lipoprotein receptor
PD i i

INM_011825

gremlin 2 homolog, cysteine knot superfamily (Xenopus laevis)

lipase maturation factor 1

ceroid-lipofuscinosis, neuronal 8

expressed sequence AU040320

aldehyde dehydrogenase family 7, member Al

zinc finger E-box binding homeobox 2 4.68E-04 NM_015753

membrane protein, palmitoylated 7 (MAGUK p55 subfamily member 7) 4.72E-04 NM_001081287 /// NM_001161620

protein kinase N1 /// prostaglandin E receptor 1 (subtype EP1)

megakaryocyte-associated tyrosine kinase

cyclin B1 /// predicted gene 5593 /// predicted gene 8416

mannosidase, alpha, class 1A, member 2

COMM domain containing 9

bone morphogenic protein receptor, type Il (serine/threonine kinase)

alveolar soft part sarcoma chromosome region, candidate 1 (human)

ring finger protein 160

carboxypeptidase A3, mast cell

RIKEN cDNA 1700124K17 gene /// AT rich interactive domain 2 (ARID, RFX-like)

leckstrin homology domain containing, family F (with FYVE domain) member 1

exocyst complex component 1 5.04E-04 NM_027270

tetraspanin 9 5.05E-04 NM_175414

NM_144825
N

TAO kinase 1




icell adhesion molecule 1

642 jLOClOOO46232 /// Nfil3 isimilar to NFIL3/E4BP4 transcription factor /// nuclear factor, interleukin 3, r 15.12E—O4 NM_017373 /// XM_001475817
643 iPigs iphosphatidylinositol glycan anchor biosynthesis, class S 15.13E-O4 NM_201406
644 Brwd1 ibromodomain and WD repeat domain containing 1 55.13E—O4 NM_001103179 /// NM_145125 /// NM_176928
645 Asb5 lankyrin repeat and SOCs box-containing 5 I5.14E-04 NM_029569
646 Senp2 §SUMO/sentrin specific peptidase 2 §5.17E—O4 NM_029457 /// NR_027488
647 {Tardbp ITAR DNA binding protein {5.19E-04 NM_001003898 /// NM_001003899 /// NM_001008545 /// NM_0010085
648 1gf2 linsulin-like growth factor 2 |5.21E-04 NM_001122736 /// NM_001122737 /// NM_010514
649 - {—- I5.24E-04 -
650 {Mmp3 imatrix metallopeptidase 3 i5.25E-04 NM_010809
651 §Zscan21 izinc finger and SCAN domain containing 21 §5.27E-O4 NM_001044703 /// NM_001044704 /// NM_001044705 /// NM_011757
652 §Kif1b ikinesin family member 1B §5.28E—O4 NM_008441 /// NM_207682
653 |BC018101 /// Zfp97 {cDNA sequence BC018101 /// zinc finger protein 97 '5.28E-04 NM_001005358 /// NM_001163919 /// NM_011765
654 iCnot8 {CCR4-NOT transcription complex, subunit 8 /5.30E-04 NM_026949
| utrophin 5.33E-04 NM_011682

NM_001025600 /// NM_018770 /// NM_207675 /// NM_207676

‘guanylate cyclase 1, soluble, alpha 3
‘homeodomain interacting protein kinase 1

NM_021896

NM_010432

RIKEN cDNA 0610037L13 gene
paroxysmal nonkinesiogenic dyskinesia
PDZ and LIM domain 5

family with sequence similarity 86

lysosomal trafficking regulator

DNA methyltransferase 3A

ubiquitin-conjugating enzyme E2D 2
ankyrin repeat and SOCS box-containing 6

ERGIC and golgi 3
kelch-like 7 (Drosophila)

Fanconi anemia, complementation group E
tyrosine kinase, non-receptor, 2

ituitary tumor-transforming gene 1

laminin, alpha 4

RNA binding motif protein 5

v-crk sarcoma virus CT10 oncogene homolog (avian)

LIM domain containing preferred translocation partner in lipoma

signal recognition particle 54a /// signal recognition particle 54b

hypothetical protein LOC674195 /// ubiquitin specific peptidase 48

casein kinase 2, alpha 1 polypeptide /// predicted gene 10031

-methyltransterase aomain containing

INM_028754

NM_007788 /// XM_001472047

N

N




688 iLgals3bp llectin, galactoside-binding, soluble, 3 binding protein i5.98E-04 NM_011150

689 [Fads2 ifatty acid desaturase 2 |5.98E-04 NM_019699

690 Gtrgeo22 Igene trap ROSA b-geo 22 16.01E-04 NM_148934

691 Foxpl iforkhead box P1 16.04E-04 NM_053202

692 [ Trmtl %TRMl tRNA methyltransferase 1 homolog (S. cerevisiae) §6.08E—O4 NM_001164559 /// NM_001164560 /// NM_198020
693 'Bacel ibeta-site APP cleaving enzyme 1 iG.llE-O4 NM_001145947 /// NM_011792
694 Tjp2 itight junction protein 2 16.12E-04 NM_011597

695 {Kpnal {karyopherin (importin) alpha 1 16.13E-04 NM_008465

696 {2510006D16Rik 'RIKEN cDNA 2510006D16 gene 16.18E-04 NM_029748

697 {Frmd8 {IFERM domain containing 8 16.22E-04 NM_026169

698 Tnxb itenascin XB 16.23E-04 NM_031176

699 {Hnrnpu §heterogeneous nuclear ribonucleoprotein U 16.24E-04 NM_016805

/GDP-mannose pyrophosphorylase A

16.24E-04

NM_133708

thioredoxin 1

idihydropyrimidinase-like 3

6.28E-04

NM_011660

NM_001136086 /// NM_009468

linsulin-like growth factor 1
isingle-stranded DNA binding protein 3

NM_001111274 /// NM_001111275 /// NM_001111276 /// NM_010512 /|

Si
avin containing monooxygenase

'heat shock factor binding protein 1

ancient ubiquitous protein 1

synaptosomal-associated protein 23

chromodomain helicase DNA binding protein 4

neurogenin 3

family with sequence similarity 36, member A

RNA imprinted and accumulated in nucleus

bromodomain adjacent to zinc finger domain, 2B

cut-like homeobox 2

clusterin associated protein 1

syntaxin binding protein 2

PRELI domain containing 1

coiled-coil domain containing 92

mitogen-activated protein kinase kinase kinase 7

nemo like kinase

RNA binding motif protein 25

CD80 antigen

transcription factor E2a




734 [Ctsw icathepsin W i7.12E-04 NM_009985
735 Tbllxrl itransducin (beta)-like 1X-linked receptor 1 17.13E-04 NM_030732
736 Anapc4 lanaphase promoting complex subunit 4 17.15E-04 NM_024213
737 Enpp4 lectonucleotide pyrophosphatase/phosphodiesterase 4 i7.18E-04 NM_199016
738 |Chstl §carb0hydrate (keratan sulfate Gal-6) sulfotransferase 1 {7.20E-04 NM_023850
739 1SIc35¢2 isolute carrier family 35, member C2 17.27E-04 NM_144893
740 Shmt1 iserine hydroxymethyltransferase 1 (soluble) 17.36E-04 NM_009171
741 Smarccl I{SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subf {7.36E-04 NM_009211
742 12310001A20Rik iRIKEN cDNA 2310001A20 gene 17.36E—O4 NM_027977
743 |Gzma igranzyme A 17.37E-04 NM_010370
744 iLimal {LIM domain and actin binding 1 17.38E-04 NM_001113545 /// NM_023063
745 |Asnal larsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 17.44E-04 NM_019652

icaveolin 2

17.46E-04

NM_016900

laminin B1 subunit 1

inuclear autoantigenic sperm protein (histone-binding)

7.49E-04

NM_008482

Immunoglobulin heavy chain complex

:methylmalonyl-Coenzyme A mutase

endonuclease domain containing

ifractured callus expressed transcript 1

factor 8-associated gene A
seven in absentia 2
predicted gene 5529 /// predicted gene 5560 /// predicted gene 6425 /// predicte

regulator of G-protein signaling 5
RIKEN cDNA 2900073G15 gene
laminin B1 subunit 1

DDHD domain containing 2

inositol 1,4,5-triphosphate receptor 3

serine/arginine repetitive matrix 1

nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 3
patatin-like phospholipase domain containing 7

elongation protein 2 homolog (S. cerevisiae)

CDKN1A interacting zinc finger protein 1

nudix (nucleoside diphosphate linked moiety X)-type motif 7
neuroligin 2

membrane-bound transcription factor peptidase, site 1

guanine nucleotide binding protein, alpha 11

phosducin-like

NM_010301

NM_026176

N




itransmembrane 7 superfamily member 3

780 [Rgs5 iregulator of G-protein signaling 5 18.07E-04 NM_009063
781 §Atf6b iactivating transcription factor 6 beta 18.08E-O4 NM_017406
782 Rab7 IRAB7, member RAS oncogene family 18.16E-04 NM_009005
783 Inpp5k linositol polyphosphate 5-phosphatase K 18.21E-04 NM_008916
784 [EifSb §eukaryotic translation initiation factor 5B §8.21E—O4 NM_198303
785 ft172 iintraﬂagellar transport 172 homolog (Chlamydomonas) 18.21E-O4 NM_026298
786 Foxpl {Forkhead box P1 18.26E-04 NM_053202
787 {Kank2 KN motif and ankyrin repeat domains 2 18.29E-04 NM_145611
788 iZmynd11 izinc finger, MYND domain containing 11 {8.30E-04 NM_144516
789 Tip2 itight junction protein 2 18.35E-04 NM_011597
790 {Pitpnb Iphosphatidylinositol transfer protein, beta 18.43E-04 NM_019640
791 iGek iglucokinase {8.45E-04 NM_010292
792 {Pdcd6ip iProgrammed cell death 6 interacting protein 18.46E-04 NM_011052

| chloride channel 7 8.47E-04 NM_011930

NM_026281 /// XM_001475674

‘REl—siIencing transcription factor
icasein kinase 1, delta

NM_011263

NM_027874 /// NM_139059

growth arrest specific 5

LYR motif containing 2

tryptophanyl-tRNA synthetase

zinc finger, FYVE domain containing 21

karyopherin (importin) alpha 1

cytoplasmic FMR1 interacting protein 2

retinoblastoma binding protein 8

spermatogenesis associated, serine-rich 2

START domain containing 8

family with sequence similarity 101, member B

fusion, derived from t(12;16) malignant liposarcoma (human)

trinucleotide repeat containing 6a
O

-linked N-acetylglucosamine (GIcNAc) transferase (UDP-N-acetylglucosamine:poly

zinc finger protein 275

inhibitor of growth family, member 3

ring finger protein 185

sel-1 suppressor of lin-12-like (C. elegans)

TNF receptor-associated factor 6

SERTA domain containing 2

core 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase

chloride channel 3

“INR_002840

N




826 |Sirt7 isirtuin 7 (silent mating type information regulation 2, homolog) 7 (S. cerevisia /9.19E-04 NM_153056

827 §R00k2 iRho-associated coiled-coil containing protein kinase 2 19.23E-O4 NM_009072

828 Gpri77 |G protein-coupled receptor 177 19.24E-04 NM_026582

829 Cd320 ICD320 antigen 19.26E-04 NM_019421

830 |Ralgps2 §Ral GEF with PH domain and SH3 binding motif 2 ?9.28E—O4 NM_001159965 /// NM_001159966 /// NM_001159967 /// NM_0011599
831 IKemfl ipotassium channel modulatory factor 1 19.33E-O4 NM_019715 /// XM_001477544

832 Rbm7 IRNA binding motif protein 7 19.35E-04 NM_144948

833 |Acpl lacid phosphatase 1, soluble 19.36E-04 NM_001110239 /// NM_021330

834 {Rere iarginine glutamic acid dipeptide (RE) repeats i9.38E-04 NM_001085492 /// XM_204015 /// XM_907824

835 §DOH4Sll4 iDNA segment, human D4S114 §9.38E-04 NM_001109988 /// NM_001109989 /// NM_001109990 /// NM_053078
836 1Zfp790 izinc finger protein 790 19.40E-04 NM_001145880 /// NM_146185

837 [Trappc6a §trafficking protein particle complex 6A 19.44E-04 NM_025960

838 ‘tetratricopeptide repeat domain 14 '9.48E-04 NM_025978 /// NM_027619

ITtc14

expressed sequence Al428936

i1Solute carrier family 25, member 39

9.48E-04

NM_153577
NM_026542

izinc finger protein 148
PDZ and LIM domain 5

NM_011749

ubiquitin protein ligase E3A

RIKEN cDNA 1300001101 gene
solute carrier family 44, member 2
F-box protein 36

hosphatidylinositol 3-kinase, regulatory subunit, polypeptide 1 (p85 alpha)
colony stimulating factor 3 receptor (granulocyte)
protein C receptor, endothelial
ubiquitin protein ligase E3 component n-recognin 7 (putative)

eukaryotic translation initiation factor 3, subunit C
vacuolar protein sorting 72 (yeast)

HGF-regulated tyrosine kinase substrate
microtubule-associated protein, RP/EB family, member 1

cytochrome c oxidase, subunit Vlic /// cytochrome c oxidase, subunit Vllc pseudo

glutamate oxaloacetate transaminase 1, soluble

nudix (nucleoside diphosphate linked moiety X)-type motif 22
X-linked myotubular myopathy gene 1

zinc finger protein 161

5-hydroxytryptamine (serotonin) receptor 2B
K(lysine) acetyltransferase 2A

signal peptide, CUB domain, EGF-like 1
TBC1 domain family, member 19

NM_144517
N




{RIKEN cDNA 1200009022 gene

872 jGnng iguanine nucleotide binding protein (G protein), gamma 12 11.05E—03 NM_025278

873 12600001M11Rik iRIKEN cDNA 2600001M11 gene il.OGE-OS -—-

874 Mtmr2 Imyotubularin related protein 2 11.06E-03 NM_023858 /// NR_024025

875 Rpl17 Iribosomal protein L17 11.06E-03 NM_001002239

876 |Srprb §signal recognition particle receptor, B subunit i1.06E-03 NM_009275

877 iCdknlb icyclin-dependent kinase inhibitor 1B 11.07E-03 NM_009875

878 Bcl7c {B-cell CLL/lymphoma 7C 11.07E-03 NM_009746

879 ISynrg isynergin, gamma 11.07E-03 NM_001115009 /// NM_194341

880 |Gpri37b G protein-coupled receptor 137B i1.07E-03 NM_031999

881 §Ankrd17 iankyrin repeat domain 17 §1.08E-03 NM_030886 /// NM_198010

882 icdhs icadherin 5 {1.08E-03 NM_009868

883 iWac 'WW domain containing adaptor with coiled-coil {1.08E-03 NM_001146298 /// NM_153085 /// NR_027465

884 1Zfp704 izinc finger protein 704 {1.08E-03 NM_133218

885 13300001PO8Rik RIKEN cDNA 3300001P08 gene 1.09E-03 NM_026313

886  |Acwrlb lactivin A receptor, type 18 NM_007395
887 ‘guanylate binding protein 6 NM_001083312 /// NM_145545

888 1200009022Rik NM_025817

zinc finger protein

N

N

!leukotriene B4 receptor 1

xylosylprotein betal,4-galactosyltransferase, polypeptide 7 (galactosyltransfera

RIKEN cDNA 2310075K07 gene

syntaxin 18

carboxypeptidase D

zinc finger, DHHC domain containing 4

proline-rich Gla (G-carboxyglutamic acid) polypeptide 2

glucuronyl C5-epimerase

Max dimerization protein 4

ELK3, member of ETS oncogene family

shroom family member 3

prefoldin 1

cytidine monophosphate (UMP-CMP) kinase 2, mitochondrial

vesicle-associated membrane protein, associated protein B and C

pantothenate kinase 1

RAB22A, member RAS oncogene family

retinol binding protein 1, cellular

sphingosine-1-phosphate receptor 1

cysteinyl leukotriene receptor 1

histone cluster 1, H3a /// histone cluster 1, H3b /// histone cluster 1, H3c ///

Histlh3a /// Hist1h3b ///

NM_008519

NM_013548 /// NM_013550 /// NM_019469 /// NM_054045 /// NM_145

N




iRapl GTPase-activating protein

918 {Brunol4 ibruno-like 4, RNA binding protein (Drosophila) {1.20E-03 NM_001146292 /// NM_001146293 /// NM_001146294 /// NM_0011462
919 {Polrlb ipolymerase (RNA) | polypeptide B {1.20E-03 NM_009086
920 Plekhj1 ipleckstrin homology domain containing, family J member 1 §1.20E—03 NM_023900
921 Napa IN-ethylmaleimide sensitive fusion protein attachment protein alpha 11.20E-03 NM_025898
922 |Gmfb §g|ia maturation factor, beta §1.21E—03 NM_022023
923 |Prpf40a iPRP4O pre-mRNA processing factor 40 homolog A (yeast) il.ZlE-OS NM_018785
924 Ehd1 {EH-domain containing 1 11.22E-03 NM_010119
925 'Rapgef3 {Rap guanine nucleotide exchange factor (GEF) 3 11.22E-03 NM_144850
926 [Foxpl iforkhead box P1 i1.23E-03 NM_053202
927 \Gfm1 |G elongation factor, mitochondrial 1 11.23E-03 NM_138591
928 §thr1 ileucine—zipper—like transcriptional regulator, 1 §1.24E—03 NM_025808
929 iCyhr1 §cysteine and histidine rich 1 11.24E-03 NM_019396 /// NM_180962
930 IRic8 iresistance to inhibitors of cholinesterase 8 homolog (C. elegans) 11.24E-03 NM_053194
| Hermansky-Pudlak syndrome 1 homolog (human) 1.24E-03 NM_019424

NM_001081155

breast cancer metastasis-suppressor 1

‘aftiphilin

NM_134155

NM_181411

RI

coiled-coil domain containing 93
BCL2-associated transcription factor 1

farnesyl diphosphate farnesyl transferase 1
interleukin 4 receptor, alpha

aldo-keto reductase family 7, member A5 (aflatoxin aldehyde reductase)
zinc binding alcohol dehydrogenase, domain containing 2
DPH5 homolog (S. cerevisiae)

NIMA (never in mitosis gene a)-related expressed kinase 6

bone morphogenetic protein 6
arginase type Il

lymphocyte antigen 6 complex, locus D
ubiquitin specific peptidase 2
plasmacytoma variant translocation 1

interferon regulatory factor 5

ectonucleotide pyrophosphatase/phosphodiesterase 2
TAF7 RNA polymerase I, TATA box binding protein (TBP)-associated factor

GO/G1 switch gene 2

ring finger protein 157

acetyl-Coenzyme A carboxylase beta /// similar to acetyl-Coenzyme A carboxylase

INM_001025156 /// NM_027567 /// NM_029955

UIN

N




964 - |--- {1.38E-03 -
965 §A3001 iactivating signal cointegrator 1 complex subunit 1 11.38E-03 NM_026937
966 PIxdc2 Iplexin domain containing 2 11.40E-03 NM_026162
967 2210419D22Rik iRIKEN cDNA 2210419D22 gene 11.4OE—03 -
968 |Ak3 §adenylate kinase 3 i1.41E-03 NM_021299
269 Wwe2 IWW, C2 and coiled-coil domain containing 2 11.41E-03 NM_133791
970 Ifitm1 iinterferon induced transmembrane protein 1 §1.41E—03 NM_001112715 /// NM_026820
971 {Teskl itestis specific protein kinase 1 11.41E-03 NM_011571
972 §Tradd iTNFRSFlA—associated via death domain 11.42E—03 NM_001033161
973 {Cedc132 icoiled-coil domain containing 132 11.42E-03 NM_024260
974 §Tnfrsf13b itumor necrosis factor receptor superfamily, member 13b §1.42E—03 NM_021349
975 Rbm5 'RNA binding motif protein 5 11.42E-03 NM_148930
{CCAAT/enhancer binding protein (C/EBP), delta 11.42E-03 NM_007679
phosphodiesterase 6D, cGMP-specific, rod, delta 1.42E-03 NM_008801

iinsulin-like growth factor 2, antisense

NR_002855

‘ ripartite motif-containing 54

'vesicle-associated membrane protein 1

NM_021447

NM_001080557 /// NM_009496

nodal modulator 1

circadian locomoter output cycles kaput

NM_153057

NM_007715

OP58 ribonucleoprotein homolog (yeast)

NM_018868

\lysine (K)-specific demethylase 4B

INM_172132




1010 |Supt16h isuppressor of Ty 16 homolog (S. cerevisiae) 11.56E-03 NM_033618

1011 |Osr1 lodd-skipped related 1 (Drosophila) 11.56E-03 NM_011859

1012 cds4 ICD84 antigen 11.56E-03 NM_013489

1013 LOC100046746 /// Smap1l isimilar to SMAP1 /// stromal membrane-associated protein 1 11.56E-03 NM_028534 /// XM_001476743
1014 |Arl6ipl %ADP—ribosyIation factor-like 6 interacting protein 1 11.57E-03 NM_019419

1015 \Glccil /// Gm5815 /// LOC:iqucocorticoid induced transcript 1 /// predicted gene 5815 /// similar to gluco 11.57E-03 NM_133236 /// XM_001475372 /// XM_619479 /// XM_914705
1016 Arid5b /// LOC100044968 §AT rich interactive domain 5B (MRF1-like) /// similar to modulator recognition f §1.57E—03 NM_023598 /// XM_001473421
1017 llck lintestinal cell kinase 11.57E-03 NM_001163780 /// NM_019987
1018  8-Sep iseptin 8 i1.58E-03 NM_033144

1019 §Mier2 imesoderm induction early response 1, family member 2 §1.58E-03 NM_027422

1020 §Se|1| isel—l suppressor of lin-12-like (C. elegans) §1.58E—03 NM_001039089 /// NM_011344
1021 {PIxdc1 §plexin domain containing 1 11.59E-03 NM_001163608 /// NM_028199
1022 1Zc3hcl izinc finger, C3HC type 1 {1.59E-03 NM_172735

proline rich 5 (renal) 1.60E-03 NM_146061

NM_028994
NM_008465

NM_175542
N

iphosphoenolpyruvate carboxykinase 2 (mitochondrial)

‘karyopherin (importin) alpha 1

‘rotatin

“INM_011129

ankyrin repeat and zinc finger domain containing 1

ribosomal protein S4, Y-linked 2

BCL2-like 1

TM2 domain containing 1

DnaJ (Hsp40) homolog, subfamily C, member 1

abhydrolase domain containing 6

Z-DNA binding protein 1

zinc finger protein X-linked

intersectin 1 (SH3 domain protein 1A)

EH domain binding protein 1-like 1

DNA segment, Chr 2, ERATO Doi 391, expressed

zinc finger protein 444

sno, strawberry notch homolog 1 (Drosophila)

protein tyrosine phosphatase, receptor type, M

acid phosphatase 1, soluble

small EDRK-rich factor 1

DNA replication helicase 2 homolog (yeast)

CD93 antigen

Unc-45 homolog A (C. elegans)

serine (or cysteine) peptidase inhibitor, clade F, member 1

NM_011340
N




itestis expressed gene 10

1056 iCcnd2 icyclin D2 11.71E-03 NM_009829

1057 [Fzd8 ifrizzled homolog 8 (Drosophila) 11.71E-03 NM_008058

1058 1tga9 lintegrin alpha 9 11.73E-03 NM_001113514 /// NM_133721

1059 Celll ichemokine (C-C motif) ligand 11 11.73E-03 NM_011330

1060 |- === 11.73E-03 -

1061 1Grb2 igrowth factor receptor bound protein 2 11.73E-03 NM_008163

1062 Gpri9 |G protein-coupled receptor 19 11.75E-03 NM_008157

1063 {Kdmeéa i4lysine (K)-specific demethylase 6A 11.75E-03 NM_009483

1064 §Tmco4 itransmembrane and coiled-coil domains 4 11.77E—03 NM_029857

1065 {Sh3glb2 {SH3-domain GRB2-like endophilin B2 {1.77E-03 NM_139302

1066 Kitl kit ligand 11.77E-03 NM_013598

1067 |Pptc7 PTC7 protein phosphatase homolog (S. cerevisiae) 11.77E-03 NM_177242

1068  |Arhgap6 {Rho GTPase activating protein 6 11.78E-03 NM_009707 /// NM_178754
| structural maintenance of chromosomes 4 1.79E-03 NM_133786

NM_172304

icD80 antigen

' TCDD-inducible poly(ADP-ribose) polymerase

NM_009855

NM_178892

metastasis associate!

N

N

ISEH1-like (S. cerevisiae

FK506 binding protein 9

epiregulin

RIKEN cDNA 0610007P08 gene

LUC7-like 2 (S. cerevisiae)

dihydropyrimidinase-like 3

arylsulfatase A
tetratricopeptide repeat domain 1
3

regulator of G-protein signaling 17

RNA binding motif protein 25

exosome component 5

{peptidyl-prolyl isomerase

structural maintenance of chromosomes 6

solute carrier family 6 (neurotransmitter transporter, creatine), member 8

serine protease inhibitor, Kunitz type 2

protein tyrosine phosphatase, receptor type, K

phosphoadenosine 5'-phosphosulfate synthase 2

ATP-binding cassette, sub-family C (CFTR/MRP), member 5

OTU domain, ubiquitin aldehyde binding 1

X-ray repair complementing defective repair in Chinese hamster cells 5

centrosome and spindle pole associated protein 1

metastasis associated lung adenocarcinoma transcript 1 (non-coding RNA)

NR_002847

NM_001039088 /// NM_028112

N




1102 12610030H06Rik iRIKEN cDNA 2610030H06 gene 11.96E—03 NM_001081356

1103 Nab2 INgfi-A binding protein 2 11.97E-03 NM_001122895 /// NM_008668

1104 Suv420h1 isuppressor of variegation 4-20 homolog 1 (Drosophila) §1.97E—03 NM_144871

1105 Dock1 {dedicator of cytokinesis 1 11.98E-03 NM_001033420

1106 Kpna4 %kawopherin (importin) alpha 4 {1.98E-03 NM_008467

1107 ISmarca5 iSWI/SNF related, matrix associated, actin dependent regulator of chromatin, subf 11.98E-03 NM_053124

1108 Fas {Fas (TNF receptor superfamily member 6) 11.98E-03 NM_001146708 /// NM_007987

1109 11810063BO5Rik 'RIKEN cDNA 1810063B05 gene 11.99E-03 NM_174987

1110 §As| iargininosuccinate lyase 11.99E—03 NM_133768

1111 §Trmtl iTRMl tRNA methyltransferase 1 homolog (S. cerevisiae) §1.99E-03 NM_001164559 /// NM_001164560 /// NM_198020

1112 iSerincl iserine incorporator 1 11.99E-03 NM_019760

1113 Scrn2 'secernin 2 11.99E-03 NM_146027

1114 iCd200r1 iCD200 receptor 1 {2.00E-03 NM_021325

1115 insulin receptor substrate 1 2.01E-03 NM_010570

1116 NM_134012
1117 | NM_177608

1118 Ip4 1e|ongation protein 4 homolog (S. cerevisiae) NM7023876 77777777777777777777777777777777777777777777777777777777777777777777777777777777777777777777

Rab9 effector protein with kelch motifs

cavenger receptor class A, member 3

malonyl-CoA decarboxylase

ullin associated and neddylation disassociated 1

wo pore segment channel 2

oiled-coil domain containing 77

lutamyl-prolyl-tRNA synthetase

rix domain containing 5

NM_145522

NM_053069

NM_026028

NM_029735

INM_027332 /// NM_027371




1148 iSolh ismall optic lobes homolog (Drosophila) 12.13E-03 NM_015830
1149 icp iceruloplasmin 12.14E-03 NM_001042611 /// NM_007752
1150 Aridla |AT rich interactive domain 1A (SWi-like) 12.14E-03 NM_001080819
1151 RIf irearranged L-myc fusion sequence 12.14E-03 NM_001081013
1152 {Trim62 itripartite motif-containing 62 12.15E-03 NM_178110
1153 Camkk?2 §calcium/calmodulin-dependent protein kinase kinase 2, beta 12.16E-03 NM_145358
1154 Nov inephroblastoma overexpressed gene 12.16E-03 NM_010930
1155 {Ippk linositol 1,3,4,5,6-pentakisphosphate 2-kinase 12.17E-03 NM_199056
1156 |Stk19 iserine/threonine kinase 19 i2.17E-03 NM_019442
1157 §Skp2 iS-phase kinase-associated protein 2 (p45) §2.17E-03 NM_013787 /// NM_145468
1158 {2010111101Rik IRIKEN cDNA 2010111101 gene 12.18E-03 NM_028079
1159 |[Eomes leomesodermin homolog (Xenopus laevis) {2.18E-03 NM_010136
‘spondin 2, extracellular matrix protein i2.19E-03 NM_133903
DNA segment, Chr 9, ERATO Doi 306, expressed 2.20E-03 -—

NM_133237

lprotein inhibitor of activated STAT 1

NM_008846

malic enzyme 2, NAD(+)-dependent, mitochondrial

cyclin H

NM_019663
2.20E-03 NM_145494
2.21E-03 NM_023243

inc finger protein 622

atty acid binding protein 4, adipocyte
ndothelial differentiation-related factor 1

acuolar protein sorting 41 (yeast)

imilar to CMP-sialic acid transporter /// solute carrier family 35 (CMP-sialic

TPase,
DP-rib

rimethyllysine hydroxylase, epsilon

NM_144523

NM_008690

NM_010173

INM_138758




1aldo-keto reductase family 1, member B10 (aldose reductase)

1194 1Gm6563 /// Sarnp {SAP domain containing ribonucleoprotein pseudogene /// SAP domain containing rib i2.32E-03 NM_025364 /// XM_001478220 /// XM_001479601 /// XM_899946 /// Xl
1195 §LOC677213 isimilar to U2AF homology motif (UHM) kinase 1 12.33E-03 XM_001001408
1196 Dhx36 §DEAH (Asp-Glu-Ala-His) box polypeptide 36 52.34E—03 NM_028136
1197 Pitpncl {phosphatidylinositol transfer protein, cytoplasmic 1 12.34E-03 NM_145823
1198 {Hsp90aal iheat shock protein 90, alpha (cytosolic), class A member 1 i2.35E-03 NM_010480
1199 1A230050P20Rik iRIKEN cDNA A230050P20 gene 12.35E-03 NM_175687
1200 1300018105Rik IRIKEN cDNA 1300018105 gene 12.35E-03 NM_028791
1201 iSrr iserine racemase 12.35E-03 NM_001163311 /// NM_013761
1202 {Rbp7 iretinol binding protein 7, cellular i2.35E-03 NM_022020
1203 §Eefsec ieukaryotic elongation factor, selenocysteine-tRNA-specific §2.36E-03 NM_023060
1204 §Rock1 iRho—associated coiled-coil containing protein kinase 1 §2.37E—03 NM_009071
1205  Mynn ‘myoneurin 12.37E-03 NM_030557
IMLX interacting protein 12.37E-03 NM_133917 /// NM_177582
DnaJ (Hsp40) homolog, subfamily B, member 2 2.37E-03 NM_001159883 /// NM_001159884 /// NM_001159885 /// NM_020266 /|

NM_172398

‘integrin alpha X
\DEAH (Asp-Glu-Ala-His) box polypeptide 8

NM_021334

NM_144831

family with sequence similarity 117, memberA

thymidine kinase 2, mitochondrial

TBC1 domain family, member 13

START domain containing 3

ubiquitin-conjugating enzyme E2I

ERGIC and golgi 3

thyroid hormone receptor interactor 12

pleiomorphic adenoma gene-like 1

ubiquitin specific peptidase 53

calcium/calmodulin-dependent serine protein kinase (MAGUK family)

START domain containing 10

RIKEN cDNA 2810453106 gene

family with sequence similarity 174, member A

zinc finger and BTB domain containing 25

zinc finger protein 101

alcohol dehydrogenase, iron containing, 1

insulin-like growth factor binding protein 7

ankyrin repeat and zinc finger domain containing 1

vascular endothelial growth factor B

procollagen C-endopeptidase enhancer protein

tyrosine kinase, non-receptor, 2

INM_172543

NM_001110147 /// NM_016788

N

N

iestrogen related receptor, alpha




1240 {Oplah i5-oxoprolinase (ATP-hydrolysing) i2.51E-03 NM_153122

1241 §W5b2 iWD repeat and SOCS box-containing 2 12.51E-03 NM_021539

1242 Osbpls loxysterol binding protein-like 5 12.52E-03 NM_024289

1243 Tmem30a itransmembrane protein 30A 12.52E-03 NM_133718

1244 |Fcgra %Fc receptor, 1gG, low affinity 1V %2.53E—03 NM_144559

1245 IPglcl IPQ loop repeat containing 1 {2.53E-03 NM_001164420 /// NM_001164421 /// NM_001164422 /// NM_0011644
1246 Dnm1 idynamin 1 12.53E-03 NM_010065

1247 |Elk4 {ELK4, member of ETS oncogene family 12.54E-03 NM_007923

1248 IAgl iamylo—1,6—glucosidase, 4-alpha-glucanotransferase i2.55E-03 NM_001081326

1249 {Efnb2 iephrin B2 12.55E-03 NM_010111

1250 §Dnttip2 §deoxynucleotidyltransferase, terminal, interacting protein 2 §2.55E—03 NM_153806

1251 {Pkig iprotein kinase inhibitor, gamma {2.55E-03 NM_001039390 /// NM_001039391 /// NM_001164053 /// NM_0011640
1252 {Tusc4 itumor suppressor candidate 4 12.57E-03 NM_018879

1253 1Slc25a38 solute carrier family 25, member 38 2.57E-03 NM_144793

iprotein phosphatase 6, catalytic subunit

NM_024209

izinc finger with KRAB and SCAN domains 3
'mitochondrial ribosomal protein L54

NM_001145778 /// NM_023685

NM_025317

predicted gene

X

N

kinesin light chain 4

INO80 homolog (S. cerevisiae)
transmembrane protein 140

haloacid dehalogenase-like hydrolase domain containing 3
microtubule associated serine/threonine kinase-like
GRAM domain containing 3

WW domain containing transcription regulator 1

nuclear protein localization 4 homolog (S. cerevisiae)

ATPase, H+ transporting, lysosomal VO subunit B

exostoses (multiple) 2
cysteine conjugate-beta lyase 2

cytochrome P450, family 4, subfamily f, polypeptide 18 /// similar to cytochrome

zinc finger protein 292

ERGIC and golgi 3

solute carrier family 38, member 10
TAP binding protein-like

ERBB receptor feedback inhibitor 1

NM_133753

NM_029091

N




1286 iCort icortistatin 12.73E-03 NM_007745

1287 Cldn7 iclaudin 7 12.73E-03 NM_016887

1288 Gm5560 /// Gm8429 /// Slipredicted gene 5560 /// predicted gene 8429 /// solute carrier family 25 (mitoch 52.73E—03 NM_001081233 /// NM_007451 /// XR_033177
1289 Mef2c myocyte enhancer factor 2C 12.74E-03 NM_025282

1290  Ddx6 {DEAD (Asp-Glu-Ala-Asp) box polypeptide 6 i2.75E-03 NM_001110826 /// NM_007841 /// NM_181324
1291 iCxcll ichemokine (C-X-C motif) ligand 1 {2.75E-03 NM_008176

1292 Scrn3 isecernin 3 12.76E-03 NM_029022

1293 {Tmem199 itransmembrane protein 199 12.76E-03 NM_199199

1294 |Baiap2 {brain-specific angiogenesis inhibitor 1-associated protein 2 12.76E-03 NM_001037754 /// NM_001037755 /// NM_130862
1295 {Fam20b ifamily with sequence similarity 20, member B 12.76E-03 NM_145413

1296 KIf4 IKruppel-like factor 4 (gut) 12.76E-03 NM_010637

1297 iCoq5 §c0enzyme Q5 homolog, methyltransferase (yeast) 12.77E-03 NM_026504

1298 |Csgalnact2 ichondroitin sulfate N-acetylgalactosaminyltransferase 2 i2.79E-03 NM_030165

1299 'Ywhab tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, beta po;2.80E-03 NM_018753

19430015G10Rik

'RIKEN cDNA 9430015G10 gene

NM_145557 /// NM_177205

1810048J11Rik

5430417L22Rik

'RIKEN cDNA 1810048J11 gene
{RIKEN cDNA 5430417L22 gene

NM_026327

jumonji, rich interactive domain

1321 |Arrdcl

3pumilio 2 (Drosophila)

serine/threonine kinase 16

solute carrier family 12 (potassium/chloride transporters), member 8

transcriptional regulator, SIN3A (yeast)

serine hydrolase-like

ceruloplasmin

interleukin 1 family, member 9

trinucleotide repeat containing 6a

POU domain, class 2, transcription factor 1
F

-box protein 6

;arrestin domain containing 1

" INM_001162485 /// NM_178408 /// NR_027876

NM_001163704 /// NM_001163705 /// NM_001163706 /// NM_0011637




Table S6. Differentially expressed genes in Study 2 PC samples revealed by BETR

chloride channel 5

eukaryotic translation initiation factor 2 alpha kinase 3
enabled homolog (Drosophila)

ectonucleoside triphosphate diphosphohydrolase 1

INM_010121
M_001083120 /// NM_001083121 /// NM_008680 /// NM_010135

{NM_009848

ERO1-like (S. cerevisiae)

INM_015774

exostoses (multiple)-like 2

INM_001163514 /// NM_001163515 /// NM_021388

alpha, acid

duce

INM_001159324 /// NM_008064

| ganglioside-in diﬁerentiation-aésdma ea-pro éiﬁ 2 - INM_
12 Gpnmb glycoprotein (transmembrane) nmb iNM_053110
13 Klra17 killer cell lectin-like receptor, subfamily A, member 17 INM_133203
14 Mela melanoma antigen INM_008581
15 iNaqu alpha-N-acetylglucosaminidase (Sanfilippo disease 111B) iNM_013792
16  |Nbea neurobeachin NM_030595
17 |Nedd4 neural precursor cell expressed, developmentally down-regulated 4 INM_010890
18 |Osbpl1a oxysterol binding protein-like 1A NM_207530
19 |Rsrc2  larginine/serine-rich coiled-coit 2 INM_001005523 /// NM_001005525 /// NM_025438
20 iSeIlI sel-1 suppressor of lin-12-like (C. elegans) jNM_001039089 /// NM_011344
21 |Serbp1 serpinel mRNA binding protein 1 INM_001113564 /// NM_001113565 /// NM_001113566 /// NM_025814
22 |Serpinil serine (or cysteine) peptidase inhibitor, clade I, member 1 INM_009250
23 |smc6  structural maintenance of chromosomes 6 INM_o2s695
24 Syngrl synaptogyrin 1 iNM_009303 /// NM_207708
25 |Tancl tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 1 INM_198294
26 [Tshz1 teashirt zinc finger family member 1 INM_001081300
27 [Tubbzb wbulin, beta28

28  |Uspl4

ubiquitin specific peptidase 14

INM_001038589 /// NM_021522




Table S7. Differentially expressed genes in Study 2 OG samples revealed by ANOVA

Gene Title

No. |Gene Symbol p-value

1 Mela melanoma antigen 4.53E-07

2 Mmp23 matrix metallopeptidase 23 ~ ls02E-07

3 Mela melanoma antigen 5.93E-07

4 Mapk8 mitogen-activated protein kinase 8 8.23E-07

5 Cldné claudin 6 1.56E-06

6 Kralz7 killer cell lectin-like receptor, subfamily A, member 17 2.41E-06

7 Cbs cystathionine beta-synthase 2.75E-06

8 Rabggta Rab geranylgeranyl transferase, a subunit 2.80E-06

9 - 3.97

10 6720475J1 RIKEN cDNA 6720475J19 gene A6E-06  IXM_ _ooi4gl2es
11 Arid4b AT rich interactive domain 4B (RBP1-like) 4.48E-06 §NM_194262 /// NM_198122

12 Extl2 exostoses (multiple)-like 2 4.61E-06 INM_001163514 /// NM_001163515 /// NM_021388
13 Slc12a8 solute carrier family 12 (potassium/chloride transporters), member 8 5.58E-06 INM_001083902 /// NM_134251
14 Tax1bp3 Tax1 (human T-cell leukemia virus type 1) binding protein 3 8.62E-06 iNM_029564

15 Mmp23 matrix metallopeptidase 23 1.03E-05 §NM_011985

16 Mela Melanoma antigen 1.09E-05 INM_008581

17 Stmnl stathmin 1 1.28E-05 INM_019641

18  |Entpdl  lectonucleoside triphosphate diphosphohydrolase1 1.30E-05 INv_ooesas
19 Cpeb3 cytoplasmic polyadenylation element binding protein 3 1.32E-05 jNM_1983OO

20 Ccl24 chemokine (C-C motif) ligand 24 1.56E-05 INM_019577

21 Dclrelb DNA cross-link repair 1B, PSO2 homolog (S. cerevisiae) 1.61E-05 INM_001025312 /// NM_133865
22 |Mest mesoderm specific transcript 1.62E-05 i

23 Tspanl tetraspanin 1 1.78E-05 INM_133681

24 1300018105Rik RIKEN cDNA 1300018105 gene 1.83E-05 INM_028791

25 Copg2as2 coatomer protein complex, subunit gamma 2, antisense 2 1.88E-05 INR_002845 /// XM_001471930
26  lopnd  lopsin 4 (melanopsiny 1.99E-05 NM_001128599 /// NM_013887
27 Soat2 sterol O-acyltransferase 2 2.30E-05 iNM_146064

28 Tctn3 tectonic family member 3 2.50E-05 INM_026260

29 Trim24 tripartite motif-containing 24 2.60E-05 INM_145076

30 Aifll allograft inflammatory factor 1-like 2.64E-05 §NM_145144

31 Bmil Bmil polycomb ring finger oncogene 3.10E-05 jNM_007552

32 Enppl ectonucleotide pyrophosphatase/phosphodiesterase 1 3.80E-05 INM_008813

33 Rrm1 ribonucleotide reductase M1 3.95E-05 INM_009103

34 Chrnd cholinergic receptor, nicotinic, delta polypeptide 4.10E-05 iNM_OZlGOO

35 Prpf19 PRP19/PS0O4 pre-mRNA processing factor 19 homolog (S. cerevisiae) 4.33E-05 §NM_134129

36 Virb2 vomeronasal 1, receptor B2 4.41E-05 INM_011911

37 Hmmr hyaluronan mediated motility receptor (RHAMM) 4.55E-05 INM_013552

38 Cxcll chemokine (C-X-C motif) ligand 1 4.63E-05 iNM_008176

39 Sppl secreted phosphoprotein 1 4.98E-05 iNM_009263

40 Copg2as2 coatomer protein complex, subunit gamma 2, antisense 2 5.01E-05 INR_002845 /// XM_001471930
41 Asflb ASF1 anti-silencing function 1 homolog B (S. cerevisiae) 5.27E-05 INM_024184

42 Aplf laprataxin and PNKP like factor 5.65E-05 §NM_024251

43 |Clgaltl icore 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase 5.65E-05 iNM_052993




44 |Cited2 Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 6.09E-05 INM_010828

45 Tspanl3 tetraspanin 13 6.29E-05 iNM_025359

46 Gfod2 glucose-fructose oxidoreductase domain containing 2 6.33E-05 iNM_027469

47 Rpl13 /// Tax1bp3 ribosomal protein L13 /// Tax1 (human T-cell leukemia virus type I) binding prot 6.34E-05 INM_016738 /// NM_029564

48 6720475J19Rik RIKEN cDNA 6720475J19 gene 6.38E-05 IXM_001474896 /// XM_001481296
49 Acaa2 acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl-Coenzyme A thiolase 6.40E-05 iNM_17747O

50 Edem1 ER degradation enhancer, mannosidase alpha-like 1 6.77E-05 iNM_138677

51 Prr13 proline rich 13 7.28E-05 INM_025385

52 Xrn2 5'-3' exoribonuclease 2 7.40E-05 INM_011917

53 Igh-6 immunoglobulin heavy chain 6 (heavy chain of IgM) 7.59E-05 |-

54 BC004004 cDNA sequence BC004004 7.89E-05 iNM_030561

55 Pon3 paraoxonase 3 8.00E-05 §NM_173006

56 Hipk1 homeodomain interacting protein kinase 1 8.14E-05 ‘NM7010432

57 Adora2b /// LOC10004523 adenosine A2b receptor /// similar to Adenosine A2b receptor 8.50E-05 NM_007413 /// XM_001473907

solute carrier family 18 (vesicular monoamine), member 1

9.00E-05

breast cancer 1
disabled homolog 1 (Drosophila)

9.19E-05
9.44E-05

1NM7010014 /// NM_177259

Ralgps2

NUF2, NDC80 kinetochore complex component, homolog (S. cerevisiae)

ju

" IPRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae)

{Ral GEF with PH domain and SH3 binding motif 2

9.52E-05

9.79E-05

1.23E-04

1.26E-04

1.58E-04

NM_023284

{NM_001159965 /// NM_001159966 /// NM_001159967 /// NM_0011599




90 Rab34 RAB34, member of RAS oncogene family 1.66E-04 INM_001159482 /// NM_033475
91 Trim47 tripartite motif-containing 47 1.67E-04 iNM_17257O

92 Dna2 DNA replication helicase 2 homolog (yeast) 1.69E-04 iNM_177372

93 Cebpd CCAAT/enhancer binding protein (C/EBP), delta 1.77E-04 INM_007679

94 Limchl LIM and calponin homology domains 1 1.77E-04 ‘NM_001001980

95 Ypel3 yippee-like 3 (Drosophila) 1.80E-04 iNM_025347 /// NM_026875

96 Cmah cytidine monophospho-N-acetylneuraminic acid hydroxylase 1.85E-04 iNM_OOllllllO /// NM_007717
97 Postn periostin, osteoblast specific factor 1.89E-04 INM_015784

98 Ppplrl5b protein phosphatase 1, regulatory (inhibitor) subunit 15b 1.92E-04 INM_133819

99 Rpgr /// Srpx retinitis pigmentosa GTPase regulator /// sushi-repeat-containing protein 1.94E-04 iNM_011285 /// NM_016911
100 Rpia ribose 5-phosphate isomerase A 2.02E-04 iNM_009075

101 Rad51 RAD51 homolog (S. cerevisiae) 2.05E-04 §NM_011234

102 LOC100047238 similar to N-deacetylase/N-sulfotransferase 4 2.09E-04 IXM_001477706

103 Esfl ESF1, nucleolar pre-rRNA processing protein, homolog (S. cerevisiae) 2.15E-04 NM_001081090

FK506 binding protein 1a

2.15E-04

ribonuclease, RNase A family 4

2.21E-04
2.21E-04

lannexin A3

2.32E-04

2.91E-04

‘NM_013470




Table S8. Differentially expressed genes in Study 2 OG samples revealed by ANOVA

No Gene Symbol Gene Title RefSeq ID

[ 2810432L12Rik RIKEN cDNA 281043212 gene NM_025944
2 3632451006Rik RIKEN cDNA 3632451006 gene NM_026142
3 6720475J19Rik IRIKEN cDNA 6720475J19 gene XM_001474896 /// XM_0O1481296
4 6720475J19Rik iRIKEN cDNA 6720475J19 gene XM_001474896 /// XM_001481296

5 9130213B05Rik RIKEN cDNA 9130213B05 gene NM_145562

6 AbccO |ATP-binding cassette, sub-family C (CFTR/MRP), member 9 NM_001044720 /// NM_011511 /// NM_021041 /// NM_021042
7 Acaala jacetyI—Coenzyme A acyltransferase 1A NM_130864

8 NM_130864 /// NM_146230

Acaala /// Acaalb

7
NM_009647 /// X

_ooi478522

11 Akapl2 A kinase (PRKA) anchor protein (gravin) 12 NM_031185

12 Akap2 |A kinase (PRKA) anchor protein 2 NM_001035532 /// NM_001035533 /// NM_009649

13 Aldoa laldolase A, fructose-bisphosphate NM_007438

14 Armcx1l iarmadillo repeat containing, X-linked 1 NM_030066

15 Aspn iasporin NM_025711

16 Aspn lasporin NM_025711

17 Atf5 activating transcription factor 5 NM_030693

18 Bm1 [Bmi1 polycomb ring finger oncogene ~~~NM_007552
19 Bmil ijil polycomb ring finger oncogene NM_007552

20 Clgaltl icore 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta-galactosyltransferase NM_052993

21 Car8 icarbonic anhydrase 8 NM_007592

22 lca2 fcaveolinz 7 NM_01e%00
23 Cbs §cystathionine beta-synthase NM_144855 /// NM_178224

24 Ccdc22 icoiled-coil domain containing 22 NM_138603

25 Ccl24 ichemokine (C-C motif) ligand 24 NM_019577

26 Cdi51 |CD151 antigen NM_001111049 /// NM_001111050 /// NM_009842
27 Cebpd iCCAAT/enhancer binding protein (C/EBP), delta NM_007679

28 Chrnbl icholinergic receptor, nicotinic, beta polypeptide 1 (muscle) NM_009601

29 Chrnd icholinergic receptor, nicotinic, delta polypeptide NM_021600

30 Cited2 §Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, NM_010828

31 Ckap2 jcytoskeleton associated protein 2 NM_001004140

32 Clca2 ichloride channel calcium activated 2 NM_030601

33 Cldné Iclaudin 6 NM_018777

34 Copg2as2 icoatomer protein complex, subunit gamma 2, antisense 2 NR_002845 /// XM_001471930
35 Copg2as2 §coatomer protein complex, subunit gamma 2, antisense 2 NR_002845 /// XM_001471930
36 Cpeb3 icytoplasmic polyadenylation element binding protein 3 NM_198300

37 Cryab icrystallin, alpha B NM_009964

38 Cspg4 ichondroitin sulfate proteoglycan 4 NM_139001

39 Cwc22 iCWCZZ spliceosome-associated protein homolog (S. cerevisiae) NM_030560

40 Cxcll ichemokine (C-X-C motif) ligand 1 NM_008176

41 Cyb5r3 icytochrome b5 reductase 3 NM_029787

42 Dclrelb §DNA cross-link repair 1B, PSO2 homolog (S. cerevisiae) NM_001025312 /// NM_133865
43 Ddr2 idiscoidin domain receptor family, member 2 NM_022563




44 jDka dickkopf homolog 2 (Xenopus laevis) NM_020265

45 |[Edem1 ER degradation enhancer, mannosidase alpha-like 1 NM_138677
46 Emp2 epithelial membrane protein 2 NM_007929
47 Enppl ectonucleotide pyrophosphatase/phosphodiesterase 1 NM_008813
48 Entpdl ectonucleoside triphosphate diphosphohydrolase 1 NM_009848
49 Evi5 ecotropic viral integration site 5 NM_007964
50 Extl2 exostoses (multiple)-like 2 NM_001163514 /// NM_001163515 /// NM_021388
51 F3 coagulation factor 111 NM_010171
52 F5 coagulation factor V NM_007976
53 F9 coagulation factor I1X NM_007979
54 Fabp7 fatty acid binding protein 7, brain NM_021272
55 Fam54b family with sequence similarity 54, member B NM_029759
56 Fermt2 fermitin family homolog 2 (Drosophila) NM_146054
57 Fermt2 fermitin family homolog 2 (Drosophila) NM_146054

fin bud initiation factor homolog (zebrafish) NM_026271

FK506 binding protein 1a NM_008019
NM_008019

”frlzze omolog 7 (Drosophila)

ganglioside-induced differentiation-associated-protein 2 NM_010269

87 Ino80e INO80 complex subunit E NM_153580

ipotassium voltage-gated channel, shaker-related subtamily, member




90 thdrbs3 KH domain containing, RNA binding, signal transduction associated 3 NM_010158

91 |Kif5b kinesin family member 5B NM_008448

92 Kif5b kinesin family member 5B NM_008448

93 Kitl kit ligand NM_013598

94 Klral7 killer cell lectin-like receptor, subfamily A, member 17 NM_133203

95 Las1l LAS1-like (S. cerevisiae) NM_152822

96 Lengl leukocyte receptor cluster (LRC) member 1 NM_027203

97 Lgals1 lectin, galactose binding, soluble 1 NM_008495

98 Limchl LIM and calponin homology domains 1 NM_001001980

99 Lims2 LIM and senescent cell antigen like domains 2 NM_144862

100 Lmcdl LIM and cysteine-rich domains 1 NM_144799

101 Lmna lamin A NM_001002011 /// NM_001111102 /// NM_019390

102 LOC100045677 /// Mcm3  isimilar to DNA replication licensing factor MCM3 (DNA polymerase alpha holoenzym NM_008563 /// XR_031705

103 LOC100045677 /// Mcm3  isimilar to DNA replication licensing factor MCM3 (DNA polymerase alpha holoenzym NM_008563 /// XR_031705

104 LOC100047693 /// Pvri3  |similar to cell adhesion molecule nectin-3 beta /// poliovirus receptor-related NM_021495 /// NM_021496 /// NM_021497 /// XM_001478695

105 Lrigl leucine-rich repeats and immunoglobulin-like domains 1 NM_008377

106 tigt leucine-rich repeats and immunoglobulin-like domains 2~ NM_oOO8377
107 Lrrfipl leucine rich repeat (in FLII) interacting protein 1 NM_001111311 /// NM_001111312 /// NM_008515

108 xn latexin NM_016753
109 Mapk8 mitogen-activated protein kinase 8 NM_016700

10 Marki  MAP/microtubule affinity-regulating kinase 1 NM_145515

necdin

nasal embryonic LHRH factor

{parvin, alpha

NM_020606




136 choIce procollagen C-endopeptidase enhancer protein NM_008788
137 |Pdgfa platelet derived growth factor, alpha NM_008808
138 Pdk4 pyruvate dehydrogenase kinase, isoenzyme 4 NM_013743
139 Pfn2 profilin 2 NM_019410
140 Pfn2 profilin 2 NM_019410
141 Plagll pleiomorphic adenoma gene-like 1 NM_009538
142 Plekha2 pleckstrin homology domain-containing, family A (phosphoinositide binding specif NM_031257
143 Plekha5 pleckstrin homology domain containing, family A member 5 NM_144920
144 Pofut2 protein O-fucosyltransferase 2 NM_030262
145 Pofut2 protein O-fucosyltransferase 2 NM_030262
146 Pon3 paraoxonase 3 NM_173006
147 Ppap2a phosphatidic acid phosphatase type 2A NM_008247 /// NM_008903
148 Ppap2a phosphatidic acid phosphatase type 2A NM_008247 /// NM_008903
149 Ppargcla peroxisome proliferative activated receptor, gamma, coactivator 1 alpha NM_008904 /// NR_027710
150 Ppic peptidylprolyl isomeraseC NM_oo8908
151 Ppp1r3c protein phosphatase 1, regulatory (inhibitor) subunit 3C NM_016854
NM_134120

7 bros aglandin (prostacyclin) synthase

isultide quinone reductase-|

prostaglandin-endoperoxide synthase 1

SPEG complex locus

ike (yeast)

NM_008969




182 Ssfa2 sperm specific antigen 2 NM_080558

183 Syngrl synaptogyrin 1 NM_009303 /// NM_207708
184 Tax1bp3 Tax1 (human T-cell leukemia virus type 1) binding protein 3 NM_029564

185 Tinagll tubulointerstitial nephritis antigen-like 1 NM_023476

186 Tmeml6la transmembrane protein 161A NM_145597

187 Tmem192 transmembrane protein 192 NM_001163747 /// NM_028427
188 Tnfrsf13b tumor necrosis factor receptor superfamily, member 13b NM_021349

189 Tnfrsf13c tumor necrosis factor receptor superfamily, member 13c NM_028075

190 Tnpo3 transportin 3 NM_177296

191 Trim24 tripartite motif-containing 24 NM_145076

192 Trim47 tripartite motif-containing 47 NM_172570

193 Tspan2 tetraspanin 2 NM_027533

194 Ttcl3 tetratricopeptide repeat domain 13 NM_145607

195 Tubb6 tubulin, beta 6 NM_026473

196 wwtrl  |WW domain containing transcription regulator 1 NM_133784
197 Wwtrl WW domain containing transcription regulator 1 NM_133784




Table S9. Number of significantly varying genes in two independent studies

STUDY 1 (INITIAL)

STUDY 2 (VALIDATION)

Sample Analysis | Gene probes Unique Genes Gene probes Unique Genes
PC ANOVA 2963 2516* 1321 1122*
oG ANOVA 136 132 133 124
PC BETR 266 241 28 28
oG BETR 117 113 200 176

*astimated




Figure S1. Histology of progressing plasma cell tumors in pristane oil-treated iMyc

mice. To identify and enumerate plasma cells in situ, paraffin-embedded formalin-fixed tissue sections of
oil granulomas analyzed at early (day 7; panels A and B), middle (day 39, panels C and D) and late (day
107; panels E and F) times after ip injection of pristane were sectioned and either stained with
hematoxylin and eosin (H&E; panels A, C and E) or immunolabeled with antibody to mouse
immunoglobulin kappa light chains followed by counterstaining with hematoxylin (panels B, D and F).
Cytoplasmic light chains were visualized using vector red (panels B and F) or diaminobenzidine (DAB;

panel D) as substrates. All images were acquired with a 40X objective.

Figure S2. Focused analysis of gene expression changes during tumor progression in
initial study. Heat map of significantly changed genes during tumor progression in LMD-isolated PC
samples or non-dissected whole-tissue OG samples. A total of 1385 gene probes were selected by

ANOVA and subjected to unsupervised hierarchical cluster analysis.

Figure S3. Combined analysis of gene expression changes during tumor progression

in initial study (Study 1) and validation study (Study 2). Panel A depicts a heat map that resulted from
unsupervised hierarchical cluster analysis of RNAs from PC and OG samples, using 5,521 variance-
filtered genes (showing the top 25% variance and of which more than 20% of expression values have at
least 1.5-fold change in either direction from the gene’s median value). Panel B depicts the clustering of
the 1205 ANOVA-revealed gene probes (p < 0.001) that showed significant differences in the PC samples
from both experiments. The samples are ordered chronologically according to the day after which PCT

development had been induced by ip administration of pristane.

Figure S4. Time courses of expression levels of five selected ANOVA-revealed OG

genes up- or downregulated in tissues containing frank tumor cells compared to tissues harboring
premalignant tumor precursors. Log,-transformed mean gene expression levels (horizontal lines) and
individual gene expression levels (dots) at indicated times post tumor induction with pristane are plotted
for Study 1 (Initial study) in the left column and Study 2 (Validation study) in the center column. The
results of statistical comparisons (two-tailed t-test) of mean expression levels of combined tumor
precursor samples (white columns; days 7-33 in case of Study 1 [n=9]; days 7-49 in case of Study 2
[n=12]) and tumor samples (black columns; day 104 in case of Study 1 [n=3]; day 105 in case of Study 2
[n=3]) are indicated as p values in the right column. Eif2ak3, eukaryotic translation initiation factor 2
alpha kinase 3; Ccl11, chemokine (C-C motif) ligand 11; Cd36, CD36 antigen; Earl, eosinophil-

associated, ribonuclease A family, member 1; Rab34, RAB34 member of RAS oncogene family.



Figure S5. Genetic pathway maps implicated in PCT progression by Metacore

(GeneGo) analysis. Statistically significant maps detected at a false discovery rate (FDR) of 10™ in the
PC samples from Study 2 (n=26) and Study 1 (n=7) are presented in panels A and B, respectively. Maps
are ordered from top to bottom according to level of significance, which is expressed as negative
logarithmic p value. Panel C depicts the top three significant maps at FDR 10 that exhibit the greatest
deal of similarity between Studies 1 and 2. The maps are indicated in bright colors. Also included are
three highly similar maps that are, however, not significant at FDR 103 and, therefore, indicated in dull

colors.

Figure S6. Genes involved in mouse PCT progression in mouse are highly enriched in
a gene set that includes human MGUS, SMM and MM).
A) Human Heat Map. Heat map of significantly differentially expressed genes (FDR < 5%) in 115 cases

from the Mayo Clinic Patient Dataset deposited at the Multiple Myeloma Genomics Portal (MMGP),
Broad Institute, Cambridge, Massachusetts (http://www.broadinstitute.org/mmgp/): MGUS (n=22), SMM
(n=24) and MM (n=69). RNA samples from CD138" plasma cells from patient bone marrows had been
hybridized to Affymetrix U133A microarrays and gene expression determined according to established
procedures. RMA-normalized data files were transferred from the MMGP website to the University of
lowa, where ANOVA analysis of the 18,737 genes that have a mouse counterpart with the identical gene
name revealed 2,292 unique, annotated genes that varied significantly among the MGUS, SMM and MM
groups. These genes were represented by 2,963 gene probes, which were subjected to unsupervised
hierarchical cluster analysis that produced the presented heat map. Relapsed MM, which is also included
in the Mayo Clinic Patient Dataset, was excluded here because of uncertainty whether gene expression
changes reflected tumor progression or treatment effects.

B) Venn diagram on the origin and number of mouse genes used for cross-species comparison with the

Mayo Clinic Patient Dataset. The mouse ANOVA-PC-gene probe sets from Study 1 and Study 2

(corrected for genes also found in OG stroma, see Figs. 2B and 3B for details) were merged to identify
probes that varied significantly in the course of PCT progression in either Study 1 or Study 2
(“combined” probe set) or in both Study 1 and Study 2 (“in-common” probe set). The merged dataset
was found to be populated by more than 4,000 gene probes that represented 2,218 “combined,” unique,
annotated mouse genes with synonymous human counterparts. These “combined” genes were used for
the statistical comparison with the Mayo Clinic Patient Dataset presented in panel C. The merged dataset
also contained 386 gene probes that represented 315 “in-common,” unique, annotated mouse genes with
synonymous homologues in the human genome. These “in-common” mouse genes were used for the
statistical analysis of the Mayo Clinic Patient Dataset as depicted in panel D and displayed as a heat map

in panel E.



C) Statistical analysis of the enrichment of “combined” mouse PCT progression genes in the Mayo Clinic

Patient Dataset. EASE [Expression Analysis Systematic Explorer, Hosack, et al., Genome Biol 4, R70
(2003)] was employed to determine whether genes that were found to be variably expressed during
progression of mouse PCT were also statistically overrepresented in the human MGUS-SMM-MM
dataset presented in panel A. EASE uses concepts very similar to those employed in genetic pathway
enrichment analyses; it calculates p values to indicate the statistical strength of biologic associations. 294
(12.8%) of the 2,218 unique, “combined” mouse LMD-PC genes, which were shown by ANOVA to vary
significantly during the course of mouse PCT progression in either Study 1 or Study 2, were also found
within the set of 2,292 human genes from the Mayo Clinic. This overlap was significant (p = 0.00285)
using the EASE software tool for statistical comparison.

D) Statistical analysis of the enrichment of “in-common” mouse PCT progression genes in the Mayo

Clinic Patient Dataset. In a more stringent statistical analysis compared to that presented in panel C, 40

(12.7%) of the 315 “in-common” mouse LMD-PC genes — revealed by ANOVA to change significantly
during mouse PCT progression in both Study 1 and Study 2 — were also found within the set of 2,292
human genes from the Mayo Clinic. This overlap was highly significant (p = 2.05 x 10™*°) by EASE, in
keeping with the expectation that a 12.7% overlap of a set of 315 genes with a 2,292-gene set is much less
likely to occur by chance than a 12.8% overlap of a set of 2,218 genes with the same 2,292-gene set.

E) Cross-species heat map visualizing the enrichment of “in-common” mouse PCT progression genes in

the Mayo Clinic Patient Dataset. The human counterparts of the 315 mouse genes indicated in panel D

were used to re-analyze the Mayo Clinic Dataset in an attempt to reveal heretofore unknown associations
in the human samples. The results of unsupervised hierarchical clustering are displayed as a heat map.
Two portions of the heat map (boxed in white) are expanded on the right and demonstrate examples of
apparent up-regulation of 12 unique genes in MGUS relative to SMM and MM (top right; represented by
15 gene probes) and 7 genes upregulated in SMM/MM relative to MGUS (represented by 15 gene probes;
bottom right). More in-depth studies are warranted to validate these putative myeloma progression genes

and understand the underlying biology.
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A Cluster analysis of Mayo Clinic B >4,000 gene probes representing C p = 0.00285 D p=2.05x101
Dataset: MGUS (n=22), SMM 2,218 “combined” mouse genes
(n=24) and MM (n=69)
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