Table S2 Strain contributions chosen by forward variable selection

Gene Name Selected Strains Allele effects

LOC675467 G,C,F,G G,C
Ifi2712a G G
Thnsl2 G,D,A,G G,D

AK153595 G,D,F G,D

BC022687 C,D,BA B,D,C
Sh3gl3 G,F F,G
Clecl6a B,E,F B
Kemfl F,H,B,D,G F

Forward variable selection was used on the expected haplotype contributions to choose the most informative variables to

include in the SEM models. The actual strain contributions chosen are shown in the “Selected Strains” column along with the

smallest allele effect group in the “Allele effects” column. The letters correspond to strains in the following manner: A (A/J), B

(C57BL/6)), C (12951/SvimJ), D (NOD/ShiLt)), E (NZO/HILt)), F (CAST/EiJ), G (PWK/PhJ) and H (WSB/Eil).
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