
pGBK-MCM
2 2 3 3 4 4 5 5 6 76 7

pG
AD

-M
CM

2
3
4
5
6
7

Empty

-T -L

-T –L -H

-T –L –H +AbA

pG
AD

-M
CM

2

3

4

5

6

7
Empty

-T -L -T –L -H -T –L –H
+AbA

-T –L –H
+3-AT

pG
AD

-M
CM

2
3
4
5
6
7

Empty

pG
AD

-M
CM

2
3
4
5
6
7

Empty

pGBK-MCM
2 2 3 3 4 4 5 5 6 76 7

pGBK-MCM
2 2 3 3 4 4 5 5 6 76 7

pGBK-MCM3

pG
BK

-M
CM

2
3
4
5
6

Empty

pGAD-MCM6
1 2 3 4 1 2 3 4 1 2 3 4

-T -L -T –L -H -T –L –H
+AbA

A
B

C


	Identification of ORC1/CDC6-interacting factors in Trypanosoma brucei reveals critical features of Origin Recognition Complex architecture
	SupplementaryFigs.pdf
	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6




