
Table S1.  PhyloPythia classification results for recovered antibiotic resistant 
metagenomic clones. 
 
Clone ID Domain Phylum Class 
kan1 Bacteria Proteobacteria Alphaproteobacteria 
kan2 Bacteria Actinobacteria  
kan3 Bacteria Proteobacteria Alphaproteobacteria 
kan4 Bacteria   
gent1 Bacteria Proteobacteria Alphaproteobacteria 
chlor1 Bacteria Proteobacteria Gammaproteobacteria 
chlor2 Bacteria Proteobacteria  
chlor3 Bacteria Proteobacteria Betaproteobacteria 
rif1 Bacteria Firmicutes  
rif2 Bacteria Proteobacteria  
rif3 Archaea   
rif4 Bacteria   
rif5 Bacteria   
rif6 Bacteria Proteobacteria Gammaproteobacteria 
rif7 Bacteria Actinobacteria Actinobacteria 
tri1 Bacteria Proteobacteria Betaproteobacteria 
tri2 Bacteria   
tri3 Bacteria Proteobacteria  
tri4 Bacteria Actinobacteria  
tri5 Bacteria   
tri6 Bacteria   
tri7 Bacteria Proteobacteria Alphaproteobacteria 
tri8 Bacteria Actinobacteria Actinobacteria 
tri9 Bacteria Actinobacteria Actinobacteria 
tri10 Bacteria Proteobacteria Betaproteobacteria 
tri11 Bacteria Actinobacteria Actinobacteria 
tri12 Bacteria Proteobacteria Betaproteobacteria 
tri13 Bacteria   
tri14 Bacteria Proteobacteria  
tri15 Bacteria Actinobacteria Actinobacteria 
tri16 Bacteria Proteobacteria  
tri17 Bacteria   
tri18 Bacteria Proteobacteria Betaproteobacteria 
tri19 Bacteria Proteobacteria Alphaproteobacteria 
tri20 Bacteria Proteobacteria Betaproteobacteria 
tet1 Bacteria Actinobacteria  
tet2 Bacteria Firmicutes Bacilli 
tet3 Bacteria Proteobacteria  
tet4 Bacteria   
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