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Figure S1 Location of the primer pairs used for ChIP, and CpGs sequenced for methylation analysis, in the genomic sequences of Pdx1, Ins1 and Ins2

Black, proximal promoter; blue, 5′ untranslated region; red, first exon. The sequences in parentheses indicate known regulatory elements. Primers for ChIP qPCR are highlighted in yellow. CGs
shown in bold type were sequenced in the DNA methylation assay.

1 To whom correspondence should be addressed (slack017@umn.edu).

c© The Authors Journal compilation c© 2012 Biochemical Society

www.biochemj.org

B
io

ch
em

ic
al

 J
o

u
rn

al

© 2012 The Author(s)

The author(s) has paid for this article to be freely available under the terms of the Creative Commons Attribution Non-Commercial Licence (http://creativecommons.org/licenses/by-nc/2.5/)
which permits unrestricted non-commercial use, distribution and reproduction in any medium, provided the original work is properly cited.



E. Akinci and others

Table S1 Primer pairs used in RT–PCR, ChIP qPCR, DNA methylation analysis and qRT–PCR

Primer name Forward sequence (5′–3′) Reverse sequence (5′–3′)

Primers used in RT–PCR
Ins1 CTACAATCATAGACCATCAGCA CAGTTGGTAGAGGGAGCAGAT
Ins2 CCCTGTGGATCCGCTTCCTGC GTGCCAAGGTCTGAAGGTCA
Gcg GCTGGCAGCATGCCCCTCAA CCTTTGCTGCCTGGCCCTCC
Ppy CTATCCACTTGGGTGGCTCT ATCAAACCCACCAGAAGGC
Sst CCCAGACTCCGTCAGTTTCT GAAGTTCTTGCAGCCAGCTT
Iapp GGCTGTAGTTCCTGAAGCTT AAGGTTGTTGCTGGAGCGAA
Pax4 TGGAGAAAGAGTTCCAGCGT CTTGGGATGTGGTGTCACTG
Neurod1 TTTCAAACACGAACCATCCA CCTGTTTCTTCCAAAGGCAG
Nkx2.2 CACGCGCTCAAAGCCCAGGA GGAGAGAGCGGTGGGGCAGA
Arx AGGACGCCGAGGGCAAGGAT TCTCCCGCTTGCGCCACTTG
Pdx1 GTAGTAGCGGGACAACGAGC CAGTTGGGAGCCTGATTCTC
Ngn3 AAACTTCGAAGCGAGCAGAG CATCCTGAGGTTGGGAAAAA
MafA TCCAGGCTGGTGCGCGAAAG GCAAGCCCACTCAGGAGCCG
Isl1 TGATGCGCGCCCGCTCTAAG TGACTCGGGGACTGAGGCCG
Hlxb9 CCTGTCGCGACCCAAGCGTT CCCAGCAGCTCCTCCTCCGT
Pax6 GGCCGTGCGACATTTCCCGA GCCGTCTGCGCCCATCTGTT
Hes1 GGCCACCTGGCCAACTGCAT GCTGGAAGGCGACACTGCG
Glut2 GCCATCTTCCTCTTCGTCAG ACCTGGTTCCCTTCTGGTCT
Kir6.2 CTGGAAGGAAGCCAGTCTTG CAGTGTCCCCCAGACAAAGT
Sur1 AGCTGCGCTTCTGCCTCACG GGCACCCTGCTGGCTCTGTG
Amylase GCCTACTGACAGAGCCCTTG TGGTCCAATCCAGTCATTCA
Ptf1a CCTCTCCAAGGTAGACACGC CTTGGGATGTGGTGTCACTG
Cbe GACCGGCGGTACAGCTCGCG CTGCGCCCCACCGTGTAGAT
Pcsk2 ACACAGCTCCGCACATTCGCA TGAGATCCACAACCGCCCTCCA
Prss1 GTGTATCCTCCAACGATCTTGT CACTTCTGATCCTAGCCCTTG
Cpa1 CCAGAAGTCCAACTGCAAGT CAGTCTGTGGCAATGAGAACT
Ctrb1 GAATAGCATCCTCTCCGTTGAC GTCCTGCTTTGCCCTTGT
Rbpjl CATCTCCGAACCACACCTTG CTCCAGTGCCTCATATCAGC
Beta Actin TCCGTAAAGACCTCTATGCC GGAGGGGCCGGACTCATCGT
mNgn3 CCGGATGACGCCAAACTTACA ACACCAGTGCTCCCGGGAG
mPdx1 CCGGACATCTCCCCATACGAAGT CGCACAATCTTGCTCCGGCTCT
mMafA ATCATCACTCTGCCCACCAT AGTCGGATGACCTCCTCCTT

Primers used in ChIP qPCR
Ins1 CCAATGAGCGCTTTCTGCAGACTT AGGAGAGTACATACCTGCTTGCTG
Ins2 ACCAGGCAAGTGTTTGGAAACTGC ATGTAAGAGAAGAGCCCACAGCGT
Pdx1 AGAGATCAGCCTGCTGAGAGAGAA TACTGCTCCTCACTATTCATGGTGGC
Gapdh CTTTACGGGTGCACGTAGCTCA TTTCACCTGGCACTGCACAAGAAG

Primers used in DNA methylation assay
Ins1 1st set TTTTAGGTTTAAGTAGAGTTGTTGA CCCTAAAATTTTAACTAAAAAAACC
Ins1 2nd set GTTTTTTGTTTTTGTTGGTTTTGTT CACCCAACTCCAATTATAACACTTAC
Ins1 3rd set TTTTTGGGAGTTTAAGTTTGTTTAG ATACAACACTAATCCACAATACCAC
Ins2 1st set TTTGAGTTTTTTATTTGTTTTTTTT CTAATTTAATACTACCCTATTCCCC
Ins2 2nd set GATTATAAAGTTAGTGGGGATTTAGTAATT TATTTAACAAAAACCTAAACAAAAC
Ins2 3rd set GTATTTTTGTGGTTTTTATTTGGTG ACTTACCTTATAAATCCTCCACTTC
Pdx1 1st set AGGAGAGATTAGTTTGTTGAGAGAGAA AAAAACTACAAACCAAACCTTAAAC
Pdx1 2nd set ATTATGAATAGTGAGGAGTAGTATTA AAAAACTTCCCTATTCCAAC
Pdx1 3rd set GTTGGAATAGGGAAGTTTTT ACTTACCTACCCACTAACTTTTCCAC

Primers used in qPCR
Ins1 CAATCATAGACCATCAGCAAGC AGAAACCACGTTCCCCAC
Ins2 CCCAGGCTTTTGTCAAACAG GTGCCAAGGTCTGAAGGTC
Iapp CCACTGAAAGGGATCTTGAGAC TTCCGTTTGTCCACCTGAG
Pax4 GGGCAGTATCCAGATTCAGTTG GGCATCTGTGTTTCCCATTTC
Neurod1 ATGTCTTCCACGTCAAGCC GAGAAGTTGCCATTGATGCTG
Nkx2.2 GGTCAAGATCTGGTTCCAAAAC GTCACCTCCATACCTTTCTCAG
Arx AATCTAACCCATCCCCAACAC CTCTTCCTGGTACTGATTGCTC
Endogenous Pdx1 CCCGAGCTTCTGAAAACTTTG CTTTTCATTGTCCTCAGTTGGG
Endogenous Ngn3 TCCAGACGCAATTTACTCCAG CTAGTTCTCCGGGCTCAAAAG
Endogenous MafA TCTTTCTGTGAGCGCGG TCAGAGTCCGAACCGAGG
Isl1 TTGTTAGGGACGGGAAAACC CTACACAGCGGAAACATTCG
Hlxb9 GCTTTCCTACTCGTATCCTCAG TTCCCCAAGAGGTTCGATTG
Hes1 AGAAAAATTCCTCGTCCCCG TTTCATTTATTCTTGCCCGGC
Glut2 CACATCCTACTTGGCCTATCTG TCAGTGCCCCTTAGTCTTTTC
Kir6.2 TCAGTAAGCAATGAGCAGGG CAACCTCTGGACTGATATGCC
Sur1 AGAAGCTCCTAGAGTACACCG TGTAGGGAGTTGGAGATGGAG
Amylase GCAGACCTTTCATTTTCCAAGAG ACAAAACCCCAACCTTCTCC
Ptf1a AGGACCCCAGAAAACTCAAC CAATATGCACAAAGACACAGCC
Cbe ATGGTAATGAGGCGGTTGG AGGGCATGATATGGATTCGTG
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Table S1 Continued

Primer name Forward sequence (5′–3′) Reverse sequence (5′–3′)

Pcsk1 CTCAGCCCTTCCTACTTGTG CATTGACAAACTGCCTCTTCG
Pcsk2 GCATAAAGACGGAGAGGAAGAG TGGTAAAAGTGGTACAGGCC
Prss1 GTGTATCCTCCAACGATCTTGT CACTTCTGATCCTAGCCCTTG
Cpa1 CCAGAAGTCCAACTGCAAGT CAGTCTGTGGCAATGAGAACT
Cpb1 CACGTTGCTTATCAGTACCTCA GCCTCTCACTACAGTTGACTT
Ctrb1 GAATAGCATCCTCTCCGTTGAC GTCCTGCTTTGCCCTTGT
Rbpjl CATCTCCGAACCACACCTTG CTCCAGTGCCTCATATCAGC
Gapdh TCCAGTATGACTCTACCCACG CACGACATACTCAGCACCAG
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