
Supplementary Fig. S2: Sequence alignment of the SLC26 transporters region encompassing TMD7 and TMD8.
Multiple sequence alignment of SLC26a2-10 shows high conservation of the Gly367 and Pro371 (red) residues. F368 (blue) is 
conserved is many SLC26 transporters. The pore Glu417 (pink) is highly conserved among the SLC26 transporters. 


