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Figure S6 Mutation of the aromatic finger does not compromise the structure or
stability of the Beclin 1 ECD. (A) The secondary structural elements are nearly
identical between the WT and mutant Beclin 1 ECD. Shown here are circular
dichroism spectra for the WT and mutant (F359D/F360D/W361D) Beclin 1 ECD.

(B) The melting temperature of the mutant Beclin 1 ECD is 5 degrees higher than that
of the WT Beclin 1 ECD. This result reflects increased thermal stability for the mutant
Beclin 1 ECD, which is likely caused by the replacement of hydrophobic amino acids
(Phe and Trp) by hydrophilic ones (Asp). (C) The secondary structural elements are
nearly identical in the absence or presence of 0.6 mg/ml liposomes, for both the WT

(left panel) and mutant (right panel) Beclin 1 ECD.





