bocki

AML59757.1 TPTSVKKMATFLLKLLALAAL s R----Y T LG YEVSPNSRSQIPPDWQARCFVPPPINPVYRAPY: DOTACPKDIHNVDETSE
Saccoglossus kowalevskii
FF426230.1 FASASL DDT! SGAADYYWRGWYTWTMYCLVEVLLLYMO
Molgula tectiformis
€7429534.1 5--LT: LPHDIVLGTSSSTTERTGGNATEEN ATKQHIRIQPRPTGATYVLOPTRRISAECSLPTAATSATQLPTLKPRWLS SSVSRSLPRERSTPQRSM
1 YLKKMLLAISVL STT s TTCHRILIVLVD
1 /CIFRFNEIGYCSMAVACL RAGSL FSD: 1 TTSKS P IMIWPTYLSVGVEVLLVICFAVCICCT. I ITNEEK KPKKIKPKKETKLENSITV
€7416269.1 CVIYELNKLNLKKMLLWIYVL T ST o 5QY- -5 LTKCTNGDKCPGRFGEKDDIYCCPNKDECCN
CJ422087.1  ——-m-—-mmmmmmmmmmm—m oo XRFYAISLLVTLLGCMSLF E EYIF KTYNTKA ISFGSITATLLATLIATATIIFILYX
€7417954.1 PLICIIFAVAQGORT Qe GDMDCLDNSRI ccer GYv XIGIFAGLGIALLLTVITILITRMSKNNGHK
Botryllus schiosseri
JG388015.1 VSLECSALLIVL 75 IDDTFDDTT: s 1 IGILVYKACRRPATY]
JG328516.1 LEYLVVISPDTKFRNPATRLQLAGISE! STTTPSIT YF HQGFYGF YCI ET TNARY 'L EIENPPPSEMLRRNS:
J6338143.1 EDRMLVRYFEVALCLLEMI DGVHLERNSDP TE! TEsP) -- VLHYAPSLSYFWLE

Figure S3. Shisa-like proteins in deuterostomes with tandem cysteine-rich domains. These sequences are translated from
EST sequences. The sequences are denoted by NCBI accession numbers. Cysteine-rich domains are marked by blue letters
with conserved cysteines shaded in yellow. Predicted transmembrane segments are underlined. PY motifs ([LP]PxY) are

shaded in cyan.




