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Supplementary Figure 1. Amino acid alignment of 79 var2csa DBL3x domains. Individual 

subdomains are denoted by arrows above alignment. Toggling sites are marked by a "T" above 

the relevant amino acid site. Motifs identified in this study and in Dahlback at al. [33] are denoted 

by black boxes. Amino acid residues are colored according to conservation. 
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