
Figure	
  S2.	
  Genome-­‐wide	
  view	
  of	
  nascent	
  transcrip7on	
  in	
  yeast.	
  Z-­‐score	
  of	
  NRO	
  read	
  densi&es	
  in	
  1	
  kb	
  bins	
  are	
   shown	
  for	
  each	
  
chromosome.	
  Genome-­‐wide	
   analysis	
  of	
  nascent	
  synthesis 	
  revealed	
  extensive	
   transcrip&on	
  across	
  the	
  en&re	
  yeast	
  genome.	
  No	
  
>	
  3	
  kb	
  clusters	
  are	
  observed	
  to	
  have	
  read	
  densi&es	
  >3.1	
  z-­‐scores.	
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Figure S2


