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S7 | Alignment of Snf7 family proteins

CHMPS/VPS60

118365182 |Cilio|Tetrahymena_thermophila TTKNLEKET LDOQUANYLIGOE TLDQIAS AN IQNTLENGTA
123393050 | Trich|Trichomonas_vaginalis_G3 TSDQLGRKSESTDKETAEINRKLSELTK( ‘FOGKTDGQRFNIDNMAFQOQQMKVNIETVNA
118346585 |Cilio|Tetrahymena_thermophila VTLDLKKVQDSINRRTOQNEKNASDAQQRAKEF LI - -NKI RAKYALQTKAIYEKQIESILNQDMIITKTIRQVQBKFDQLA\ISNT
115461579 |Strep|Oryza_sativa_Japonica_Group TKKLDAELARYKDQTKKTRPGPAQE- - -AT

I T DAQQTMT:
KRLYENQLAQL TMTTENI
QSLKDTQATVAA

18414711 |Strep|Arabidopsis_thaliana
71022399 | Fungi |Ustilago_maydis_521
21355253 |Metaz |Drosophila_melanogaster
189409150 |Metaz |Homo_sapiens crer IDKKT KDOIK - -MVKQKALRVL
124806750 | Apico|Plasmodium_falciparum 307 ILKNREATDAL TKOLET - - - - - - -MNSAKTLLKRKKLYEQETENTLNNRLTLEDNMINLENMHLHKTAVSA
CHMP6/VPS20

123493445 | Trich|Trichomonas_vaginalis_G3
19113483 | Fungi | Schizosaccharomyces_pombe
71021305 | Fungi |Ustilago_maydis_521

24658229 |Metaz |Drosophila_melanogaster
31542673 |Metaz |Homo_sapiens

66807431 |Mycet |Dictyostelium discoideum Axa
159484344 | Chlor |Chlamydomonas_reinhardtii

TAKTDGMLSNLQEQLNNLETARITKEFAQN
LITQTYGOLGNTEQLLSTIEFTLIQKDVMFG
TEFSQIQOSVMLG
DT LDG
LDRTENQISSLEAMVQS TEFTQIEMKVMEG
OEKMLDESFANLONIEELIANVEQREIQURIFES
KLSEKQLAGLHTLIINVEEMLSNIETTKKQTVVEGA

115447085 |Strep |Oryza_sativa Japonica_Group ATLTLKTQRRKLAQFQOQLEKVI oL L LKQVDTHQMNVEQOLSDIELA:

15242368 | Strep |Arabidopsis_thaliana ILSLKTQRRKLGQYQQQLEKVIEAEKQAARDLIREKR - LKKKRTQEELLKQVDOWLINVEQQLADTELTSKOKAVFES
157867233 |Kinet |Leishmania_major_strain Friedlin ARLQLKLORDNVQAAIRKYERVALL LKREKAQQSQISVVIDMLDNIQHLIDTVEFSQIQREVVAA
71411346 | Kinet | Trypanosoma_cruzi_strain CL_Brener AQLELKLQRDRLMAATKRYEVVAQEERSKASDFLRSGN- 'LKRER IQRSQVNSVNDMLDNVORLLDTVEFNQTEVEVENA
CHMP4/VPS32

123433022 | Trich|Trichomonas_vaginalis_G3 EMMNKKIEQL ENQSTKES QURDNLE QVITLQOAKFSAQAFNQ
71756225 | Kinet | Trypanosoma_brucei_TREU927 LEELQOSKLELLEKREGVLTKKVEDEL KKN- KIAG LIETLONGTINMEVLAA
157877291 |Kinet |Leishmania_major_strain Friedlin TMEDMDAATELL QL oL CAGKONLETE KR TV

66819489 |Mycet | Dictyostelium_discoideum AX4 ONEVTKLQGSYDTLNOQIFAL TN

- - KRVALQALKKKKRLEKQLQQTIDGTLSTIEMQREAL
KRAALQALRRKKRFEQQLAQTDGTLSTLEFQREAIENATTNAE\ILRT
- ~KRLALTALKRKKMHENELVKIEGSRNNIEQQLFSIQNANLNFETLOA

28573949 |Metaz |Drosophila_melanogaster
40548422 |Metaz | Homo_sapiens
19115183 | Fungi | Schizosaccharomyces_pombe

6323053 | Fungi | Saccharomyces_cerevisiae KKKTTEQLL FSTESANLNLETMRA
71021957 | Fungi | Ustilago_t mayd)s 521 AIVGLRQQLLMLEKKBEHLNKKIEDELKKAKAN’VTT N- KRAAQAALRQKKA‘{ENELDRIAGTRMTLETQVNAIESANWLETMTA
159474432 | Chlor | Chl: "TRQKK- - -KPQALQCLKKKKLLENETANLDNMI BGC VVSS
115468882 |Strep|Oryza_sativa Japcn)ca Group SIDKLSETLEMLEKKENLLVKKANLEVEKAKTFTKAKN— - -KRAATQCL 'EQQIEQLGNFQLRIHDQMIML TVDA
15224854 |Strep|Arabidopsis_thaliana TLDKLNETLEMLEK! - -KRAATQCL B AVEQLGNFQLRIHDQMIMLEGAKATTETVDA
CHMP16/VPS46

145507250|Cilio|Paramecium_tetraurelia_strain_d4-2 TQLDLRMTWKRL GAKLFLQTAMAKKQ- - - - ESENLQKMATKIQFVESQVKSAQANADMMOQ
229595189 |Cilio|Tetrahymena_thermophila ILIDI KMYL - LDSLQITI TVMMOQ
123423810 | Trich|Trichomonas_vaginalis_G3 TSMRMKLEGKSL

154414057 | Trich|Trichomonas_vaginalis_G3 MQLKLRVOEKML

67904818 | Fungi | Aspergillus_nidulans_FGSC_Ad ARTNVKLHSNRL

124506675 | Apico|Plasmodium_falciparum 3D7 HIFRLK_LKTKELEKLSQRSELEEKKLIGDVKKAIQAGKIE

71745386 | Kinet | Trypanosoma_brucei_TREU927 LHFQLKYVVKQFNKNST

72549462 |Kinet | Leishmania_major_strain_Friedlin IQFQLKFTAKQFLKNASRCEKEQKQEMNKCKQAMEKNNME

159467355 | Chlor | Chlamydomonas_reinhardtii OIFNLKFTAKQL LKVKK:

115469156 | Strep|Oryza_sativa_Japonica_Group OIFDLKFTSKSL LKVKK]

15220819 |Strep|Arabidopsis_thaliana QIFELKFTSKSL LKVKK;

66828561 |Mycet | Dictyostelium_discoideum AX4 QLFQLKFTSKQL EKAQKTKLKK;

28574861 |Metaz|Drosophila_melanogaster EKAKAKK]

31542306 |Metaz|Homo_sapiens HLFNLKFAAKEL KKi

195998277 |Metaz |Trichoplax_adhaerens TLFQLKFTTKQLERFAKKCEKDEWQKNKVRKALTQGNVE GARIYAENATRKKN- - - - EGLNYLRMASRVDAVASKVQTAVSMKQVTRN
103485496 |Metaz |Homo_sapiens TLFQLKFTAKQLEKL KVKKALLQKNVE- - - CARVYAENAT! TAVTMKC
6322887 Fungi | Saccharomyces_cerevisiae TLFQLKFTSKQLOK - ISRIYASNAIRKKN- - - - ERLOLLKLASRVDSVASRVQTAVIMRQVSAS
159109943 |Diplo|Giardia_lamblia ATCC_50803 QAMELKFAGKQLENQARGLEKDVTKLRDEVARLINQNNRE LANTKANLLVAKQN- - - -QINQLYKLAGQME IMATQMEIGGLMMENAKE
CHMP26/VPS2

124512458 |Apico|Plasmodium_falciparum_3D7 EKRNLNRSIRELEREIFKMENEKKQIEKNIRIHAKKNDIT- - - LVRTLAKDLVKIKQ- - - -NVIKYNKIKSHLLSMKIKLQSVKSSEQLNKS
67478629 |Archa|Entamoeba_histolytica HM-1-IMSS QKLNISKSIREITRESKRLEREEVRLTNEIRKMARLGRTN- - - TVKVMAADLVKTKK- - - -QIDKLQVVIAQLNSTKMKLTEMSSMVAVTEA
21355321 |Metaz|Drosophila_melanogaster NDRSLRKATRDI LELET

40254866 |Metaz|Homo_sapiens QNRELRGTQRAIIRDRAALEKQEKQLELEIKKMAKIGNKE

196005003 |Metaz | Trichoplax_adhaerens OKRELNRVQRDLARL LEAETKKMAKLGNK(

159483033 |Chlor |Chlamydomonas_reinhardtii QREL RDVD! LRREEEKLIREIKAAAKTGNTP-

115482510 Strep|Oryza_sativa_Japonica_Group SKRELTNATRGIERDIGTLQLEEKRLVAEIKRTAKTGNEA.

18379185 |Strep|Arabidopsis_thaliana KREMTQATRGIEKEIGSLQSEEKKLVLET!

73544415 |Kinet |Leishmania_major_strain Friedlin
71754761 |Kinet | Trypanosoma_brucei_TREUS27
66363280 | Apico|Cryptosporidium parvum_Towa_IT
9755336 | Fungi | Saccharomyces_cerevisiae

YKROLDRTCRDLDRERNKLSTQERKIMMEMKKMAKQDQVD-

NQRALERTQRELEREKRKLELQDKKLVSEI KKSAKNGQVA YIQKFDNMKAQLOATSLRIQAVRSSDOMTRS

162312450 | Fungi | Schizosaccharomyces_pombe DRERTKLDQRERALIQET AARIQARDLMRL LQAISLRLQTMRTSEQMMC
115454277 |Strep |Oryza_sativa_Japonica_Group RGVEREIGSLOMEEKKLVAEIK: KILARQLVRLRQ- - - -QTVNLQGTRAQIRGVATHTQAMYAGTSISAG
166240243 |Mycet |Dictyostelium discoideum AX4 NRLKIVEQEYTGKIK( KANQTMAN
71021563 | Fungi |Ustilago_maydis_521 HQRTLQKAQRELDRERTKLEQQEKKLTQDIKKSARAGQMP- HIHKFYQMKTQLQAVSLRIQTLRSNQOMAEA
58270340 | Fungi | Cryptococcus_neoformans HQRSLQKAQRELEREKGKLEAQEKKTMADT

24650245 |Metaz | Drosophila_melanogaster N QEKKI TADIKKMAKEG

7656922 |Metaz |Homo_sapiens N DRERQKLETQEKKI T ADTKKMAKQG

66801319 |Mycet |Dictyostelium_discoideum AX4 TDRERVALQNQEKKI I LDTKKMAKQG HIQKFYENKTQLOAVSLRIQTLSTQANAEA
159481213 | Chlor |Chlamydomonas_reinhardtii NKRQLDKAIRELDRERMSLQQQEKKTVAEIKKMAKEGH TLKSTQAMAL
18396352 | Strep |Arabidopsis_thaliana NKRMLDKSIRETERERQGLQTQEKKLINETKKTAKQGOMG QIEKFYKLKSQLQGVSLRIQTLKSTQAMGEA
115471299 | Strep|Oryza_sativa_Japonica_Group NKRMLDRSIREIERERQGLQAQEKKLITEIKKTAKEG QITKFYQLKSQLQGVSLRVQTLKSTQAMGDA
123472020 | Trich|Trichomonas_vaginalis_G3 FKLSIRKSCRET LESLGLRIETIKAQAGVTAA
145539374 |Cilio|Paramecium_tetraurelia_strain d4-2  FSRTIRKLQREFNRE - QRLDAQMNDVMFQLNSAATTETLVOV
229595473 | Cilio|Tetrahymena_thermophila FTRS INRLRRDFSRE IMKLEANQRKTKQDMENLIKKKEPRA - ~TVRTLAQQLIKTQG- - - -MITKYKRLDAQLGDVQFOLNTAATTETLVST
CHMP3/VPS24

6322810 | Fungi | Saccharomyces_cerevisiae IRS' TEKSLRELTVLONKTQQLIKKSAKKNDVR- - -TVRLYAKELYQINK- - - -QYDRMYTSRAQLDSVRMKIDEATRMNTLSNQ
74024996 | Kinet | Trypanosoma_brucei_TREU927 WRROLNSEMRKLDLQIRKT )T L RMLAKET THSRK- TQMNSVSMOLOOQVSQIKLAGR
157877187 |Kinet |Leishmania major_strain Friedlin WTRSLRSEQRKIELQITKIRREEAKVKLSMKQAAKQNDQV- - - MNSVSMQLONQASQMKM:
115674938 |Metaz | Strongylocentrotus_purpuratus W )LDRQIRSI IKT TYT MENQC
159486070 | Chlor |Chlamydomonas_reinhardtii W DRQIRDIQFEEKKIHKSIREAAKRGDMG- - - AVSRLYVNKAHMQSLNTALTEQLAMLRVAGT
115450199 |Strep |Oryza_sativa_Japonica_Group W IDRQIRT IREAAKRND! LNSISMHLGEIVATARTVGH
15237175 | Strep |Arabidopsis_thaliana WORKLRQECRNIERQIRDIQKEERNVQKAIKEAAKRNDMV - - - "VNRLYENKAQUNSISMHLGESVATARTVGH
66809345 |Mycet | Dictyostelium_discoideum AX4 DTQLRATDMQEKKTVRMIKERVKAGD! AKERIYTAKAQMN MOLOSNLAMTKVQGN
71005974 | Fungi |Ustilago_maydis_521 VOSQLRSEQRALDREMRQIDX THMQLQHQLAMYKVTGS
19115499 |Fungi | Schizosaccharomyces_pombe WQSTIRKEQRQLDRQVYHLKAGRKKAEVQLKQLAKQSDIT RLAESKALLGSLSLQOLNDQMAMLKIQGT
118348106 |Cilio|Tetrahymena_thermophila FRKKI) QIFRIDM: TKKGDK. oK GLQYTLDNFFADIKLAQT
145490642 |Cilio|Paramecium_tetraurelia_strain d4-2  MNKELQKEMREIERQNFQIEQARKKAEDLLQKEIKKGDKADKFIKQTYAKQUITCQK- - - -QKERNLLNKGKIQNVMYGIDNMFANIKMAQA
123460026 | Trich|Trichomonas_vaginalis_G3 WKSDLRGQVRELNKQMRHIEMEETKIQNKV] 1L WWQLESIERQIDLQMAQVKVCGA
159117925 |Diplo|Giardia_lamblia ATCC_50803 - - -KARETIRSIERERMQLEFERKKVEQOIRK] KAQTLSLQMNMQL

21356025 |Metaz | Drosophila_melanogaster WTHKIRKEGNQLDRQIRST TQMOMKNQLSTLRVA
7706353 | Metaz |Homo_sapiens WSLKTRKEMRVVDRQIRDI

242556482 3frt_chaina WSLKIRKEMRVVDRQIRDT VLSLOK:

242556482 3frt_chaind ss
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57372953 |Hal 1or y ataei D 8 NLEIRKYETE-LGITGKQLGKLEEEFEEMT: KKYRKARTT OKAKYVELFEEYVMLCIV-

arcoG07402
1 e asma : 3ss RRSRISKWKSDIDRATRC TONAKTSLRD( 1 TRGLKDYKLFLENIDLNLOFADTTKKVWAS

08 Therm|T! asma_a P m_D 728 RRSRINKWKSDIDRATRC TQNAKISLKDGNI: IRGLKDYKLPLENIDLNLQFADTTKKVWAS
54170391 I Thern 15_barop P TFLOGKEAAKLGDE! —LLKRSAMKYLAIEE*———RIKQAKRLLLLMEEAEIQRELV— SAD
54172284 | Therm | Thern 1s_sp-_A KQYINNLEALKRKVFLO( )

0 4 | The: ermococcus_gammatolera 3 KOYT O
Consensus_a: .p.+hp..b..hcp.h.phpp..p..h.ps
PSTPred Consensus_ss:

arCOGDDASZ,arCOGOGASB,a:COG00454
m milus_maritimus_s IRK- - - -VIKI] LEQIELRLTTFSDLGDTVVA

aeum bios ITK FART HI KKVLGNARISLERTEMRL Gl

VKKT!

VT

ALYKLRVONNKLEYIIAKMKERDQALFEKVVQAQTEKDQT
ANYKLRTTINRLEV‘IISKMQERDRVLFERVISAQMAKDNA
AHYRLKTTISRLDVYISKL( ]

DET

NN

VEAQMNKDTA. VTKQLLTTQIALEQVELRLETISELGDVETS

VTVISQKRDDLKQSNKDLISDFDESD- - KTHLOATELERTMA - - - - FSLEILTLAKRKTK- - -
QAARL

ITNIESIPQV

- -RQVSPRVKLLEL ORTRDKTLLK- - - -MLENIVRLOAVLEVLSVRLETLAQIGTISSE
QGTLGSQIEKLAATHEK IVEAQRSGNTA- - -HARAYAIELAQIRK- - - - MEGMVGGAKLGMEQVQMRLNTVSELGDIVVT
AQKKLQFQITKLEGINEKLRVKHDQIFEKT RK-- 'KLRLDTVSELGDVVVT

LISMFDKVQYDLMRVRYRLETLTLVEEPTRL
YLNLFTKVYYDLTRVRLRLETITQVQEBMKY
IMKIVYTARLAIEKVRIRLETIHDIQGVSLV
IIKVIYTAFLAIEKVRLKLDTVQELQGVSLV

ISLKLKDQQOTRLEEATRRLKDRDKELFEKVVRAQVEGDDA
AIVKLELL
TLARLOLTKTEVDSMKNIVLAEINRFYDRMLDARRRRDYD

ISLKLKDQODRLDEATRRLRDRDKELYEKVIRAQIEGDMA- - - KATIYAQEISDIRK- - - -MIKI TYTAFLAIEKVRIKLDTVQELQGVSLV
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