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Figure S16 Comparison strain x hindbrain interaction effects vs. DNA similarity. Comparisons of the categories of transcripts
based on p-value of strain x hindbrain interaction and DNA similarity, for the 22,963 transcripts with consistent DNA similarity
measurements along the gene body. In the upper panel, the transcripts were grouped based on DNA similarity and within each
group we compared proportion of transcripts within different p-value ranges. In the lower panel, the transcripts were grouped
based on strain x hindbrain interaction effect p-values and within each group we compared the proportion of transcripts with

different DNA similarities.
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