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Supplemental FIGURE 1 — Chart showing recruitment, genetic screening, and

analyses of data for participants

Participant 3416 children in 4 provinces
identified from census

identification

274 children excluded: Care-giver absent when
visited or refused to participate or child unwell

[ Recruitment ] 3142 recruited ir.1to the stgdy ar.1d
completed baseline questionnaire

\ 4

214 children excluded. Child not between 6 and
59.99 mo. No sex data for child.

233 children excluded: did not attend clinic, or
care-giver refused to allow blood to be taken, or
insufficient or clotted blood sample received

[ Blood sample ] CBC data obtained from 2695 children

\ 4

154 children with MCV > 79fl excluded. 225
children: insufficient blood for Hb genotyping, or
instrument failure durina screeninag

Genetic Hb genotyping data available for 2316

screening children

y

169 children with rare genetic Hb disorders
omitted from statistical analysis

Data from 2147 children (973 normal,
[ Data analysis ] 1174 with four common genetic Hb
disorders) and complete information
on other dependent variables included
in statistical analysis
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Supplemental TABLE 1 Values for hematology, biomarkers of iron status, and retinol
binding protein for children with normal Hb type (Hb AA) from three age-groups by rural and
urban setting, and by sex*

Hb
g/L

MCV
fL

RBC
10%/L

RDW
%

Ferritin
Ho/L

sTir
mg/L

RBP
(umol/L)

Mo
6-11.99
12-23.99
24-59.99

6-11.99
12-23.99
24-59.99

6-11.99
12-23.99
24-59.99

6-11.99
12-23.99
24-59.99

6-11.99
12-23.99
24-59.99

6-11.99
12-23.99
24-59.99

6-11.99
12-23.99
24-59.99

Rural Urban
Boys Girls Boys Girls
46 96 + 13 49 102+12 24 106 +13 17 104 +9
99 103+12 90 104 +10 54 112 +11 63 112+ 10
193112 +8 154113+ 9 95 117 +8 89 1168

*Age 6-11.99 mo :P<0.001; Agel12-23.99 mo P<0.001; Setting :P<0.001; Sex P=0.027

46 67.3+5.8 49 70.0+5.5 24 68.0+5.9 17 70.6£4.9
99 68.7+5.9 90 70.6+5.3 54 71.1+45 63 72.4+3.6
193 74.1+£3.8 154 74.7+4.1 95 75.0+3.3 89 75.8+2.7

*Age 6-11.99 mo :P<0.001; Agel2-23.99 mo P=0.009; Setting :P<0.001; Sex P<0.001

46 4.61+0.43 49 4.61+0.43 24 4.63+0.42 17 4.42 £0.29
99 4.83+0.38 90 4.70+0.40 54 4.66 +0.39 63 4.55+0.38
193 4.60 £ 0.37 154 4.58 +£0.36 95 4.48+0.34 89 4.54+0.33

*Age 6-11.99 mo :P=0.003; Age12-23.99 mo P=0.06; Setting :P<0.001; Sex P=0.05

46 149+2.6 49 139+23 21 159+1.38 15 151+1.2
99 15.0+24 90 14422 48 15.3+20 53 14615
193 13.3+1.2 154 13.2+1.2 90 13.7+1.2 77 13.3+0.9

*Age 6-11.99 mo :P=0.79; Age12-23.99 mo P<0.001; Setting :P=0.004; Sex P<0.001

36 14.1 (4.6, 43.2)? 40 18.3 (7/0, 42.7) 23 17.5 (6.6, 46.4) 14 20.1 (7.4, 54.6)
78 11.8 (5.2, 26.9) 70 13.6 (6.0, 30.8) 48 16.1 (6.7, 38.4) 56 21.0 (9.4, 46.9)
167 26.6 (13.1,54.0) 136 27.8 (13.0,59.7) 89 36.6 (18.5, 72.1) 80 48.7 (2410, 111.6)
" Age 6-11.99 mo :P=0.118; Age12-23.99 mo P<0.001; Setting :P<0.001; Sex P=0.001

46 11.0 (7.7, 15.6) 49 9.0 (6.9, 11.8) 24 9.6 (6.8, 13.5) 17 8.2 (7.0,9.7)
99 10.2 (7.2, 14.4) 90 9.6 (7.0, 13.3) 54 8.1 (6.6, 9.8) 63 7.6 (6.2, 9.5)
193 7.6 (6.1, 9.5) 154 7.2 (5.4, 9.6) 95 6.7 (5.2, 8.6) 89 6.3 (5.2, 7.5)

*Age 6-11.99 mo :P=0.119; Age12-23.99 mo P<0.001; Setting :P<0.001; Sex P<0.001

36 1.12 (0.87, 1.45)° 40 1.06 (0.80, 1.41) 231.28 (0.94, 1.76) 14 1.20 (0.89, 1.60)

78 1.08 (0.82, 1.42) 701.12 (0.88, 1.42) 48 1.27 (0.96, 1.67) 56 1.30 (1.01, 1.67)

167 1.13 (0.86, 1.47) 136 1.08 (0.84, 1.40) 891.27 (1.01, 1.64) 80 1.25 (0.97, 1.67)
*Age 6-11.99 mo :P=0.65; Age12-23.99 mo P=0.47; Setting :P<0.001; Sex P=0.36

'values are arithmetic mean + SD or geometric mean (-SD, + SD)

* Significance of differences from regression with age 24-59.99 mo used as the reference age group

2 Corrected for subclinical inflammation

Hb, hemoglobin; MCV, mean cell volume; RDW. red cell distribution width; MCH, mean cell

hemoglobin; RBC, red blood cell count; sTfr, soluble transferrin receptor; RBP, retinol binding protein



