Supplementary Figure 2. Unsupervised cluster of 28BL and 43DLBCL using the 19 miRNAs confirmed in gPCR experiments. DLBCL subtype classification

according to Hans’ algorithm (Blood, 2004), and myc and bcl2 status are annotated. —ACt values were here used to classify BL and DLBCL samples. Only 5

out of 71 (7%) cases were misclassified.

-4.800

W issing value
LJ0out of scale
OExact mean

%
)

0.000 4.300
- ————

5/71 cases misclassified (1/28 BL and 4/43 DLBCL)

1

hsa-mif-26k
hsa-let-71
hsa-miR-30k .
hsa-mif-146a
hsa-mifR-29b
hsa-mifR-365
sa-mifi-34b
sa-miR-374
hsa-miR-155 L]
hsa-mif-9

e — —

hsa-miR-9*

hsa-mif-92

hsa-miR-516-3p

hsa-miR-573

== H = -

hsa-mifi-17-3F

hsa-mifR-595

hsa-miR-520d

hsa-mifR-663

hsa-mifR-629

= mEEa=s S Eemmm=s

Lymphoma type

DLBCL subtype

MYC status

BCL2 status

ND

BL NO-GC
DLBCL GC

:

MYC NEG
MYC POS

BCL2 NEG
BCL2POS
BCL2 WEAKLY POS



