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Suppl. Figure S3: EGFR and its signaling partners are not translocated into light membrane
fractions upon Flot-1 depletion. F1-KD or control cells were starved, stimulated or not at 37°C for 2
min with EGF and subjected to detergent free isolation of light membranes. A: shows the distribution
of EGFR and its signaling partners in the gradients (see the legend of Fig. 6 for details). B:
Distribution of EGFR was quantified in unstimulated and stimulated cells. C: Verification of the F1-

30+

control
EF 1siRNA-B

Fraction

@ @ D
= = 5 =
2 x £ W X6
6 &2 5m 2w
O w O+ b+
S— - Flotillin-1
N | CAPDH

[Jcontrol + EGF
@l F1siRNA-B + EGF

*%

Fraction

500 ==l control
=i~ F1siRNA-B

o 400+ == control + EGF
=4
= =¥ F1siRNA-B + EGF
£ 3004
(7]
<
<
a 2004
©
<
S 1004

v 1 L) v 1| 1 J L)
1 2 3 4 5 6 7 8 9 101112
Fraction No.

KD by Western blot. D: Distribution of the total cellular protein in the gradient fractions.
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