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Supplementary figure S2. 7Tgfrm3 gene is expressed in tachyzoites. Semi-quantitative RT-
PCR analysis of transcript corresponding to 7gfirm3 gene, performed with tachyzoite cDNA
obtained from Au80-ko (frm3 gene is using its own 3 ‘utr) or from frm3ki/ko (frm3 truncated
gene is using the SAG/ 3 ’utr) strains. To ensure that equal amounts of cDNA from each strain
were being compared, the firm2fh2 was used as an internal control and showed constant
expression. The primers were designed to amplify 1 kb corresponding to the 5° coding
sequence of the frm3 open reading frame (V7). The RT step was omitted in RT(-) controls.
The amplification fragments were visualized on 1% agarose gel using ethidium bromide.



