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A. J. Stocker et al. 2 SI 

!

"#$%&!'"$&(! )*+,--.! /01,2/! /01-3!!

!

24!)5#$67.8/9,1:+.! )*7+,8! /0/+:/! /01-)!

0;<=;5!46<%>!?<#&6@$!!

+!A!'04?+A(!

!

BCD!4-E! )*.9,-! /0/E3/! /01E3!

:%F;<G#&6!@$@&@;&@#$!H;I&#<!

7;!'6JKL7;(!

!

M5;IF!'M(! )*,8++! /0172+! /01.)!!

!

!

!

"#$%&%'%&(!)*!+,-..($!(.(&(/0!"1!

!

2(/(! 3&!4.567'(!8%9(!! 3&!:%870;%/!!!!! 3'!.%870;%/!

!

NI&@$!'NI&7/N(! )*+/9-+! /O7/N,! /O7+N!

!

24!)0-8.)#$&@P+! )*8-7/! /O-9:E! /O773!

Q6;&!4R#IF!?<#&6@$!!

I#P$;&6!-!'Q4I,9L-(!

!

?<#&6@$!I#"@$P!P6$6! )*8,79! /O77:1L7! /O773!

!

BCD!47!A!&%M%5@$!E92S! )*179+! /OE9)E! /O7-N!

'AT%ME92(!

!

BCD!4-/!U%4I56! )*7E.E! /O7.K+1! /O7-N!

?<#&6@$!/9!'U?/9(!

!

24!)0+98E)#$&@P+! )*8,1E! /O7727! /O7-)!

?<#&6@$!I#"@$P!P6$6!

!

O@M#4#>;5!?<#&6@$!! )*7.+8! /O-1).! /O7EN!

0D/!'O?0D/(!

!

A!&%M%5@$!'AT%M-E2(! )*./,,! /O-E2,L8! /O7,3!

!

&<?5@F6!'&<?5(! )*+817-! /O7E3/! /O783!

!

6=6$!4F@??6"!'6=6(! )*/1/8! /O7E)+9! /O7.N!

!

NI&@$!'NI&-,3(! )*+99E,! /O-,3-! /O-93!

!

>#<%5;!'><(! )*19E9! /OE9N7! /O-1N!

!

24!)0188)#$&@P+! )*79+.! /O-.K7! /O-E)!

?<#&6@$!I#"@$P!P6$6!

!

6$P<;@56"!'6$(! )*.9+-! /O7,K+,! /O-,)!

!

24!)0+9E.)#$&@P+! )*1991-! /O783EL,! /O-,2!

T<6R;5#46!&<;$4?#<&6<!+L+!

T<6&+L+!

!

24!)0+997)#$&@P+! )*+/,1E! /O712+! /O-.N!

?#&6@$!I#"@$P!P6$6!

!

F<%??65!'F<(! )*1179! /OE9KE! /OE9)!'$6;<!&65#>6<6(!

!

!

!

!

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



A. J. Stocker et al.  3 SI 

!

!

!"#$%$&$%'()*(+,-..'#('.'%'/0(12!

(

3'/'( 1%(4.567&'(8$9'(( 1%(*$870:$/((((( 1&(.$870:$/(

!

"#$%&'(!)$*'(+!+&(&! ,-./.0! /10232! /104,!

(

&)*56!'(*7)&*!"#$%6! ,-/849:! /1.;<;=>8! /108?!

@>'".;>AB!!

!

CDE!F80G!,H%HIHF&! ,-09.4! /1.2>4! /108,!

@,H%B!

!

<F!,18/:@8:/JB,$(%'+4! ,-/94K! /1.2>0! /10/?!

"#$%&'(!)$*'(+!+&(&!

!

<F!,142K,$(%'+4G!L<E=! ,-48:/:! /104,9! /1023!

+HIH)%$F&!;M=&"'N&#HF&!!

@-HI&B!

!

<F!,1802,$(%'+4! ,-4;KK.! /10;34:! /102,!

"#$%&'(!)$*'(+!+&(&!

!

&)*56!'(*7)&*!"#$%6! ,-948.! /1.234:=?0! /10.,!

@>'".2?B!!

!

O&H%!FO$)P!"#$%6!9/! ,-48;8! /10/?44! /109<!

@QF"9/B!

!

P('#"F!@P('B! ,-;.4.! /1..>/! /1.4?!

! !

3)%'(!@3)%.K?B! ,-.;.9! /1.K?! /1.8!

!

CDE!F;.G!3RE!! ,-949K! /10.,2! /1.;,!

F5(%OHF&G!F7S7('%!S!

3REF5(=S!

!

&7PH#!'('%6!AH)%$#!;>! ,-;:/2! /10.?;! /1.2?!

@&TA=;>B!

!

<F!,18/4,$(%'+4! ,-/.:2! /10.?2! /1.2,!

3F%#H5!@HH5B!

!

U!%7S7I'(!@UR7S0.,B! ,-9/:9! /10.,;! /1.2,!

!

<F!,1K8:,$(%'+4! ,-K.48! /1./<4! /1.03!

%7N$#!F7"!"#$%!4:4!

@RC-4:4B!

!

!

! ! !

!"#$%$&$%'();(+,-..'#('.'%'/0(<2(

(

3'/'( 1%(4.567&'(8$9'(( 1%(*$870:$/((((( 1&(.$870:$/(

(

<F!,1:>F%3V;! ,-8404! /W9/?2=0! /W943!

W&+&(H!@W+HB!

!

C&(&F)&(F&!NH#P&#! ,-./K:! /W99<8! /W98<!

"#$%6!/:!@FN"=/:B(

!

3)%'(!@3)%99AB! ,-24.9! /W99A! /W9/!

!

O7()OSH)P!@OSB! ,-K.90! /W9232! /W9/<!

!

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



A. J. Stocker et al. 4 SI 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A. J. Stocker et al.  5 SI 

Reciprocal cross

Sex

SNP Marker

D. serrata 

linkage 

group d.f. a h b missing !2 p a h b missing !2 p a h b missing !2 p a h b missing !2 p

s1 X 1 58 0 46 0 1.38 0.239 52 61 0 1 0.72 0.397 50 0 37 2 1.94 0.163 0 53 55 3 0.04 0.847

s2 X 1 45 0 59 0 1.88 0.170 54 59 0 1 0.22 0.638 42 0 45 2 0.10 0.748 0 54 53 4 0.01 0.923

s3 3 2 47 42 15 0 23.54 0.000 40 55 18 1 8.65 0.013 32 45 10 2 11.23 0.004 33 60 17 1 5.56 0.062

s4 2 2 29 54 20 1 1.82 0.403 27 61 25 1 0.79 0.674 26 48 13 2 4.82 0.090 24 59 27 1 0.75 0.689

s5 3 2 24 51 23 6 0.18 0.912 20 51 35 7 4.40 0.111 18 42 23 6 0.61 0.735 12 50 34 15 10.25 0.006

s6 2 2 28 50 25 1 0.26 0.877 33 52 28 1 1.16 0.560 34 39 14 2 10.13 0.006 42 44 24 1 10.29 0.006

s7 3 2 49 43 11 1 30.84 0.000 33 62 18 1 5.05 0.080 45 37 5 2 38.72 0.000 54 48 8 1 40.25 0.000

s8 2 2 25 53 26 0 0.06 0.972 29 56 28 1 0.03 0.987 30 42 15 2 5.28 0.072 33 50 27 1 1.56 0.458

s9 2 2 72 26 6 0 109.77 0.000 75 34 4 1 107.14 0.000 47 32 8 2 41.05 0.000 51 47 12 1 29.98 0.000

s10 Invariant 104 0 0 0 113 0 0 1 87 0 0 2 110 0 0 1

s11 2 2 78 25 1 0 142.06 0.000 93 20 0 1 200.24 0.000 72 15 0 2 156.52 0.000 85 25 0 1 164.09 0.000

s12 2 2 62 17 25 0 73.44 0.000 82 6 25 1 147.78 0.000 64 8 15 2 113.14 0.000 71 14 25 1 99.60 0.000

s13 3 2 28 51 19 6 1.82 0.403 20 62 22 9 3.92 0.141 15 38 26 10 3.18 0.204 22 45 26 18 0.44 0.802

s14 3 2 30 53 21 0 1.60 0.450 26 53 34 1 1.57 0.457 17 49 21 2 1.76 0.415 20 66 24 1 4.69 0.096

s15 3 2 66 17 18 3 90.07 0.000 62 17 32 3 69.63 0.000 54 15 13 7 73.98 0.000 68 11 29 3 96.65 0.000

s16 2 2 27 54 23 0 0.46 0.794 32 54 27 1 0.66 0.718 32 40 14 3 7.95 0.019 30 56 21 4 1.75 0.417

s17 3 2 28 56 20 0 1.85 0.397 21 61 31 1 2.49 0.288 15 49 23 2 2.86 0.239 22 65 23 1 3.65 0.161

s18 2 2 39 53 12 0 14.06 0.001 45 61 7 1 26.27 0.000 39 38 10 2 20.72 0.000 48 45 17 1 21.11 0.000

s19 2 2 33 48 23 0 2.54 0.281 24 63 26 1 1.57 0.457 32 42 13 2 8.40 0.015 30 55 25 1 0.45 0.797

s20 3 2 23 58 21 2 2.00 0.368 22 68 22 2 5.14 0.076 17 42 26 4 1.92 0.383 25 54 29 3 0.30 0.862

s21 2 2 36 50 18 0 6.38 0.041 40 54 19 1 8.03 0.018 39 40 8 2 22.66 0.000 48 50 12 1 24.47 0.000

s22 3 2 31 51 22 0 1.60 0.450 26 55 32 1 0.72 0.699 16 49 22 2 2.22 0.330 21 63 26 1 2.78 0.249

s23 2 2 80 21 1 2 157.67 0.000 81 30 1 2 138.43 0.000 59 27 1 2 89.85 0.000 72 31 6 2 100.19 0.000

s24 2 2 30 50 24 0 0.85 0.655 23 61 29 1 1.35 0.508 31 44 12 2 8.31 0.016 29 54 27 1 0.11 0.947

s25 3 2 29 54 21 0 1.38 0.500 19 64 30 1 4.13 0.127 14 52 21 2 4.45 0.108 21 62 27 1 2.44 0.296

s26 3 2 18 61 25 0 4.06 0.131 33 53 27 1 1.07 0.585 15 51 21 2 3.41 0.181 23 57 30 1 1.04 0.596

s27 3 2 19 60 25 0 3.15 0.207 33 53 27 1 1.07 0.585 15 51 21 2 3.41 0.181 25 56 29 1 0.33 0.849

s28 X 1 49 0 54 1 0.24 0.622 50 63 0 1 1.50 0.221 55 0 32 2 6.08 0.014 0 50 60 1 0.91 0.340

s29 X 1 45 0 59 0 1.88 0.170 52 61 0 1 0.72 0.397 53 0 34 2 4.15 0.042 0 49 59 3 0.93 0.336

s30 3 2 49 44 11 0 30.23 0.000 33 62 18 1 5.05 0.080 45 37 5 2 38.72 0.000 52 49 8 2 36.63 0.000

s31 3 2 28 53 23 0 0.52 0.771 21 68 23 2 5.21 0.074 20 41 26 2 1.11 0.573 24 54 32 1 1.20 0.549

s32 3 2 30 52 22 0 1.23 0.540 22 57 34 1 2.56 0.278 21 43 23 2 0.10 0.950 19 58 33 1 3.89 0.143

s33 X 1 50 0 54 0 0.15 0.695 55 58 0 1 0.08 0.778 49 0 38 2 1.39 0.238 0 50 60 1 0.91 0.340

s34 2 2 81 18 5 0 155.54 0.000 84 24 5 1 147.85 0.000 62 25 0 2 104.10 0.000 75 34 1 1 115.60 0.000

s35 3 2 47 49 7 1 31.31 0.000 53 51 8 2 37.05 0.000 25 48 14 2 3.71 0.156 36 55 19 1 5.25 0.072

s36 Invariant 104 0 0 0 113 0 0 1 87 0 0 2 110 0 0 1

s37 Invariant 104 0 0 0 112 0 0 2 87 0 0 2 109 0 0 2

s38 3 2 30 53 20 1 2.03 0.363 19 64 30 1 4.13 0.127 16 48 23 2 2.06 0.357 21 64 25 1 3.24 0.198

s39 2 2 28 53 23 0 0.52 0.771 32 55 26 1 0.72 0.699 33 40 14 2 8.86 0.012 31 58 21 1 2.15 0.342

s40 X 1 46 0 58 0 1.38 0.239 49 64 0 1 1.99 0.158 50 0 37 2 1.94 0.163 0 50 59 2 0.74 0.389

s41 2 2 26 55 23 0 0.52 0.771 31 56 26 1 0.45 0.798 28 44 15 2 3.90 0.143 29 56 25 1 0.33 0.849

s42 2 2 80 18 6 0 149.77 0.000 84 24 5 1 147.85 0.000 53 32 2 2 65.87 0.000 59 50 1 1 62.07 0.000

s43 3 2 24 54 26 0 0.23 0.891 32 53 28 1 0.72 0.699 15 53 19 2 4.52 0.104 21 56 33 1 2.65 0.265

s44 4 2 29 54 21 0 1.38 0.500 27 58 27 2 0.14 0.931 22 49 16 2 2.22 0.330 17 63 30 1 5.40 0.067

s45 3 2 31 51 22 0 1.60 0.450 24 56 33 1 1.44 0.486 19 48 20 2 0.95 0.621 20 62 28 1 2.95 0.229

s46 3 2 28 56 20 0 1.85 0.397 21 60 31 2 2.36 0.308 16 47 24 2 2.03 0.362 20 64 24 3 4.00 0.135

s47 3 2 29 52 21 2 1.29 0.524 19 65 29 1 4.33 0.115 15 50 22 2 3.07 0.216 21 64 25 1 3.24 0.198

s48 3 2 23 54 27 0 0.46 0.794 31 54 28 1 0.38 0.827 17 53 16 3 4.67 0.097 27 56 24 4 0.40 0.818

s49 2 2 30 53 21 0 1.60 0.450 24 62 27 1 1.23 0.541 30 44 12 3 7.58 0.023 31 53 26 1 0.60 0.741

s50 2 2 32 51 21 0 2.37 0.306 33 59 21 1 2.77 0.250 36 43 8 2 18.03 0.000 44 49 17 1 14.56 0.001

s51 X 1 61 0 42 1 3.50 0.061 54 58 0 2 0.14 0.705 50 0 37 2 1.94 0.163 0 50 59 2 0.74 0.389

s52 2 2 29 55 20 0 1.90 0.386 27 61 25 1 0.79 0.674 25 49 13 2 4.70 0.095 26 58 26 1 0.33 0.849

s53 2 2 27 50 26 1 0.11 0.948 33 52 28 1 1.16 0.560 34 36 17 2 9.23 0.010 33 50 27 1 1.56 0.458

s54 2 2 36 44 24 0 5.23 0.073 30 61 22 1 1.85 0.397 33 39 15 2 8.38 0.015 27 56 25 3 0.22 0.895

s55 X 1 58 0 46 0 1.38 0.239 52 61 0 1 0.72 0.397 50 0 37 2 1.94 0.163 0 54 54 3 0.00 1.000

s56 2 2 30 53 21 0 1.60 0.450 33 58 22 1 2.22 0.329 33 43 13 0 9.09 0.011 39 53 18 1 8.16 0.017

s57 2 2 24 56 24 0 0.62 0.735 30 59 24 1 0.86 0.651 26 46 17 0 1.92 0.383 29 56 25 1 0.33 0.849

s58 2 2 44 42 15 3 19.51 0.000 35 62 11 5 13.04 0.001 37 41 9 2 18.31 0.000 42 49 11 9 19.00 0.000

s59 2 2 58 37 9 0 54.83 0.000 63 42 8 1 60.98 0.000 32 46 11 0 10.01 0.007 32 60 18 1 4.47 0.107

s60 3 2 28 53 23 0 0.52 0.771 21 70 23 0 6.00 0.050 23 42 24 0 0.30 0.859 27 46 37 1 4.76 0.092

s61 2 2 27 53 24 0 0.21 0.900 29 59 26 0 0.30 0.861 30 41 18 0 3.79 0.151 29 55 26 1 0.16 0.921

Males Females Males Females

CTN42 x FORS4 FORS4 x CTN42

Table S2 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



A. J. Stocker et al. 6 SI 

 
Table S3   Order of genetic markers along the chromosomes of Drosophila species. The locations of sequence orthologous to those used for the D. serrata physical map were 
found for the Drosophila species previously sequenced in the 12 Genomes Project (Shaeffer et al. 2008) by a manual search on Flybase. The genes are ordered according to their 
relative positions along the chromosome arms. Spacing between genes in this table is not proportional to their spacing in the genome. The D. melanogaster region numbers for 
each chromosome were used to orient the marker sequences in melanogaster group species and also in D. serrata, which has the same region numbering order of its 
chromosome arms as D. melanogaster. The CG numbers for D. melanogaster were used in the comparisons. The centromeres are indicated by black boxes and fixed inversions 
between related species are outlined in black. Translocations/ transpositions are also outlined in black. 
 
 
 
Table S3 is available for download at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.111.001354/‐/DC1 as an Excel file. 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File 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Data 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Format 

File S1 is available for download at http://www.g3journal.org/lookup/suppl/doi:10.1534/g3.111.001354/‐/DC1 as a zip file. 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