
Hp-Zfhx                -------------------MGATMADSAIIRCKRRKQANPQRKNVDIDGNPKGMTQAILA 41
Saccoglossus-Zfhx      -----------------------MAEGP--RCTRRKQANPRRKKELLEENE--------A 27
amphioxus-Zfhx         MVPLTMNQSRLQMLSPRRPHPANMHAGVTPVSERSICLNNKVEARNCGVTPVSERSICLN 60
humanDeltaEF1b         -----------------------MADGP--RCKRRKQANPRRNN--VTNYNTVVETNSDS 33
humanDeltaEF1a         ------------------------------------------MK--VTNYNTVVETNSDS 16
mouseDeltaEF1          -----------------------MADGP--RCKRRKQANPRRNN--VTNYNTVVEANSDS 33
chickenDeltaEF1        -----------------------MADGP--RCKRRKQANPRRNN--VTNYNNVIEANSDS 33
XenopusDeltaEF1a       -----------------------MADGP--RCKRRKQANPRRNN--VTNYNSVLEANSDS 33
ZebraKheper            -----------------------MADGP--RCKRRKQANPRRTN--VSNYSHVLEGQSDS 33
humanSIP1              ------------------MKQPIMADGP--RCKRRKQANPRRKN--VVNYDNVVDTGSET 38
XenopusSIP1            ------------------MKQEIMADGP--RCKRRKQANPRRKN--VLTYDNVVDTGSET 38
zebraSIP1b             ------------------MRELIMADGP--RCKRRKQANPRRKNAAVLDFENVVETGSET 40
zebraSIP1a             ------------------MKQEIMAEGP--RCKRRKQANPRRKN--VLSYENVVDAGSGS 38
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                DGNDPISPSPEN--------------GYHSNSSTIEDSDGDDKGSFMGDEEDDEAEMDK- 86
Saccoglossus-Zfhx      EEKCNKENNNSD--------------GYHSN--------------------ENELNQDE- 52
amphioxus-Zfhx         NKVCPWGKTEYE--------------EEEDEGAVLDDADASSTAHMSDSGVADDNEPDQR 106
humanDeltaEF1b         DDEDKLHIVEEE----------SVTDAADCEG----VPEDDLPTDQTVLPGRSSEREGNA 79
humanDeltaEF1a         DDEDKLHIVEEE----------SVTDAADCEG----VPEDDLPTDQTVLPGRSSEREGNA 62
mouseDeltaEF1          DDEDKLHIVEEE----------SITDAADCEGG---MPDDELPADQTVLPG-GSDRGGGA 79
chickenDeltaEF1        DDEDKLHIVEEE----------SITDAADCDAS---VPEDDLPTDHTVLPE-NSEREGST 79
XenopusDeltaEF1a       DDEDKLHIVEEE----------SVTDAADGEGS---VPEDDLPTDQTVLPEGSESGKGSG 80
ZebraKheper            DDEDKLHIVEEEG---------SLLDGADCDSV---APDDD--------PNGTADPDGR- 72
humanSIP1              DEEDKLHIAEDDGIANPLDQETSPASVPNHE----SSPHVSQALLPREEE-EDEIREGGV 93
XenopusSIP1            EEEDKLHIAEDDSITTTLDQETSPASMLNHE----TSPQANQALLPRDEE-EDELRERGM 93
zebraSIP1b             EEEDRLLVSEED---ALLNGAGSPASLVNHESEAPPSPTLSHTLLRKTVDDEDDMKDSGI 97
zebraSIP1a             DDEDRLLGSEGE---------GSPAGVPSLE----ASPRVAHALLSCRGDEENESQDGAG 85
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                ------------------STSDGDKDDGVDDLEPDKEFHRKNGMHHLHPHSPPHPHHQFR 128
Saccoglossus-Zfhx      ------------------MSSNDGSYHGDDGYQSNKELGEDE-------CAAPG------ 81
amphioxus-Zfhx         LDDSL-------------HMENGTPVQSPAGDDISTTPSTPGTPDHSNPPTPGTPHRTDE 153
humanDeltaEF1b         --KNCWE------------DDR-KEG-QEILGPEAQADEAGCTVKDDECESDAENEQNHD 123
humanDeltaEF1a         --KNCWE------------DDTGKEG-QEILGPEAQADEAGCTVKDDECESDAENEQNHD 107
mouseDeltaEF1          --KNCWQ------------DNV----------------------KDNECDSDAENEQNHD 103
chickenDeltaEF1        --NSCWE------------DEG-KET-KEILGPEAQSDEVGCTVKEDECDSDAENEQNHD 123
XenopusDeltaEF1a       --KSCWE------------DEEGADCGDEILGPEAEADELGCTVKDEECDSDVENEQNHD 126
ZebraKheper            -----WD------------DVK------------------------EECVSD-EDERSRD 90
humanSIP1              --EHPWHNNEILQASVDGPEEMKEDYDTMGPEATIQTAINNGTVKNANCTSDFEEYFAKR 151
XenopusSIP1            --DHNWHNNVILKASVDGSDDMKEDYDTLGPQVTHVTTINNGTVKNPNCTSDFEEYFVKR 151
zebraSIP1b             --ENVWHENDLLNASIDGTDELKADYDTMGTDVSLEP-IGNGTVKSVHCDTDFEDFFGKR 154
zebraSIP1a             --AHVWR-----HGELNGSEERKAEYNSMSPDISLHG-IGNGTVKGIDASSELESFFAKR 137
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                NGEVGGDGVINLEDYMNRSDTAIIYPEPVEDMDGVNGDTDDPNTPEGN--DNETEIEGEL 186
Saccoglossus-Zfhx      GGGGGGRAGLNLQEYLSRGDTAIIYPEAPDDEN------SDPSGQNGE--SNDDTIL--- 130
amphioxus-Zfhx         LAGDGTQAEHDIREYANRSDTAIVYPESADDPMVG----HAPANGTGN--MLEDQLLS-- 205
humanDeltaEF1b         ---------PNVEEFLQQQDTAVIFPEAPEEDQR--QGTPEASGHDEN------GTPDAF 166
humanDeltaEF1a         ---------PNVEEFLQQQDTAVIFPEAPEEDQR--QGTPEASGHDEN------GTPDAF 150
mouseDeltaEF1          ---------PNVEEFLQQQDTAVIYPEAPEEDQR--QGTPEASSHDEN------GTPDAF 146
chickenDeltaEF1        ---------PNVEEFLQQEDTAVIYPEAPEEDQR--QGTPEASGQDEN------GTPDAF 166
XenopusDeltaEF1a       ---------PNVEEFLQQSDTAVIYPEAPDDEQR--QGTPEAVGQDEN------GTPDAF 169
ZebraKheper            ---------ALVEEMLQQGDTAVIFPEAPDDEPR--QGTPETSGHDEN------GTPDSF 133
humanSIP1              KLEERDGHAVSIEEYLQRSDTAIIYPEAPEELSR--LGTPEANGQEEN--DLPPGTPDAF 207
XenopusSIP1            KMDAGDSNGVSIAEYLQRSDTAIIYPEAPEELCR--LGTPEANGHEEN--DLPPGTPDAF 207
zebraSIP1b             KLVDTESHVVSIAEYLQRGDTAIIYPEAPEELSRSRLATPEATGHEEN--DLPPGTPDAF 212
zebraSIP1a             KLDDGEGHAASIAEYLQ--DTVIIYPEDPEEGTR--LGTPEANGQDENENDLALRTPDAF 193
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                GKPEDCPYCDRSYKRLTSLKEHIKYRHEKTFNNFSCPECNYCFAYKSQLERHMATHMPGR 246
Saccoglossus-Zfhx      ----SCPYCDRVYKRATSLKEHIKYRHEKNANNYACSECNYSFAYKSQLERHMATHMPGR 186
amphioxus-Zfhx         -----CPYCDRGYKRLTSLKEHIKYRHERTDSSYACNECNYTFAYKSQLERHMASHKPGR 260
humanDeltaEF1b         SQLLTCPYCDRGYKRFTSLKEHIKYRHEKNEDNFSCSLCSYTFAYRTQLERHMTSHKSGR 226
humanDeltaEF1a         SQLLTCPYCDRGYKRFTSLKEHIKYRHEKNEDNFSCSLCSYTFAYRTQLERHMTSHKSGR 210
mouseDeltaEF1          SQLLTCPYCDRGYKRFTSLKEHIKYRHEKNEDNFSCSLCSYTFAYRTQLERHMTSHKSGR 206
chickenDeltaEF1        SQLLTCPYCDRGYKRFTSLKEHIKYRHEKNEDNFSCSLCSYTFAYRTQLDRHMTSHKSGR 226
XenopusDeltaEF1a       SQLLTCPYCERGYKRFTSLKEHIKYRHEKNEDNFSCSMCSYTFAYRTQLDRHMTSHKSGK 229
ZebraKheper            SQLLTCPYCSRGYKRYTSLKEHIKYRHEKSEDNFSCSLCSYTFAYRTQLDRHMTAHKAGR 193
humanSIP1              AQLLTCPYCDRGYKRLTSLKEHIKYRHEKNEENFSCPLCSYTFAYRTQLERHMVTHKPGT 267
XenopusSIP1            AQLLTCPYCERGYKRLTSLKEHIKYRHEKNEENFSCPLCSYTFAYRTQLERHMVTHKPGR 267
zebraSIP1b             AQLLTCPYCDRGYKRLTSLKEHIKYRHEKNEENFACPLCSYTFAYRTQLERHMATHKPGR 272
zebraSIP1a             AQLLTCPYCDRGYKRLTSLKEHIKYRHEKNDESFPCPLCSDTFAYRTQLERHMATHKPAR 253
flyZfh1                ------------MSAAACLLSSSTSSFEKT-----CRICHKAFANVYRLQRHMISHDESA 43
                                    .  :.* .  .  .*:.     *  *   **   :*:*** :*  . 
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Hp-Zfhx                NQICDICNKAFVNIYRLQRHMLTHTSG-NRKFKCGECGKAFKYKHHLKEHLRIHSGEKPY 305
Saccoglossus-Zfhx      DQICEICNKAFVNIYRLQRHMLTHSTG-NRKFKCGECHKAFKYKHHLKEHLRIHSGEKPY 245
amphioxus-Zfhx         DQVCERCNKAFVNIYRLQRHMLTHTSG-NRKFKCHECGKAFKYKHHLKEHLRIHSGEKPY 319
humanDeltaEF1b         D----------------QRHVTQSGC--NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 268
humanDeltaEF1a         D----------------QRHVTQSGC--NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 252
mouseDeltaEF1          E----------------QRHVTQSGG--NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 248
chickenDeltaEF1        D----------------QRHVTQSSG--NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 268
XenopusDeltaEF1a       D----------------QRHVTQSGG--NRKFKCPECGKAFKYKHHLKEHLRIHSGEKPY 271
ZebraKheper            E----------------QRHVTQSGGGGNRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 237
humanSIP1              D----------------QHQMLTQGAG-NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 310
XenopusSIP1            D----------------QHEMLTQGAG-NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 310
zebraSIP1b             D----------------QHQILNQGSG-NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 315
zebraSIP1a             D----------------QPQLLNEGAG-NRKFKCTECGKAFKYKHHLKEHLRIHSGEKPY 296
flyZfh1                L---------------------------LRKFKCKECDKAFKFKHHLKEHVRIHSGEKPF 76
                                                    ***** ** ****:*******:********:

Hp-Zfhx                ECPTCLKRFSHSGSYSSHISSKKCS-------------------PVKEQPPALTRITGVP 346
Saccoglossus-Zfhx      ECTTCKKRFSHSGSYSSHISSKKCT-------------------PSKYMP-SLLLSTKAA 285
amphioxus-Zfhx         ECPNCHKRFSHSGSYSSHISSKKCIGLISFRNKMAAE------MPPNVVPTSMHLLMAQA 373
humanDeltaEF1b         ECPNCKKRFSHSGSYSSHISSKKCISLIPVNGRPRT-----GLKTSQCSSPSLSASPGSP 323
humanDeltaEF1a         ECPNCKKRFSHSGSYSSHISSKKCISLIPVNGRPRT-----GLKTSQCSSPSLSASPGSP 307
mouseDeltaEF1          ECPNCKKRFSHSGSYSSHISSKKCISLMPVNGRPRS-----GLKTSQCSSPSLSTSPGSP 303
chickenDeltaEF1        ECPNCKKRFSHSGSYSSHISSKKCIGLMPVKGRARS-----GLKTSQCSSPSLSASPGSP 323
XenopusDeltaEF1a       ECSNCKKRFSHSGSYSSHISSKKCISVAPVNGRVRS-----GLKTPQCSSPSLSASPGSP 326
ZebraKheper            ECSNCKKRFSHSGSYSSHISSKKCIGLISVNGRPRPSPATGAAKTPQCSSPYLPTSS-PT 296
humanSIP1              ECPNCKKRFSHSGSYSSHISSKKCIGLISVNGRMRN------NIKTGSSPNSVSSSPTNS 364
XenopusSIP1            ECPNCKKRFSHSGSYSSHISSKKCIGLISVNGRMRN------NMKTGSSPNSVSSSPTNS 364
zebraSIP1b             ECPNCKKRFSHSGSYSSHISSKKCIGLIAINGRVRN------NLKTGSSPTSASSSPTNN 369
zebraSIP1a             ECSNCKKRFSHSGSYSSHISSKKCIGLISINGRVRHG----VNNKPGSSPNSAASSPGSP 352
flyZfh1                GCDNCGKRFSHSGSFSSHMTSKKCISMG------------------------LKLNNNRA 112
                        * .* ********:***::****                                    

Hp-Zfhx                PVKVINSLPSPVLQSPLSDIDTSES--------------LPLTEPKKSAPAYMTPLHIKI 392
Saccoglossus-Zfhx      PVKLISEDMSPVTG-PHNIHNYIPG--------------SFYDQSDKPSNDDDDALSINV 330
amphioxus-Zfhx         AANPTVSLPNGSANPATNGLHASSTGLLQAQLNLTLPSLLAATPPLGAASTLQNPVMVKT 433
humanDeltaEF1b         TRPQIRQKIEN---KPLQEQLSVNQIKTEP------VDYEFKPIVVAS--GINCSTPLQN 372
humanDeltaEF1a         TRPQIRQKIEN---KPLQEQLSVNQIKTEP------VDYEFKPIVVAS--GINCSTPLQN 356
mouseDeltaEF1          TRPQIRQKIEN---KPLQEPLSVNQIKTEP------VDYEFKPIVVAS--GINCSTPLQN 352
chickenDeltaEF1        ARPQIRQKIEN---KPLQEQLPVNQIKTEP------VDYEFKPIVVAS--GINCSTPLQN 372
XenopusDeltaEF1a       ARPQIRQKIEN---KPLQEQLPVNQIKTEP------VDYEIKPIVVAS--GINCSAPLQN 375
ZebraKheper            ARVQVRDKLDNS--KPLQEQLPLTQIKSEP------LDYEYKPVVVAP------SARGVN 342
humanSIP1              AITQLRNKLENGKPLSMSEQTGLLKIKTEP------LDFNDYKVLMAT-HGFSGTSPFMN 417
XenopusSIP1            AITQLRHKLENGKPLGMSEPSGLLKIKTES------LDYNDYKLLMAASHAFNGAHPFMN 418
zebraSIP1b             AISQLRHKLENGKPLGLQDQSNHLNIKSEP------LDFNDYKLMMAS-HGYATGSPFLN 422
zebraSIP1a             ALAQLRHKLENGRSMSLQDPSAHTDIKSEP------MDFNEYRLMIASQQEYGASGAFLN 406
flyZfh1                LLKRLEKSPGSASSASRRSPSDHGKGKLPE--------QPSLPGLPHPMSYFASDAQVQG 164
                                                                      .            

Hp-Zfhx                PNADGSVQGHPSNETLENGNTTPLTSPAN-----------DAVKKVLQIVAS-TVCKQQK 440
Saccoglossus-Zfhx      NTSDDQSQ----------DKSITITSPPN-----------DAVKKVLQIVGA-TVSRQQM 368
amphioxus-Zfhx         EPMDTLSPPMSSRSSISPSSSGVYVSSSGSSTESPVKGDINQVKKVLQIVEN-TVTRQQK 492
humanDeltaEF1b         GVFTGGGPLQATSSPQGMVQAVVLPTVGLVS---PISINLSDIQNVLKVAVDGNVIRQVL 429
humanDeltaEF1a         GVFTGGGPLQATSSPQGMVQAVVLPTVGLVS---PISINLSDIQNVLKVAVDGNVIRQVL 413
mouseDeltaEF1          GVFSSGGQLQATSSPQGVVQAVVLPTVGLVS---PISINLSDIQNVLKVAVDGNVIRQVL 409
chickenDeltaEF1        GVFSGGSPLQATSSPQGVVQAVVLPTVGLVS---PISINLSDIQNVLKVAVDGNVIRQVL 429
XenopusDeltaEF1a       GVFTSGSLLQATNSPQGVVQAVVLPTMGLVS---PISINLSDIQNVLKMAVDGNIIRQVL 432
ZebraKheper            GMFQGG----AAAPLQGAVQAVVLPTVGLVS---PISINLGDLQNVLKVAVDGNVIRQVL 395
humanSIP1              GGLGATSPLGVHPSAQSPMQHLGVGMEAPLLGFPTMNSNLSEVQKVLQIVDN-TVSRQKM 476
XenopusSIP1            GGLGATSPLGIHSSAPSPMQHLGVGMELSLLGYPSINSNLNEVQKVLEIVDN-TISRQKM 477
zebraSIP1b             GGVRGGSPLGIHN-SQSPLQHLGMGIEGQMLGYPSLGNNLSEVQKVLQIVDN-TVCRQKM 480
zebraSIP1a             GGGRGGSPPGMHSSSQNPLQHLGIGSDSHPLGYTGFINNMSEVQKVLQIVDN-TVCRQKM 465
flyZfh1                GSAAPAPFPPFHPNYMNAALLAFPHNFMAAAAGLDPRVHPYSIQRLLQLSAAGQQQREEE 224
                                                                 ::.:*::       ::  

Hp-Zfhx                DGQKTDISKLKKTKTTSDTAPVVASPFEIRPFKLEKMAAVTPLPKATPPPPSENTPEKTP 500
Saccoglossus-Zfhx      EGQNKNVAKLKKAKQPPMERESKDPVNEVK----------TAEKIVIPEIPREETPAKSP 418
amphioxus-Zfhx         ETGAMSDTWPRAVDNAAGNLSDELSKIREN---------AKAMSLATEALSLSDAARLPL 543
humanDeltaEF1b         ENNQANLASKEQETINASPIQQGGH----------------SVISAISLPLVDQDGTTKI 473
humanDeltaEF1a         ENNQANLASKEQETINASPIQQGGH----------------SVISAISLPLVDQDGTTKI 457
mouseDeltaEF1          ETNQASLASKEQEAVSASPIQQGGH----------------SVISAISLPLVDQDGTTKI 453
chickenDeltaEF1        ENNHANLASKEQETISNASIQQAGH----------------SLISAISLPLVDQDGTTKI 473
XenopusDeltaEF1a       ENNHASLASKEQGTLTSATIQQAGH----------------SVISAISLPLVDQDGTTKI 476
ZebraKheper            ESTQAKGQQAGTGIVGAGGIAQATQ----------------QVIQAISLPILDQDGNAKI 439
humanSIP1              DCKAEEISKLKGYHMKDPCSQPEEQ--GVT----------SPNIPPVGLPVVSHNGATKS 524
XenopusSIP1            ECKPEEITKLKGYHMKDGGPQPEDQ--GVT----------SPGNPPVGLPVVSHNGATKS 525
zebraSIP1b             DCKPEEISKLKAY-MKELGSHIEEQKQGLN----------SSGGGQGTLPLINHNGATKS 529
zebraSIP1a             DGNPEEISKLRAY-MKELGSQMEEQ----N----------RVLASQQSFLGVGHNSPTKT 510
flyZfh1                REEQQKQQQHDEEETPDEPKLVMDIE--------------EPETKEMAPTPEATEAATPI 270
                            .                                                      
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Hp-Zfhx                EESEKPKTFLNGNGVHQEKKSYNIVDYTLKKVHEAQAINRCLETRFPSQINLNPDRTGCK 560
Saccoglossus-Zfhx      QVNQNKR-------VDKKGKSYDIVDYTLRKVNEAKAVEAFTN------IHFKRDKNACR 465
amphioxus-Zfhx         NLNGFHAG-------DPTSASNYILKYTLEKFNQAKALQAFLPRERSFTPGKEMKDYTCR 596
humanDeltaEF1b         IINYSLEQPSQLQVVPQ-----------NLKKE-NPVATNSCKSEKLPEDLTVKSEKDKS 521
humanDeltaEF1a         IINYSLEQPSQLQVVPQ-----------NLKKE-NPVATNSCKSEKLPEDLTVKSEKDKS 505
mouseDeltaEF1          IINYSLEQPSQLQVVPQ-----------NLKKE-IPAPTNSCKSEKLPEDLTVKSETDKS 501
chickenDeltaEF1        IINYSLEQPSQLQVVPQ-----------NLKKE-HSVPTNSCKNEKLPEDLTVKSEKDKN 521
XenopusDeltaEF1a       IINYSLEQPTQLPVVAQ-----------NLKKE-VTAPAEVCKTEKLPEDLTIKTEKDTK 524
ZebraKheper            FINYSLD-PSQAQAVLQ-----------SPKKEPLGSNTEVCKGQKLPEDLTVKTNR--- 484
humanSIP1              IIDYTLEKVNEAKACLQSLTTDSRRQISNIKKEKLRTLIDLVTDDKMIENHNISTPFSCQ 584
XenopusSIP1            IIDYTLEKVNEAKACLQSLTTDSRRQIGNIKKEKLRTLIDLVSEEKMLESHHISTPFSCQ 585
zebraSIP1b             IIDYTLEKVNEAKACLQSLTTDSKRQISNIKKEKANHMLDLGMEEKAHENNLMFTPFSCQ 589
zebraSIP1a             IIDYTLEKVNEAKACLQSLTEDSKRRLMDIKKERPSHAMDLLSEDKALERDAQYAPFSCQ 570
flyZfh1                KREESREASPDPESYRSSS------QAIKQEQEPLNVAEERQTPVEEHAPVEHAADLRCS 324
                         .                           : .                           

Hp-Zfhx                YCGREFHSPIDLHQHERYLCDLNEDVLKMKLFNGNPQPQQSIGNFTLDRYYEMQQEFLAQ 620
Saccoglossus-Zfhx      YCQEMFFNPIELHQHERYLCDENEDVQKVKNHVSLTKYIN-FQREVVSMQNDDDLQSRKQ 524
amphioxus-Zfhx         YCGEAFPGAIPLHQHERYLCKQNEEILAAAQLQKN------------------------- 631
humanDeltaEF1b         FEGGVNDSTCLLCDDCPGDINALPELKHYDLKQPTQPPPL-------------------- 561
humanDeltaEF1a         FEGGVNDSTCLLCDDCPGDINALPELKHYDLKQPTQPPPL-------------------- 545
mouseDeltaEF1          FEGARDDSTCLLCEDCPGDLNALPELKHYDPECPAQPPP--------------------- 540
chickenDeltaEF1        FEGETNDSTCLLCDDCPGDLNALQELKHYETKNPPQLPQS-------------------- 561
XenopusDeltaEF1a       FT---DKSTCLLGADHPGDTNALQEPKHYDPKKNSLLPES-------------------- 561
ZebraKheper            ------DKTTLTVDEKSMLHNDIL-LKHCG------------------------------ 507
humanSIP1              FCKESFPGPIPLHQHERYLCKMNEEIKAVLQPHENIVPNK-------------------- 624
XenopusSIP1            FCKESFPGPIPLHQHERYLCKMNEEIKAVLQPNENIILNK-------------------- 625
zebraSIP1b             YCKETFPGPIPLHQHERYLCKMNEEIKAVLQPAQNALTNK-------------------- 629
zebraSIP1a             YCKETFSGPIPLHQHERYLCKMNEEIKAVLKPNDTVPTGR-------------------- 610
flyZfh1                RCSKQFNHPTELVQHEKVLCGLIKEELEQHFQQQQATSFALASAS--------------- 369
                               .     .                                             

Hp-Zfhx                HKNESDNHEIDDKSDEEDENPKQMLTSPRESEQHLSPKASPNSGSRLSPNNAESPEPEAN 680
Saccoglossus-Zfhx      SHDQQDKAEIDDITMSHDKASSSDEFEEEEVEEEKGEEEQEQEKNKEHSRNIEINEKLME 584
amphioxus-Zfhx         --------------------------------TQLAEASLIEQARSFKPDLLDLQGQFLQ 659
humanDeltaEF1b         -------------------------------PAAEAEKPESSVSSATGDGNLSPSQP--- 587
humanDeltaEF1a         -------------------------------PAAEAEKPESSVSSATGDGNLSPSQP--- 571
mouseDeltaEF1          -------------------------------PAPATEKPESSASSA-GNGDLSPSQP--- 565
chickenDeltaEF1        -------------------------------SGTEAEKPSSPAPSETGENNLSPGQP--- 587
XenopusDeltaEF1a       -------------------------------SKAEVIKSE-PSSANSEDGNLTPSQP--- 586
ZebraKheper            --------------------------------KDEHRINGKNLEEKMDLEGLCPGQP--- 532
humanSIP1              -------------------------------AGVFVDNKALLLSSVLSEKGMTSPIN--- 650
XenopusSIP1            -------------------------------QGVFAEKQALLLSSVLSEKGMTSPIN--- 651
zebraSIP1b             -------------------------------PGLFSEKHGLLHPSIIPEKSLNGPIS--- 655
zebraSIP1a             -------------------------------RGLFGSEQQAGVISSSLERDATSPVN--- 636
flyZfh1                ------------------------------EEDEEDEEMDVEEEPRQESGERKVRVR--- 396
                                                                                   

Hp-Zfhx                KTTDISKLLGTISKAQEQALRAFYAMQAKPSEDGIEKISVALNLPMQLVNKWFQR-TRKL 739
Saccoglossus-Zfhx      CEEEESDKV-LIGENQQHALSAYYAMSSNPSSDDIDKISQRLGLPVHAIQTWFENKKAQL 643
amphioxus-Zfhx         SSLEKAKSELDLSSEHLTVLKAYYALHAQPSPEELIKISSVVGLPKDFVESWFANMRERN 719
humanDeltaEF1b         -----------PLKNLLSLLKAYYALNAQPSAEELSKIADSVNLPLDVVKKWFEKMQ--- 633
humanDeltaEF1a         -----------PLKNLLSLLKAYYALNAQPSAEELSKIADSVNLPLDVVKKWFEKMQ--- 617
mouseDeltaEF1          -----------PLKNLLSLLKAYYALNAQPSTEELSKIADSVNLPLDGVKKWFEKMQ--- 611
chickenDeltaEF1        -----------PLKNLLSLLKAYYALNAQPSAEELSKIADSVNLPLDVVKKWFEKMQ--- 633
XenopusDeltaEF1a       -----------PLKNLLSPLKAYYALNAQPSAEELSKIADSVNLPLDVVKKWFEKMQ--- 632
ZebraKheper            -----------PLKNLLSLLKAYFALNNEPTKEELAKISESVSLPAEVVKKWFEKMQ--- 578
humanSIP1              -----------PYKDHMSVLKAYYAMNMEPNSDELLKISIAVGLPQEFVKEWFEQRK--- 696
XenopusSIP1            -----------LYKDHMSVLKAYYAMNMEPNSDELLKISIAVGLPQEFVKEWFEQRK--- 697
zebraSIP1b             -----------PYKDHKSVLKAYFAMNMEPNSEELLKISIAVGLPQEFVKEWFEQRK--- 701
zebraSIP1a             -----------PYKDHMSLLNVYFSMNTEPNSEELRKISMAVGLPQEFVKDAFVQWKAQS 685
flyZfh1                ---------TAINEEQQQQLKQHYSLNARPSRDEFRMIAARLQLDPRVVQVWFQNNR--- 444
                                    .     *  .:::  .*. : :  *:  : *    ::  * .     

Hp-Zfhx                EEEGSDPSLKSLSLMRQSPVVTVVPPTQRRIKEHTGAQAIDSKEACVKSPAENCDLETAS 799
Saccoglossus-Zfhx      EHERDAHDDEDDADENHTPLVNSHHVDSSDESDSNHSNIESSRSDQMKRGNDEPDCARPL 703
amphioxus-Zfhx         EPSGGDEKTADAERTTGNETEVLNLSAKATAPSTKPGENSEPTEAEIPRTQSPCAKEEEA 779
humanDeltaEF1b         AGQISVQSSEP-------------------SSPEPGKVNIPAKNNDQPQSANANEPQDST 674
humanDeltaEF1a         AGQISVQSSEP-------------------SSPEPGKVNIPAKNNDQPQSANANEPQDST 658
mouseDeltaEF1          AGQIPGQSPDP-------------------PSPGTGSVNIPTKTDEQPQPADGNEPQEDS 652
chickenDeltaEF1        AGQISVQSSGP-------------------SSPEQVKISSPTDNDDQAATTNESEPQNST 674
XenopusDeltaEF1a       SGEIPVDSSQP-------------------SSPKPSQNSVTENSVKSKTESGLNDG--TS 671
ZebraKheper            LGQISMDPSSP-------------------QHEE--EQTTPVDLDGTKGASPKPDLDEQM 617
humanSIP1              VYQYSNSRSPSLERSS--KPLAPNSNPPTKDSL---LPRSPVKPMDSITSPSIAELHNSV 751
XenopusSIP1            VYQYANSRSPSLERTSAEMALATILNTPTKDS-----ARSPIKSVDFITSQSIAELHNRV 752
zebraSIP1b             VFQYTTSRTPPLDRSPVESIHPVSAHTPTKDSLGIRSPMSLVKGSDRITSPAIPELHN-- 759
zebraSIP1a             HHSFSRKRSPPPERSG--------ETNHVRDSAFARSPVSLGQYGDSTAEIQAITNGDSG 737
flyZfh1                SRERKMQSFQN------------------NQAAGAAPPMPIDSQASLTREDQPLDLSVKR 486
                         .                                                         
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Hp-Zfhx                VSSSSAERVGDADSLPPSPCSSINSLPKSSIRYTFHKEKSMDVSPIGRATESSARERLEP 859
Saccoglossus-Zfhx      QITTTPP---YANRLRTDDNRNYGGLLMVSMPPLDTCENGLNLSKKNVPHDEPIALTKKK 760
amphioxus-Zfhx         QPQSDSD----APMDLTVPKTEASKSKPNSVVTIYNKRKSAMFAPIPDPLLTNPAAYYAA 835
humanDeltaEF1b         VNLQSPL------------------KMTNSPVLPVGSTTNGSRSSTP--SPSPLNLSSSR 714
humanDeltaEF1a         VNLQSPL------------------KMTNSPVLPVGSTTNGSRSSTP--SPSPLNLSSSR 698
mouseDeltaEF1          TRGQSPV------------------KIRSSPVLPVGSAMNGSRSCTS--SPSPLNLCSAR 692
chickenDeltaEF1        NNSQNPA------------------NTSKSQTSSGGSTQNGSRSSTP--SPSPLNLSSSR 714
XenopusDeltaEF1a       VPLKSPK------------------QEAEEPL-----AVNGSESGHR--FSYTTKLSSLE 706
ZebraKheper            NSEKQEE------------------RECCSPAEGIAASVNGIESVPA--SPSPLNLS--- 654
humanSIP1              TNCDPPL------------------RLTKPSHFTNIKP-VEKLDHSRSNTPSPLNLSSTS 792
XenopusSIP1            SNCDTPL------------------RLTKSNHFASMKPVLDKLDHSRSNTPSPLNLSSTS 794
zebraSIP1b             -NCDTPL------------------RLSKTPQYSNHKQLGDKMDHSRSNTPSPLNLSSAS 800
zebraSIP1a             HKLSRPH------------------QITG-TRQTNEKP-LDSVDHLRGETPSPLNLSSSS 777
flyZfh1                DPLTPK---------------------SESSPPYIAPPSGEALNPEAINLSRKFSTSASM 525
                                                                                   

Hp-Zfhx                MERDSRSPARSLTPAKETRDSSPLDLSLPKRKATPPPSLSRSSIPPKLVYGYNYSALYSA 919
Saccoglossus-Zfhx      IVSEPSPPSQERTKNNEQ----PLDLSMPKKLKVS--SKARR---------FPQTSQYHQ 805
amphioxus-Zfhx         LPFFGQGGIPAPFPGYIDFLASPMTGAFLNGLGSP------------------------- 870
humanDeltaEF1b         NTQGYLYTAEG---AQEEPQVEPLDLSLPKQQG-------------------------EL 746
humanDeltaEF1a         NTQGYLYTAEG---AQEEPQVEPLDLSLPKQQG-------------------------EL 730
mouseDeltaEF1          NPQGYSCVAEG---AQEEPQVEPLDLSLPKQQG-------------------------EL 724
chickenDeltaEF1        NSQGYTYTAEG---VQEEPQMEPLDLSLPKQHG-------------------------EL 746
XenopusDeltaEF1a       NSDGAACTDGT---PDGEQQAEPLDLSSPKPQG-------------------------NV 738
ZebraKheper            -ADGPVPARTL---EEGE---GPLDLSLPKS----------------------------- 678
humanSIP1              SKNSHSSSYTPNSFSSEELQAEPLDLSLPKQMKEP-----------------KSIIATKN 835
XenopusSIP1            SKNSHSSSYTPNSFSSEELQAEPLDLTVPKLLNES-----------------KTIIATKN 837
zebraSIP1b             SKNSHTSSYTPNSFTSEDLQAEPLDLSLPKLMKEP-----------------KHILTVKS 843
zebraSIP1a             SKHSHSSSYTPNSLTSEDAHGEPLDLSLPKQVS-----------------------KAER 814
flyZfh1                SPASISPSSAAALYFGAAPPPSPPNSQLDSTP---------------------------- 557
                                             *      .                              

Hp-Zfhx                AAAAAANGYLLPPAYAPSEPLPSSLYENSIKAHKSRTSPSP------GKTTPPSSTATTN 973
Saccoglossus-Zfhx      QQFDAARSVFHMKGYHSTPNTTPDFYFSSFKVDPRLAQPYF------ENNIKAHCNGQAH 859
amphioxus-Zfhx         ---------YLTPGFNAATLSTKRPRLDTPTRGRRGRRRVY------DNGSRVPMATQS- 914
humanDeltaEF1b         LERSTITSVYQNSVYSVQE---EPLNLSCA-KKEPQKDSCV-------TDSEPVVNVIPP 795
humanDeltaEF1a         LERSTITSVYQNSVYSVQE---EPLNLSCA-KKEPQKDSCV-------TDSEPVVNVIPP 779
mouseDeltaEF1          LERSTVSSVYQNSVYSVQE---EPLNLSCA-KKEPQKDSCV-------TDSEPVVNVVPP 773
chickenDeltaEF1        LERSTITSVYQNSVYSVQE---EPLNLTCA-KKEPQKDNSI-------TDSDPIVNVIPP 795
XenopusDeltaEF1a       PERPSITSVYQSSSYSVQE---EPLNLSCV-KKEPMQVDNA-------AKAETTL-IINP 786
ZebraKheper            ATTASVASGHANTVYSAQE---EPLNLTCT-KKELLSN----------ASTNAAIYASQP 724
humanSIP1              KTKASSISLDHNSVSSSSENSDEPLNLTFI-KKEF--SNSNNL---DNKSTNPVFSMNPF 889
XenopusSIP1            KSKPNNITVDHNSVSLSSETVDEPLNLTYI-KKEF--CNAN-----MDKSTSPLFGLNPF 889
zebraSIP1b             RLKLNSGPMDHNHVATPREHADEPLNLAYLSKKEFGSPNANSN---LDKSSSPMFGLNPF 900
zebraSIP1a             RAKPNGFSIEHTSNSTAREPGTEPLNLAHI-KKEFNGPNSLGNENQMDKSSSPIFSINPF 873
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                TSSASDASILLKRSYPEPLYAYLPTMGGYAAKRMRFADGVDYPVAPPPMYGSHLQVPDVY 1033
Saccoglossus-Zfhx      NPSA--ARILTHAIELPHLYAAHHHPG--------LHNSLLAAAAPTQGPTKKLKLMDSL 909
amphioxus-Zfhx         ------------------------------------VTPVQAPSPMHPSMDPDTQSPLAL 938
humanDeltaEF1b         SANP------------------------------INIAIPTVTAQLPTIVAIADQNSVPC 825
humanDeltaEF1a         SANP------------------------------INIAIPTVTAQLPTIVAIADQNSVPC 809
mouseDeltaEF1          SANP------------------------------INIAIPTVTAQLPTIVAIADQNSVPC 803
chickenDeltaEF1        SANP------------------------------INIAIPTVTAQLPTIVAIADQNSVPC 825
XenopusDeltaEF1a       SANP------------------------------INIAIPTVTAQLPTIVAIADQNGVPC 816
ZebraKheper            SANP------------------------------INIMT----TQLPTLVAITDQGQAQC 750
humanSIP1              SAKP------------------------------LYTALPPQSAFPPATFMPPVQTSIPG 919
XenopusSIP1            SGKP------------------------------LYSALPPQSAFPPATFMPPVQTGIPG 919
zebraSIP1b             AAKP------------------------------MYTSLPPQSAFPPPTFMPPVQASLPG 930
zebraSIP1a             GGGH------------------------------MYTSLPPHGAFPPPTFMSTTQASIPG 903
flyZfh1                -------------------------------------RSGQAFPGLPPYMLPMSLPMEAL 580
                                                                                   

Hp-Zfhx                SALAKTGFMPSTMAHLGAAYGPTNPFLPAMLNGGG-LHPNHAGADNLSDIASEDSLSDIG 1092
Saccoglossus-Zfhx      G-LMSTGSPPDIMP--AGRHFMTEDEIRNSLGSNP-MSSYHPGAVHRDDSLSEGSLDES- 964
amphioxus-Zfhx         AQETAEGSPSIPSPSPSGTYPGYIGDSASSPGSPA-LSTGTP------------------ 979
humanDeltaEF1b         LRALAANKQTILIPQVAYTYSTTVS-PAVQEPPLK-VIQPNGNQDERQDTSSEGVSNVED 883
humanDeltaEF1a         LRALAANKQTILIPQVAYTYSTTVS-PAVQEPPLK-VIQPNGNQDERQDTSSEGVSNVED 867
mouseDeltaEF1          LRALAANKQTILIPQVAYTYSATVS-PAVQEPPVK-VIQPNGNQDERQDTSSEGVSTVED 861
chickenDeltaEF1        LRALAANKQTILIPQVAYTYSTTVS-PAVQETPPK-QTQANGSQDERQDTSSEGVSNVED 883
XenopusDeltaEF1a       LRALAANKQTILIPQVTYTYSTTAS-PAVPEPQVK-NIQPNGNQDERQDTSSEGVSNVED 874
ZebraKheper            LRALTTTKQTILIPQLTYSYTTTSSSPAGTDTPQKNILHVNGIKEEKQEMGSEATSILEE 810
humanSIP1              LRPYPGLDQMSFLPHMAYTYPTGAATFADMQQRRK-YQRKQGFQGELLDGAQDYMSGLDD 978
XenopusSIP1            LRSYPGLDQMSFLPHMAYTYPNGAATFADMQQRRK-YQRKQGFQGDLLDGTQDYMSGLED 978
zebraSIP1b             LRPYPSLDQISFLPHMAYTYAAGAASFAEMQQRRK-YQRKPGFQSELLDGPADYLSSLDD 989
zebraSIP1a             LRPYPGLDPMSFLPPMAYTYAAGAATFAEMQQRRK-YQRKQGFQGDLLDSAGDYLSGLED 962
flyZfh1                FKMRPGGDFASNHALMNSIKLPDYRGTSLSPGGSE-KRSWRDDDSRISHEDEFGAGVLMP 639
                                    .                                              



Hp-Zfhx                IGPGR-RRRSDKPSRTSSGQYACSQCPKTFQKHSSLLRHVYEHSGKRPHQCKECGKAFKH 1151
Saccoglossus-Zfhx      IGECRTRRRKDRSSRTINGMYACSQCPKTFQKHSSLLRHVYEHSGKRPHQCKECGKAFKH 1024
amphioxus-Zfhx         ------GRRRDRTTRTEDGLYACDLCDKVFQKHSSLLRHKYEHTGKRPHQCPICQKAFKH 1033
humanDeltaEF1b         QNDSDSTPPKKKMRKTENGMYACDLCDKIFQKSSSLLRHKYEHTGKRPHECGICKKAFKH 943
humanDeltaEF1a         QNDSDSTPPKKKMRKTENGMYACDLCDKIFQKSSSLLRHKYEHTGKRPHECGICKKAFKH 927
mouseDeltaEF1          QNDSDSTPPKKKTRKTENGMYACDLCDKIFQKSSSLLRHKYEHTGKRPHECGICRKAFKH 921
chickenDeltaEF1        QNDSDSTPPKKKMRKTENGMYACDLCDKIFQKSSSLLRHKYEHTGKRPHECGICKKAFKH 943
XenopusDeltaEF1a       QNNSDSTPPKKKLKKTENGLYACDLCDKIFQKSSSLLRHKYEHTGKRPHECGICAKAFKH 934
ZebraKheper            QTDSDSGPTKKKMKRTESGLYACDLCDKIFQKSSSLLRHKYEHTGKRPHECGICSKAFKH 870
humanSIP1              MTDSDSCLSRKKIKKTESGMYACDLCDKTFQKSSSLLRHKYEHTGKRPHQCQICKKAFKH 1038
XenopusSIP1            MTDSDSCLSRKKIKKTESGMYACDLCDKTFQKSSSLLRHKYEHTGKRPHQCQICKKAFKH 1038
zebraSIP1b             MADPEACLSRKKIKKTESGMYACDLCDKTFQKSSSLLRHKYEHTGKRPHQCQICKKAFKH 1049
zebraSIP1a             LTDSESLLARKKIKKTESGMYACDLCDKTFQKTSSLLRHKYEHTGKRPHQCQICKKAFKH 1022
flyZfh1                PKPRRGKAETHGHAGDPDLPYVCDQCDKAFAKQSSLARHKYEHSGQRPYQCIECPKAFKH 699
                                 .      .  *.*. * * * * *** ** ***:*:**::*  * *****

Hp-Zfhx                KHHLMEHSRLHSGEKPYQCDRCLKKFSHSGFYSQHMNHRYSYCRRDAMGA---------- 1201
Saccoglossus-Zfhx      KHHLMEHSRLHSGEKPYQCDKCLKKFSHSGSYSQHMNHRYSYCKR--------------- 1069
amphioxus-Zfhx         KHHLIEHSRLHSGEKPYQCDKCLKRFSHSGSYSQHMNHRYSYCKKDD------------- 1080
humanDeltaEF1b         KHHLIEHMRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---DSTEQEE 1000
humanDeltaEF1a         KHHLIEHMRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---DSTEQEE 984
mouseDeltaEF1          KHHLIEHMRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKRGAEDR---DAMEQED 978
chickenDeltaEF1        KHHLIEHMRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---DSTEQEE 1000
XenopusDeltaEF1a       KHHLIEHMRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKKEAEER---DGMEQEE 991
ZebraKheper            KHHLIEHLRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKKEAQGQGLGQGVEEED 930
humanSIP1              KHHLIEHSRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---EAAEREA 1095
XenopusSIP1            KHHLIEHSRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---EAAEREA 1095
zebraSIP1b             KHHLIEHSRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---EAAEREA 1106
zebraSIP1a             KHHLIEHSRLHSGEKPYQCDKCGKRFSHSGSYSQHMNHRYSYCKREAEER---EAAKQEN 1079
flyZfh1                KHHLTEHKRLHSGEKPFQCSKCLKRFSHSGSYSQHMNHRYSYCKPYRE------------ 747
                       **** ** ********:**.:* *:***** ************:                

Hp-Zfhx                ----------------AGGPHLDGAEKEMLGDGKESMMMDHHQGGGDEMEIG----LEST 1241
Saccoglossus-Zfhx      --------------------------EDTLRQLKKEASTEVYRD---------------- 1087
amphioxus-Zfhx         ------------------------------------------------------------
humanDeltaEF1b         AG--------PEILSNEHVGARASPSQGDSDE-RESLTREEDEDSEKEE------EEED- 1044
humanDeltaEF1a         AG--------PEILSNEHVGARASPSQGDSDE-RESLTREEDEDSEKEE------EEED- 1028
mouseDeltaEF1          AGPE----VLPEVLATEHVGARASPSQADSDE-RESLTREEDEDSEKEE------EEED- 1026
chickenDeltaEF1        VG--------QEVLSSEHAGARASPSQIDSDE-RESLTREEEEDSEKEE------EEEEE 1045
XenopusDeltaEF1a       SA--------QENLSNEHVDSQVSPSQIDSDE-QESITRE--EDSEKEE------EDEK- 1033
ZebraKheper            NP--------GEEQPQTGSTATSPPSHLDSDE-RGSSTRDDESEEEDEMGSGSLVDEDEI 981
humanSIP1              REKG-HLEPTELLMNRAYLQSITPQGYSDSEE-RESMPRD----GESEKE-----HEKEG 1144
XenopusSIP1            REKG-HLEPTELLMNRAYLQSITPQGYSDSEE-RESMPRD----RGRELE-----HEKEG 1144
zebraSIP1b             REKG-HLEPTEMLLNRAYLQGIGPAGYPEHPE-REPILRDA--LNGSIRE-----RLQEV 1157
zebraSIP1a             HNNGGPLEPTELLMRRAYLQGLGPLGFSDPEDQAEDITRENTILRDGTES-----GARET 1134
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                GAMIRRMEERQIAGV--------------------------------------------- 1256
Saccoglossus-Zfhx      ------------------------------------------------------------
amphioxus-Zfhx         ------------------------------------------------------------
humanDeltaEF1b         KEMEELQEEKECEKPQGDEEEEEEEEEVEEEEVEEAENEGEEAKTEGLMKDD-----RAE 1099
humanDeltaEF1a         KEMEELQEEKECEKPQGDEEEEEEEEEVEEEEVEEAENEGEEAKTEGLMKDD-----RAE 1083
mouseDeltaEF1          KEMEELQEGKECENPQG-EEEEEEEEEEEEEEEEEEEVEADEAEHEAAAKTDGTVEVGAA 1085
chickenDeltaEF1        KDVEGLQEEKECRKLQDVEEEEEVEEEEEEEE----------GKTEGNKNDD------VV 1089
XenopusDeltaEF1a       -DADDGQEEKERVGDGDVEEGEAEP-------------------LAGTLKDE-----ECA 1068
ZebraKheper            QVVKIGEEGDEDDQGADEDQERMEEDGDEEGEGETLKVVVMQDECEEDENEEDEQTSEDA 1041
humanSIP1              EDGYGKLGRQDGDEEFEEEEEESENKSM--------------DTDPETIRDEEET--GDH 1188
XenopusSIP1            DDVYDKLRRQVGDEEFEEEEEESENKSM--------------DTDPDTIRDEEEN--GDH 1188
zebraSIP1b             EGAFVKMSRR--EHDFEEEEDESENK----------------STDGDTMRDEEEN--GEH 1197
zebraSIP1a             EETYAEVTDRQETGLMGEEEMEGQRFDT--------------RSPDGTAKDEKESEVTGG 1180
flyZfh1                ------------------------------------------------------------
                                                                                   

Hp-Zfhx                ---------------------------------------
Saccoglossus-Zfhx      ---------------------------------------
amphioxus-Zfhx         ---------------------------------------
humanDeltaEF1b         SQASSLGQKVGES-------SEQVSEEKTNEA------- 1124
humanDeltaEF1a         SQASSLGQKVGES-------SEQVSEEKTNEA------- 1108
mouseDeltaEF1          QQAGSLEQKASESEMESESESEQLSEEKTNEA------- 1117
chickenDeltaEF1        NRASNAEPEVIQS-------NGQVSEEKTNKA------- 1114
XenopusDeltaEF1a       AEDKCLEEEVTEEN---------VSEEDLTQP------- 1091
ZebraKheper            MDTSDHTEEMTERKTPGD--NKNIGEHEGNTAAMNGDVK 1078
humanSIP1              SMDDSSEDGKMETK-------SDHEEDNMEDGM------ 1214
XenopusSIP1            SMDDSSEDGKMEAK-------SDHEEEIMEDGM------ 1214
zebraSIP1b             SMDESS---KSESK-------SDH-EDAMEDGV------ 1219
zebraSIP1a             TEDESS----EEGK-------RNHDGENEDAD------- 1201
flyZfh1                ---------------------------------------
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