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variance of YFP/FSC (Z-score)

A minority of mutant genotypes showed increased variance in YFP fluorescence. The histograms
of Z-scores shown represent the variance in YFP fluorescence for genotypes isolated from the con-
trol (black) and EMS-treated populations. EMS-treated genotypes with (green) and without (red) a
statistically significant change in median YFP fluorescence relative to the control population are
plotted separately, but the frequency of each class was calculated using the total number of EMS-
treated genotypes tested. These Z-scores were calculated as described for median YFP fluores-
cence: the difference between variance in YFP fluorescence for a particular genotype and the
mean variance of all control genotypes was divided by the standard deviation of variance values
among the control genotypes. Of the 231 EMS-treated genotypes classified as mutants for YFP
fluorescence (green), 47 (11 CNV, 5 coding, and 26 trans-acting mutants) showed a significant (|Z|
> 2.58) change in variance. By comparison, 37 of the 833 EMS-treated genotypes without a signifi-
cant change in median YFP-fluorescence (red) and 20 of the 1137 genotypes from the control
population (black) showed statistically significant changes in variance.



