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u. Cadophora c. (EU517022 / soil / Austria)
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Cadophora sp. (F1666349 / Populus tremuloides / Alberta, Canada)

u. mycorrhizal c. (AY634148 / Epipactis atrorubens mycorrhizal root section / Germany)
REF013 (JN859233)

REF012 (JN859232)
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Graphium rubrum (AY618234 / Picea abies stumps / Sweden)
% Cadophora malorum (GU212434 / wood sample / Antarctica)
o Cadophora malorum (AB190402 / - / -)
_ Cadophora luteo-olivacea (FJ911899 / Colobanthus quitensis leaves / Antarctica)
fungal isolate (DQO68349 / Picea glauca leaves / -)
Cadophora luteo-olivacea (HM116748 / Actinidia deliciosa cv. Hayward / New Zealand)
Cadophora luteo-olivacea (GU128589 / apple fruit / Italy)
f'| cadophora Iuteo-olivacea (GQ214536 / Actinidia deliciosa cv. Hayward fruits with disease symptoms / Italy)
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Cadophora luteo-olivacea (DQ404348 / Actinidia deliciosa discolored wood / Italy)
L Cadophora luteo-olivacea (EF042108 / - / -)
Cadophora luteo-olivacea (FJ486274 / -/ -)
Cadophora sp. (DQ317329 / wood sample / Antarctica)
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100 Cadophora gregata (AY249071/-/-)
100 | Cadophora gregata (AB190396 /- /-)
a8 Rhexocercosporidium carotae (DQ526378 / Daucus carota roots / Sweden)
%cercosporidium sp. (DQ249994 / Panax quinquefolius roots with disease symptoms / Canada)
u. soil fungus c. (DQ420925 / soil / Minnesota, USA)
Leptodontidium orchidicola (AF486133 / Platanthera hyperborea / Alberta, Canada)
Leptodontidium orchidicola (GQ302678 / Paris polyphylla rhizome / -)
Leptodontidium orchidicola (GU586841 / Paris polyphylla rhizome / -)
dark septate endophyte (AF168783 / Ranunculus adoneus roots / Colorado, USA)
u. soil fungus c. (EU490132 / savanna soil under Prosopis glandulosa / Texas, USA)
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L oat root associated euascomycete (AJ246141 / Avena sativa cv. Gerald roots / UK)

L Leptodontidium sp. (FN393420 / Holcus lanatus roots / Spain)
Cadophora melinii strain (AY249072/-/-)
100 Cadophora melinii (AB190403 / - / -)
100 Cadophora fastigiata (AY787724 / Fraxinus excelsior wood sample / Lithuania)
o5 ‘ Bulgaria inquinans (AY789345)
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Pezicula carpinea strain (AF141197)
100 Cadophora finlandica (AB190393)
100 Cadophora finlandica (AF011327)
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Rhizoscyphus ericae isolate (DQ658887)
Rhizoscyphus ericae isolate (DQ093679)
Vibrissea flavovirens strain (AY789427)
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ﬂ Vibrissea truncorum strain (EU434855)
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Figure S3 The maximum likelihood

05 Mollisia cinerea (AJ430222)
99

Pyrenopeziza revincta (AJ430224)

(ML) tree of the ITS sequences of representatives of group DSE-1 and similar sequences from GenBank. Sequences obtained

in this study are shown in bold. Pyrenopeziza revincta (AJ4302224) was used as outgroup. Accession number, isolation source and geographic origin of
sequences from public databases are shown. NJ bootstrap (not shown below 70%) values are above and the Bayesian posterior probabilities as percentage (not
shown below 90%) are below the branches. Abbreviations: uncultured (u.), clone (c.). Bar = 0.05 expected change on one nucleotide.
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Figure S3 The maximum likelihood (ML) tree of the ITS sequences of representatives of group DSE-1 and similar sequences from GenBank. Sequences obtained in this study are shown in bold. Pyrenopeziza revincta (AJ4302224) was used as outgroup. Accession number, isolation source and geographic origin of sequences from public databases are shown. NJ bootstrap (not shown below 70%) values are above and the Bayesian posterior probabilities as percentage (not shown below 90%) are below the branches. Abbreviations: uncultured (u.), clone (c.). Bar = 0.05 expected change on one nucleotide.




