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The supplemental data file contains 7 figures and 2 tables. 
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Table S1. Yeast strains used in this study 
Strain 
name 

Short genotype Genetic 
background 

Relevant genotype Source 

DY1457  W303 W303 MAT_ ura3-52 leu2-3,112 trp1-1 his3-11 ade6 
can1-100 

(1) 

 hem1(6D) DY1457 hem1::LEU2 trp1-1 his3-11 ura3-52 can1-100 (1) 
YPH499   MATa ura3-52 lys2-801(amber) ade2-101(ocher)  

trp1-63 his3-200 leu2-1 
(3) 

OPY102 hem1 fre1 fre2 YPH499 hem1::KanMX fre1::LEU2 fre2::HIS3 (2) 
 hem1 fre1 fre2

MET3-FRE1 
YPH499 hem1::KanMX fre1::LEU2 fre2::HIS3 trp1-63::TRP1 

pMET3-FRE1 
This 
study 
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Table S2. Oligonucleotides used in this study 
Name Sequence (5’ to 3’) 
CeHRG-4H14A CTGTCAACTGATTTGTGCTATAAACGTTCGAATTGG 
CeHRG-4H41A ACATATGCAATCAAATTTGCTAATTGGTCAGCCACA 
CeHRG-4Y61A GCGTGTGAAACATTGGCTTTGTATTGGGCTTTG 
CeHRG-4Y63A GTGAAACATTGTATTTGGCTTGGGCTTTGAAGAAAAAT 
CeHRG-4Y61A/Y63A GCGTGTGAAACATTGGCTTTGGCTTGGGCTTTGAAGAAAAA 
CeHRG-4C97A CGGACTTCTCGGCGCCCTTGTTTGCTACATTAT 
CeHRG-4CLV GTCTTCTCGGACTTCTCGGCGCCGCTGCTTGCTACATTATTGCAGG 
CeHRG-4H108A TATTGCAGGAATCACTGCTCAGGGTGCAGGAT 
CeHRG-4FARKY ATGGACTTGGCAAAATGCATTCGCTGCCGCAGCAGCCCTCAACAAAATT

GGAACAGCTT 
CeHRG-1H40A GCTGTACCTGGTTCGCCAGTCTGAAAGTTCAAATC 
CeHRG-1Y67A GTGTTCGCAATTCAGGCCCAAAATTGGATCGCC 
CeHRG-1H88A GCAACTCTGGTTCTCGCTCTTCACCTGGCCTA 
CeHRG-1H90A CTGGTTCTCCATCTTGCCCTGGCCTATAAGAAAAC 
CeHRG-1H88A/H90A GCAACTCTGGTTCTCGCTCTTGCCCTGGCCTATAAGAAAAC 
CeHRG-1C127A CATCGCAATGGTGTTCGCCCTGGTGGTTGCTGG 
CeHRG-1CLV TTCATTCATCGCAATGGTGTTCGCCGCGGCGGTTGCTGGAATTGAGCATC

AG 
CeHRG-1H135A GTTGCTGGAATTGAGGCTCAGACGTTGGATAAG 
CeHRG-1FARKY AATGGAGTGCATTAACCTGGAGAGCTGCCGCAGCAGCCCGAGCATTCTG

TGAAGAGTCT 
yhHRG-1H56A GTGGGTTTTGGTTACTGCTGTTATGTACATGCAAG 
CeHRG-1_del_f GGCACAAGGTCCAATAGTTA 
CeHRG-1_del_b AGTCGAGCCATATGGTGCAA 
CeHRG-4_del_f CAATCAAATTTCATAATTGGTCAGC 
CeHRG-4_del_b TTAACTTTTAATGACTTCAACATCGTC 

Underlined nucleotides indicated the alanine substitutions.  
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