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fabX L(kb) L plus GmR(kb)
fabF2 1.36 2.26
fabF3 1.51 241
fabF4 1.53 2.44
fabB 1.39 2.26
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SFig. 1. Identification of R. solanacearum fabFs and fabB insertion mutants
Panel A. Strategy for isolation of R. solanacearum fabX mutation via sacB-counter
selected gene replacement. Panel B. Genetic organization of the fabXs region in
wild-type GMI1000 and the fabXs::GmR insertion mutants. Panel C. The expected

length of PCR products amplified from wild-type fabXs or fabXs::GmR insertion



mutants genomic DNA using primers: P upper and P lower. Panel D. The PCR
analysis of genomic DNA from the mutation strain Rs-F2, Rs-F3, Rs-F4 and Rs-B.
Abbreviations: kan, kanamycin-resistant gene; Gm, gentamicin-resistant marker;
ori, pMB1 origin of origin of replication; oriT, origin of transfer; sacB,
levansucrase-encoding gene; fabX, 3-ketoacyl-acyl-carrier-protein synthase

homologues encoding genes, including fabFZ2, fabF3, fabF4 and fabB.



