Supplemental Figure S1
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Supplemental Figure S2
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Supplemental Figure S3
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PLX4720 B
Baseline treated
) 600 -
_ PLX4720 500 - T
= = oral gavage c_és
2 400
(73]
<
v 300
2
Capillary-based Capillary-based a 200
Isoelectric Focusing Isoelectric Focusing
100 |
l l 0 . :
o)
4000 PpERK1  ppERK2 ‘_84000 PPERKT  ppERK2 @‘90 . s 4 "’q
2000 52000 @///) 0/)7 )9
0 7 e 2
C D
50-
0 15004 “ e =
> Y—
3 - 5 |E {-
5 ™ 1000- = 30-
IS <E % ° A
2 £ —I— A - '% v
& 500- w A 2 ol
& -5 = 104
© o w
- *
C T T T T C T T
pLx4720: 0 + 0 + pLx4720. 0 + 0O +
wNT3A: O O + + wNT3a: 0 0 + +



>

C

Growth inhibition
(percent of control)

Cl +-1.96 s.d.

Supplemental Figure S6

o
5

log(fa/fu)

20

15

1.0

0.5

0

-0.5

0 10 20 30 40 50
[PLX4720] (uM) or [WNT3A] (%CM)
CFPLXA720  © WNT3A. X WNT3A+PLX4720

1.0 _

-3.0

log(D)
+PLX4720 @ WNT3A % WNT3A + PLX4720

—
1 —
—_—

I I
0 0.20 0.40 0.60 0.80
Growth inhibition
(percent of control)



siRNA: | control

media: C L W3 C L W3
BRAF

PPERK1/2

ERK1/2

cleaved
CASP3

lane: 1 2 3 4 5 6

Supplemental Figure S7



AXIN1 copies
(per 1076 copies of GAPDH)

1000

8000 1
7000 1
6000 -

5000
4000 -
3000 -
2000 -

0
WNT3A:
PLX4720:

Supplemental Figure S8



Control siRNA: + 0 + 0 + 0 + 0
AXIN1 siRNA: 0 + 0 + 0 + 0 +

B-tubulin -

Cellline: A2058 SKMEL5 SKMEL28  A375

Supplemental Figure S9



