Supplemental Table 3. Bonferroni's multiple comparison post-test of transcript abundance at each
growth point (GP) following repeated measures ANOVA. p-values are indicated as follows: ns, >0.05;

*0.01 to 0.05; **,0.001 to 0.01; *** <0.001. Arrows indicate whether the abundance of the transcript

listed in the column heading is higher (1) or lower () than transcripts having significantly different

abundances.
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