
            Signal peptide......|NH2-term.....|CTDC-like...............CTDC-1.....
Ddis PdiA   MAKIIISLILLLSLFSFSYGAYN-CNKLNCSSKNTKCRTFSCTSVVGCYYTDKCTSP--DLCHNSACNAS
DPU_43435   -MKLIITLLIIS-LIAFVNGSYN-CAKLSCQG-TDKCKTYSCTSYYGCTSTDKCVT---DMCNVASCNAA
DPU_25174   MNKLILSFVIIAFLISCTQATYN-CKKLNCQG-TDKCKTYSCTSYYGCTSTDKCVT---DMCNVASCNAA
DDB_G02803  -MKSIIILSFILSIISFSNGTIVKCTSASCSSLNNNCVNHYCNPRAGCYGIDKCVRI--DACHIVSCDLN
DDB_G02876  MTKILYLIIYLTLTIVKGAPLYN-CKKLNCSSMNTNCKVFGCSPMFGCFETSKCPQSNVDICHTNHCDEN
DDB_G02911  --------------------------------MNTNCKIFGCSPIN------------VDICHTNHCDEN
DDB_G02910  ---------------------MKIKREDIEKHIDNDCQYIQIIN--------------VDICHTNHCDEN
                                               .*                      * *:   *:   

            .............|CTDC-2.................|..........CTDC-3................
Ddis PdiA   TGNCTLTTISCNDNNPCTDDFCHPGYGCYSVPNSCDPGVICQQNCNDNDPCTYDFCDALNICRHS--ETY
DPU_43435   TGNCTISPISCNDGNPCTDDFCHPGYGCYSVPNSCDPAVVCQNNCNDNNKCTNDFCDPNNNCFHETPTIP
DPU_25174   TGNCTITPLKCDDGNPCTDDFCHPGYGCYAVPNACDPAVVCKNNCNDNNKCTNDFCDGNNICYHESYSNP
DDB_G02803  NGSCINTKANCDDGDPCTDDFCHNGYGCFSLPNNKHPSVICQKNCNDNNPCTDDFCDFTNTCQHT--LKN
DDB_G02876  TGSCYQIADTCNDGNNNTIDSCGPYGCVNTPVNPPEPTQSCEQKCNDNNPCTVDFCDFRGDCYHY--ETR
DDB_G02911  TGSCYQIADTGNDGNFNTIDSCGPYGCVNAPVNPPEPTQS--------YPCTVDFCDFRGYCYHY--ETR
DDB_G02910  TRSCYQIADTCNDGNNNTIVVV-----VHMVVS---THQS----------CTVDFCDFRGYCYHY--ETR
            . .*     . :*.:  *              .   .             ** ****  . * *   

            ...|CTDC-4.................|CTDC-5.................|CTDC-like.........
Ddis PdiA   CNDGDACTLNTCG-VNGCNFTKISCDDNDPCTADYCSTLYGCYHEPIECSIKVPCNIDSDCNRNNGCETF
DPU_43435   CQDFNACTVDSCDPINGCSNTPLSCDDNDPCTADYCHIIYGCYHEPIECSIKVPCTKNSDCNRNNGCETF
DPU_25174   CQDFNACTVDSCDPINGCSNTPLSCDDNNPCTADYCHIIYGCYHEPIECSIKVPCTKNSDCNRNNGCETF
DDB_G02803  CEDNDFCTIDSCG-PNGCVHTNISCDDNDPCTSDFCSIMYGCYHEQIECSIKVPCSTDIECNRYNLCETY
DDB_G02876  CSDYDACTLDTCG-EKGCEYRPMNCDDNNPCTADFCSMLYGCYHEPIECSVKVPCRTDSQCNRNNFCETY
DDB_G02911  CSDYDACSLDTCG-EKG-----------YPCTADFCSMLYGCYHNPIEFSVKVPCSTDSQCNRN------
DDB_G02910  CSDYDACTLDTCG-EKG-----------YPCTADFCSMLYGCYHKPIECSVKVPCSTDSQCNRN------
            *.* : *::::*.  :*            ***:*:*  :*****: ** *:****  : :***   
            ......|CTDC-like.................
Ddis PdiA   TCNLSTNTCDYYAKNCGGWPCINNQCTTGSISN---------
DPU_43435   TCDLTSNTCDYYAKNCNGNPCINNQCTTGSITN---------
DPU_25174   TCDLTSNTCDYYAKNCNGFPCINNECTTGSISN---------
DDB_G02803  TCDLISNICKYSTKFCNGFPCINNECMTGVIYN---------
DDB_G02876  SCDLSSNICDYYTRDCGGNPCINNECRTGTITN---------
DDB_G02911  -------TCDYYDRDRGGNPCINNEWRTGTITNYIIIIIIII
DDB_G02910  -------TYDYYGRDRGGSPCINNEWRTGTITN---------
                     .*  :  .* *****:  ** * *   


