P1 (YJB9407)

B

YD

2

2

]
)

T

™

(P Y JL—.I'Al I |'. A sdnn bl

%f

g
o
o
(=]
=z

|||‘!"||l[’ll
T 3

o — —
" —

R —
= EE

r

e
]

1]
©
®
e
I
O]
&]

T Homozygous homolog b
@ Heterozygous disomy

@
o
o
<]
£
S
L
®
>3
S
>
N
o
£
(=]
I

-

[N Heterozygous trisomy aab
[ Heterozygous trisomy abb

—— MRS locations

CIEE R N IHH'I'II'H
L1 R TR

-

Yo}
1 el

;

—
1%

—]
=
|

ab

|

=

=V

T
]

o e e T

\—

AT}

a aababb b

| ©

a

1sl

D. Abbey et al.



=7

§1ﬂnum B
o am i

Y]

[ Heterozygous trisomy aab
MRS locations

1 No data

I CGH ratios

I Homozygous homolog a
[ Homozygous homolog b
[ Heterozygous disomy
0 Heterozygous trisomy abb

——

N

€440

R

el

P2 (YJB9408)

D. Abbey et al.

25l



Ps7 (YJB10019)
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Ps8 (YJB10020)
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S3 (YJB9416)
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Ss2 (YJB10022) [small colony]
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Ss2 (YJB10022) [large colony]
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Figure S1 SNP/CGH of parasexual progeny strains used to construct the C. albicans SC5314 hapmap. Data for each strain was
analyzed by SNP/CGH array and visualized as illustrated in Fig. 3. A) Strain P1 (YJB9407); B) P2 (YJB9408). C) Ps7 (YJB10019). D)
Ps8 (YJB10020). E) S3 (YJB9416). F) S4 (YJB9417). G) Ss2 (YJB10022), small colony. H) Ss2 (YJB10022), large colony.
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