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Files S1‐S3 

Sequence Files 

 

Files S1‐S3 are available at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.111.000927/‐/DC1 or the links listed below. 

 
Sequence File S1: reads over putative junctions of MAC‐destined and MIC‐specific sequence, maximally inclusive (not  restricted 
for multi‐mappers)  http://bioshare.bioinformatics.ucdavis.edu/Data/k6pd8efvnv/all_windows.html    
 
Sequence File S2: reads aligned near MAC contig edges  
http://bioshare.bioinformatics.ucdavis.edu/Data/k6pd8efvnv/windows_at_edges_of_contigs.html    
 
Sequence File S3: non‐mapper reads  
http://bioshare.bioinformatics.ucdavis.edu/Data/k6pd8efvnv/putative_ies_seqs_unmapped.fasta 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Sequence File S4: short IES sequences   
Sequence included in the SB210 MAC genome is in black, IES sequence is in blue, and directly repeated IES‐flanking sequence 
retained in single copy at the MAC junction is in red and underlined. 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Sequence File S5: RT‐PCR product sequences for the IES‐containing LIA2 mRNA 3’ end 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Table S1   Primers 
 

 
 

Uses: A, MAC junction PCR; B, IES amplification; C, hybridization probe template; D, RT‐PCR 
 


