Table S2. Fatty acids composition of yeast co-expressing Cb5 and FAD2/FAD3 of soybean

16:0 16:1 16:2 18:0 18:1 18:2 18:3
28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C

W(empty pESC) [23.9+0.19 21.9%0.09 38.2+0.30 44.9+0.05 96+0.14 6.6+x0.11 283+0.44 265+0.25

M(empty pESC) |24.2+0.27 21.1+0.39 39.0+0.40 45.2+0.30 9.2+010 6.6+0.01 27.6+0.37 27.1+0.11

W+FAD2 21.6+£0.07 19.0+021 264+1.02 276+1.11 86+080 11.9+x1.10 121+0.10 86+0.09 17.7+0.54 16.0+0.66 13.7+0.73 17.0+0.85

M+FAD2 226+0.12 18.7+0.06 29.1+0.21 30.1+0.13 4.3+0.15 10.8+0.03 11.3+0.03 8.1%£0.05 23.2+0.12 16.5+0.02 9.5+0.21 15.8+0.05

M+FAD2+Cb5-A1 |20.4 £0.02 18.9+0.05 29.7+0.18 26.8+0.05 9.2+0.07 13.5+0.16 89+0.04 83+0.04 208+0.09 157+0.07 11.1+£0.17 16.9+0.04

M+FAD2+Cb5-C2 |22.9+0.05 149+1.87 27.1+0.34 252+1.79 86+0.18 102+0.86 11.3+0.07 10.7+0.14 18.6+0.12 20.6+0.83 11.6+0.17 184 +2.12

M+FAD2+Cb5-C3 |20.6 £+ 0.57 20.5+0.07 26.6+0.21 27.5+0.12 6.6+0.03 14.1+0.13 136+0.08 86+0.11 23.0+0.06 15.3+0.05 9.7+0.12 14.0+0.15

M+FAD2+Cb5-E1 |22.4+£0.12 18.8+0.04 26.7+041 262+0.08 75+0.23 127+0.10 11.4+011 85+0.05 195+0.28 16.2+0.03 125+0.25 17.6 £0.06

W+FAD3* 228+0.12 205+0.09 36.0+0.02 42.7+0.06 1.0+x0.05 16+0.04 106+0.08 6.9+0.04 291+0.13 276+024 05+x0.01 0.8+0.02

M+FAD3* 240+0.04 17.0+x019 335+0.08 414+021 07001 16+001 10.7+0.04 74+006 308+0.15 31.6+0.04 04+0.02 1.1+0.01

W(empty pESC) [23.9+0.85 215+045 42+094 85+045 87049 52007 3.0x072 47%029 603+3.00 60.2+1.25

M(empty pESC) |24.5+0.59 209+0.33 4.2+095 85+048 87+032 48+023 28+069 46+030 59.8+248 61.1+1.18

W+FAD3 19.9+1.02 191+038 34+037 74+x099 01+001 01+x009 82+058 51+x026 27+x033 472072 574+297 453+289 83+0.70 183+1.17
M+FAD3 16.0+463 135+021 6.1+325 120+x028 0.1+0.04 03+0.01 6.8+x209 48+020 57+311 93x0.27 595+15.01 445+£1.08 59+1.92 15.6+0.37
M+FAD3+Cb5-A1 |15.6 +0.89 16.6+0.24 26+020 6.0+x0.13 02+001 02001 6.7+039 47+011 21+017 39%013 60.1+236 49.8+0.79 128+0.75 18.7+0.21
M+FAD3+Cb5-C2 |22.6 £+0.48 17.8+035 47057 58+033 03+007 02+001 90%x019 47+008 36+039 36+020 435+174 479+129 16.2+0.87 20.1+0.33
M+FAD3+Cb5-C3 |120.5+0.42 19.2+0.19 43+0.76 6.7+0.15 02+0.06 02+0.01 108+016 53+011 41070 42%0.14 49.0+235 43.7+0.17 10.9+0.24 20.7 +0.50
M+FAD3+Cb5-E1 |17.4+1.73 16.3+0.15 3.0+x0.69 6.1+0.18 02+0.05 02+0.01 7.0+x084 45+006 24+058 41+010 546+4.89 49.8+1.03 154+1.00 19.0 +0.56

For Cb5 and FAD3 co-expression study 18:2 were added to the culture before induction with galactose. FAMES were analyzed by GC-FID. Induction time for culture maintained at
28"C and 15"C were 48 and 96 hour respectively. Values represents mol percentage of total fatty acids. + represents SD of three independent cultures. W= wild type yeast;

M= mutant yeast disrupted in endogenous Cb5 gene; ND= Not detected. *Clutures not fed with 18:2.



