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Figure S4 Surrogate Variable Analysis. (a) The first 20 eigenvalues of the residuals from linear mixed effect model specified
in equation (1) in main text Methods section for 1.0ST cartridge data. (b) The first 20 eigenvalues of the residuals of 1.1ST
GeneTitan data. (c) Scatter plots of PC1-5 from expression data of the two platforms. GeneTitan PC1 is correlated with
cartridge PC2, and PC3 and PC4 of the two platforms are correlated. We chose the first four PCs as surrogate variables since

they either have large eigenvalues or are correlated with other PCs in the other platform.
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