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Figure S1. The free energy surfaces of the fused lambda Cro repressor with different size linkers (composed 
of 12, 20, and 30 glycine residues, shown by red ribbon) and without a linker where the a constraint is applied 
on the distance between the center of mass of the two chains. All surfaces were plotted around the same 
temperature (0.99ε) where the unfolded and folded states have the same free energy. All systems show very 
similar dynamics and illustrate the existence of the interfacial contacts when one subunit is unfolded.


