
 
  Rhizopycnis vagum (AF022786 / Holotype culture / Texas, USA) 

  Rhizopycnis sp. (FJ827623 / Coffea arabica endophyte / Ethiopia) 

  ascomycete sp. (EF672295 / Coffea arabica roots / Hawaii, USA) 

  fungal endophyte (EU625406 / mulberry roots / -) 

  Rhizopycnis sp. (DQ682600 / Coffea arabica roots / -) 

  ascomyceta sp. (HM208718 / Rhododendron fortunei roots / China) 

  fungal endophyte (DQ459005 / Dioscorea zingiberensis rhizomes / China) 

  REF082 (JN859302) 

  REF064 (JN859284) 

  REF086 (JN859306) 

  u. fungal endophyte (AJ879648 / ectomycorrhizal root tips / Italy) 

  fungal endophyte (AF373052; Pinus halepensis roots / Italy) 

  fungal sp. (HM208743 / Rhododendron fortunei / China) 

  ascomycete sp. (AM944359 / Lycopersicum esculentum roots / Colombia) 

  REF096 (JN859316) 

  REF092 (JN859312) 

  u. endophytic fungus c. (FJ524327 / Oryza granulate roots / China) 

  Pleosporales sp. (FJ624263 / mangrove / -) 

  fungal endophyte (EU250374 / Camptotheca acuminata fruit / -) 

  Leptosphaeria sp. (DQ780457 / Magnolia liliifera / -) 

  leaf litter ascomycete (AF502832 / Inga laurina / Puerto Rico)

  Pyrenochaeta sp. (HM208713 / Rhododendron fortunei / China) 

  Pyrenochaeta lycopersici (AB275875 / Lycopersicum esculentum / Japan) 

  Pyrenochaeta sp. (FN394710 / Holcus lanatus roots / Spain) 

  Leptosphaeria maculans (M96384) 

  Leptosphaeria sp. (FJ025183) 

  Pleospora herbarum (FR667974) 

  Lewia infectoria (FN539064) 

  Massarina corticola (FR668004) 

0.05

100
100

93 
99 

95 
96 

70 
98 

96 
98 

77 
95 

95 
97 

Daniel G. Knapp
Text Box
Figure S4 The maximum likelihood (ML) tree of the ITS sequences of representatives of group DSE-3 and similar sequences from GenBank. Sequences obtained in this study are shown in bold. Massarina corticola (FR668004) was used as outgroup. Accession number, isolation source and geographic origin of sequences from public databases are shown. NJ bootstrap (not shown below 70%) values are above and the Bayesian posterior probabilities as percentage (not shown below 90%) are below the branches. Abbreviations: uncultured (u.), clone (c.). Bar = 0.1 expected change on one nucleotide.





