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Figure S1. Anti-EJC monoclonal antibodies immunoprecipitate spliced mRNA 

Denaturing PAGE analysis for splicing of 32P-labeled Ad2ΔIVS pre-mRNA (Input) followed by 

immunoprecipitations with Control (SP2/0), Y14 (4C4), eIF4AIII (3F1) and hnRNP C1/C2 (4F4) 

mouse monoclonal antibodies. Identities of splicing intermediates are depicted to the right of the 

gel. 

 

Figure S2. Optimization of the EJIPT assay parameters  

(A) Splicing reactions with ATP (0.5 mM), without ATP, or with 5 mM AMP-PNP were 

immunoprecipitated with an anti-EJC antibody.  SP2/0 is a control anti-mouse antibody 

substituted for the anti-EJC antibody. Ad2 mRNA produced without splicing was 

immunoprecipitated with an anti-EJC antibody. Parameters for the EJIPT assay were examined 

using increasing amounts of splicing extract (B) and increasing amounts of biotin-labeled 

Ad2ΔIVS pre-mRNA (C) in a 10 μl reaction volume.  

 

Figure S3. NSC663284 and BN82685 are more selective splicing inhibitors compared to 

NSC95397 

In vitro snRNP assembly was performed in the presence of increasing amounts of compounds. 

Chemiluminescence signals are the averages of quadruplicate measurements. The red dashed line 

indicates the average for DMSO controls (6.0 ± 1.1 x 104 RLU). 

 



 
Supplemental Table S1. Association of individual proteins with drug-treated spliceosomes.  
 
Peptide counts for mass spectrometry of DMSO and BN82685 streptavidin pull downs are 

shown for three independent experiments, along with a technical repeat of experiment 3. The 

ratio of BN82685 to DMSO is shown in dark grey columns and the average and standard 

deviation of the four data points is listed on the right in light grey columns.  Data points not used 

in the calculation are in grey type with italics. 



Table S1. Peptide counts for top proteins (1-69) detected by mass spectrometry of DMSO and 
BN82685 streptavidin pull downs.  



Table S1. Peptide counts for top proteins (70-137) detected by mass spectrometry of DMSO and 
BN82685 streptavidin pull downs. 



Table S1. Peptide counts for top proteins (138-203) detected by mass spectrometry of DMSO 
and BN82685 streptavidin pull downs.   
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