
 

 

Figure S16  Mutation of the residues VYY in loop L4 of ATG6 does not appear to 

cause detectable disruption of autophagy or Cvt pathway in Saccharomyces cerevisiae.  

(A) Mutation of VYY (residues 418-420) to DDD in ATG6 did not affect formation of 

the autophagosomes as indicated by the localization of GFP-ATG8 (bright green 

spots).  (B) Mutation of VYY in ATG6 did not appear to affect processing of ATG8.  

(C) Processing of pro-Ape1 in the Cvt pathway was unaffected by the mutation of 

VYY in ATG6. 




