
 

Figure S1- Analysis of the human LRP6 protein [Swiss-Prot:O75581] using different predictors.  

The graphical output of each method and the corresponding interpretation is shown. The precise boundaries of
ordered and disordered regions were derived from the corresponding text output (not shown). The intracellular
domain is unfolded, whereas the extracellular domain is folded/ structured. 

 


