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SUPPLEMENTAL FIG. 1. Phylogenetic analysis of Halomonas sp. H11 strain based on
16S rRNA sequence.

Indicator beneath the tree is scale bar representing 0.01 inferred substitutions per nucleotide
portion. The numbers shown in the branch mean bootstrap values. Type strain is indicated
as ‘T’ at the end of strain name. Accession number of 16S rRNA sequence is denoted by

parenthesis.



