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Figure S5 Identification of the sites of re-arrangements in NOTT 143 and NOTT 145. DNA was analysed by PCR using the
indicated primers for the three re-arrangements identified in the CGH analysis of strains NOTT 143 and NOTT 145. CRUK
972 DNA was used as the control. The numbers refer to the positions of the 5' residue of the respective primers on the
assembly of the laboratory strain. The ' indicates that the primer corresponds to the complementary strand of the
laboratory strain assembly.
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