Table S1 Summary of recombinant inbred lines population data for the consensus mapping procedure. Population code, Number of recombinant lines used in this study, number of markers
genotyped, including gene markers, and SSR markers.

Pop. Code N. Lines N. Markers Gene Mk SSR Mk Associated references*

Popl 139 274 74 73 Laucou et al. 1998, Loridon et al. 2005, Aubert et al. 2006, Burstin et al. 2007
Pop2 164 197 59 86 Loridon et al. 2005, Aubert et al. 2007, Lejeune-Hénaut et al. 2008

Pop3 211 198 79 117 Bourgeois et al. 2011

Pop4 207 176 63 112 Bourion et al. 2010, Bourgeois et al. 2011

Pop5 211 191 77 111 Bourgeois et al. 2011

Pop9 90 92 92 0 Deulvot et al. 2010

*Associated references: Aubert et al., 2006, Theor. Appl. Genet. 112: 1024-1041; Bourgeois et al. 2011 Proteomics in press; Bourion et al. Theor. Appl. Genet. 2010, 121: 71-86; Burstin et al.,
2007, Plant Physiology. 144: 768-781; Deulvot et al., 2010, BMC Genomics 11: 468; Laucou et al., 1998, Theor. Appl. Genet. 97: 905-915; Loridon et al., 2005, Theor. Appl. Genet. 111, 6: 1022-
1031.
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