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Association to IMT
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0.008
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0.001

-0.002
-0.002
0.001
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0.001

-0.004
-0.011
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-0.009
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seEffect P-value
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0.002
0.002
0.002
0.002
0.002
0.002
0.002
0.002
0.002
0.002
0.002
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7.34E-01
5.45E-01
3.39E-01
7.35E-01
8.31E-01
8.42E-02
9.06E-01
7.78E-01
3.79E-01
8.01E-02
2.87E-01
1.05E-01
7.20E-04
6.62E-01
5.84E-01
8.30E-01
1.42E-01
5.34E-02
6.39E-01
3.49E-01
3.41E-01
1.86E-01
6.47E-01
2.48E-01
5.38E-01
2.95E-02
7.31E-02
1.17E-01
4.77E-01
9.13E-01
1.17E-01
5.41E-02
1.03E-01



