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Figure S1: Neither low-level supplementation with
xylAB nor xylFGH is sufficient to eliminate ara/xyl
diauxie. Strain MG1655 transformed with the
indicated plasmids were grown overnight and then
diluted 1:20 into fresh MMM supplemented with
0.4% total sugars and appropriate antibiotics.
Cultures were grown at 37° with 200 RPM
agitation. Samples were withdrawn at indicated
time points, the OD,,, was measured and the
sugar was analyzed using liquid chromatography
with refractive index detection.



E DEI_ Pratain Saguanca _
06303 702 393 aras arad L PVANALWE yE
G17.288 705 336 arafZ arafs WHNEWVYY GFR.vh
G70.882 BEG.531 aral araB . OLLPALTEAWAK va
2T .T2H G628 325 xylB2 B LAQIAAMNFER vi
SO6.806 G85.388 =ylF1 Y FLLTPIDVNE.yE
R23TTT 758 436 uylF2 wyFLADTTLMMGLE. v T
535316 T30.373 ylG G ILILDEFTR yE
H29.801 775406 xylR1 wy| VAL ESVALDGAR vE
517.306 B18.472 xylR2 ey FLITLLFMAME v T
a74.78 B70.45 xylan oyl A FMOMYWYEHE v T
678.33 1023.51 EylaZ XylA AGGFTTGGLMNFDAK w10
G4 3 854 1158.663 aralC1 aral QOLGISVLEWR w10
G4 3 854 1030804 aralC2 araC. QOLGISVLEWR.yvE
G4 3 854 a17.52 aralC3 araC. QOLGISVLEWR.vE
G431 864 BED 4940 aralC4 araC. QOLGISVLEWR.yT
G4 3 854 747415 araCh araC. QOLGISVLEWR. G
G431 8E4 G60.383 araCa araC QOLGISVLEWR.vh
G4 3 854 5E1.314 aralCd araC. QOLGISVLEWR. y4
H631.286 9747 aral aralD KPSSDTPFTHR.y3
H631.286 800417 araD2 aral KPSSDTPFTHR.y8
H631.286 B13.385 aralD3 aralD KPSSDTPFTHR.yT
61286 T26.353 aral aral KPS5DTPTHR.yE
H631.286 6113286 araD2 aralD KPSSDTPFTHR.yS
HE31.286 510.27H aralD3 araD. KPSSDTPTHR.y4

Table S2: Protein transitions used for measuring relative
concentrations of xyl and ara proteins.




Relative abundance

=
i

=
N

[EEY

o
[

o
o))

o©
IS

©
[N}

o

Acs

GroS

=
i

=
N

[EEY
I

o
0o
I

o
)]
I

Relative abundance

o
S
I

o
N
I

il

araD-xyIR

Mut12

1

Const-xylR  pBad-xyIR
araD-xyIR  Mutl2 Const-xylR pBad-xyIR

Figure S3: Housekeeping genes Acs and GroS have
consistent concentrations for all treatments. See
text for details.



Primer name

Sequence

S8A-xyIR xyIR Gib F
SBA-xylR xyIR Gib R
SBA-xylR SEA Gib F
SBA-xylR SEA Gib R
pUAGBE Pxyla F
pUABE Pxyla R

xylR S0 OPT F

#ylR S0 OPT R

BB xylAB EcoRl F
BB xylaB BamHl R
BB xyIFGH EcoRl F
BB xyIFGH BamH] R
PuylF const R

PuylF const F

#ylAE BamHI F
#IAE Kpnl R
pUAGE const R
pUABE const F
®yIFGH Con HindIll F
®yIFGH Con Kpnl R
IR Con HindIll F
#vIR Con Kpnl F
pUAGE con Kpnl F
pUAGE con HindIll R
araD-zyiIR F
araD-xyIR R

aral KO F

aral KO R

araD K1 FI

xylR KI R

gatcttttaagaaggagatatacatATGTT TACTAAACGTCACCGCATC
ggagatccttactegagtitggatce CTACAACATGACCTCOCTATTTACATOGCG
COCGATOTARATAGCGAGGTCATGTTGTAGggatccaaactcgagtaaggatetor
GATGOGGTGACGTTITAGTAAACATatgtatatctectictaaaagate
AGCATetegagCATGGTGTAGGGCCTTCTGTAGTTAG
AGCATgoatccTAATATTGGGCACTCCCTTTCAGTTG
GTAATTTTAAGAAGGAGGAATACATATGTTTACTAMACGTCAC
GTTTAGTAAACATATGTATTCCTCCTTCTTAARATTACTGCCC
ageatGAATTCHtaagaaggaggtatacatATGCAAGCCTATTTTGACC

ATGCTgoatec TTACGCCATTAATGECAGAAGT TGCTGATAG
ageatGAATTCHtaagaaggaggtatacatATGAAAATAAAGAACATTCTACTCACCT
ATGCTggatec TCAAGAACGGCETTTGGTTGCGGEAG
GATAALAATCTGTAATTGTTTTCCCCTGTTTAGTTGCTAALAA
AGCATgoatccATTTTAGCAACTOAACAGGGotgCAAT TACAGATTTTTATC
TATTAGGATCCTCTAGATTTAAGAAGGAGATATACATATGCAAGCCTATTITGACC
ATGCTogtace TTACGCCATTAATGECAGAAGTTGCTGATAG
GTATATCTCCTTCTTAAATCTAGAGS
AGCATgotaCCTGAATTGTACAAATAAATGTCC
CTCTAGATTTAAGAAGGAGATAagctATGAAAATAAAGAACATTCTAC
CATGCCTGCAGGTCTGGACATggtacc TCAAGAACGGCGTTTGGETTG
GAGATaagettATGTT TACTAAACGTCACCGEC
GACATotaccCTACAACATGACCTOGCTATTTAC
CAACCAAACGCCGTTCTTGAQgLaccATGTCCAGACCTGCAGGCATG
GTAGAATGTTCTTTATT TTCATaagettATCTCCTTCTTAAATCTAGAG
GAAGGCATATTACGGGCAGTAALILaagaaggagatatacataTG
GECGTITGAGATCTTCTAACATgatcLttigaattcccaaaaaaacgq
GrGCCOUGTCTTTGTGATCAAACCTTCCGGCGTCGATTACgtgtaggctggagetgette
AGCCTGGTTITCGTTITGATTGGCTGTGGTTTTATACAGTCAatccgggoatocgtegact
GGTATTAGAAGCCAACCTGG

AqeelGETTTCETITGATTGECTGTGETT T TATACAGTCACCTACAACATGACCTCOGT

Table S4: Primers used for all constructs and
mutagenesis.



	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4

