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Figure S1 (A) Homozygous viable GFP traps with expression in the germline were selected from the Carnegie collection
(Buszczak et al. 2007). EGFP-shRNAs were driven in the background of these traps using the germline-specific nanos-GAL4. The
phenotype upon tag-mediated knockdown is indicated. (B) Examples of GFP traps that showed depletion of GFP signal in the
germline but failed to show any detectable phenotype upon tag-mediated knockdown. Ovarioles stained for GFP and DAPI are
shown; endogenous GFP fluorescence is shown for CC01493. (C) Spt6 was knocked down in the germline using a Spt6-specific
shRNA construct driven by nanos-GAL4, and ovaries were stained for Vasa and DAPI. The gene-specific knockdown is
indistinguishable from tag-mediated knockdown (Figure 1D). (D) The indicated EGFP-shRNAs were driven by nanos-GAL4 in the
background of the Cp1—-GFP or Pabp2—GFP traps, and ovaries were stained for Vasa and DAPI. The phenotypes resemble those
in Figure 1, G and |, respectively.
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