Table S2: List of all SNPs with p-values < 10 in the regions that were significant at GWAS threshold in platelet count meta-analysis

SNP Chr Position Gene Role Coded Allele Effect Size (SE) P-value Het-P (I- N
Allele Frequency square)

rs214053 6 25635942 LRRC16A intron T 56.6% 3.729 (0.712) 1.64 x 10" 0.37 (0) 16452
rs214056 6 25638063 LRRC16A intron C 43.4% -3.719 (0.711) 1.72 x 107 0.36 (0) 16452
rs214057 6 25639112 LRRC16A intron T 59.7% 3.578 (0.706) 4.04 x 107 0.46 (0) 16452
rs12526480 6 25641513 LRRC16A intron T 69.5% 4.386 (0.763) 9.15x 10° 0.62 (0) 16447
rs214065 6 25648906 LRRC16A intron A 40.2% -3.511 (0.706) 6.71x 107 0.46 (0) 16389
rs431659 6 25653130 LRRC16A intron A 50.7% 3.134 (0.699) 7.28x10° 0.83 (0) 16452
rs441460 6 25656267 LRRC16A intron A 49.2% -3.475 (0.689) 4.57 x 107 0.68 (0) 16414
rs368638 6 25656552 LRRC16A intron A 50.9% 3.500 (0.690) 3.91x107 0.69 (0) 16451
rs118855 6 25659861 LRRC16A intron A 47.2% -3.248 (0.706) 4.18x10° 0.84 (0) 16452
rs214048 6 25661695 LRRC16A intron A 48.4% -3.462 (0.695) 6.28 x 107 0.82 (0) 16452
rs214054 6 25667877 LRRC16A intron A 52.9% 3.353 (0.697) 1.51 x 10 0.76 (0) 16452
rs12177652 6 33586740 T 76.8% -4.191 (0.842) 6.38x 107 0.08 (28.6) 16448
rs210176 6 33591894 A 60.8% -3.759 (0.723) 2.02 x 107 0.02 (46.5) 16452
rs210179 6 33593214 T 70.6% 4.621 (0.807) 1.03 x 107 0.04 (39.2) 16445
rs210180 6 33593237 A 53.3% 3.666 (0.701) 1.73x107 0.03 (42.3) 16452
rs210188 6 33599265 C 36.1% -4.101 (0.748) 4.22x10°® 0.04 (40.9) 16452
rs449242 6 33604692 T 36.9% -4.408 (0.737) 2.26x 10° 0.03 (43.6) 16452
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rs6070696 20 57031040 TUBB1 intron A 82.9% -4.699 (0.912) 2.55x 107 0.33(0) 16396
rs151358 20 57043454 SLMO2 utr-3 A 17.4% 4.706 (0.929) 4.02x107 0.54 (0) 16452

rs151361 20 57047397 SLMO2 intron A 74.3% -4.495 (0.783) 9.44x10° 0.04 (40.1) 16393

I-square = a measure of heterogeneity among studies that cannot be explained by chance; Het-P = Cochrane Q p-value to assess heterogeneity



